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Large Cohort Studies Have Transformed Disease Treatment
Framingham and other cohorts have taught us much 

about heart disease...
...and cardiovascular deaths have decreased

Kannel et al., Ann Intern Med., 1961; CDC, MMRW Morb Mortal Wkly Rep., 1999
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Could we have a similar 
experience with precision 

medicine in the next 40 years? 
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The Lack of Diversity in Research Contributes to Health Disparities

There is a lack of diversity in 
genome-wide association studies. This affects polygenic risk scores 

for diseases… …and interpretation of genetic 
variants

Morales et al., Genome Biol, 2018; Martin et al., Nat Genetics, 2019; Manrai et al., NEJM, 2016
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All of Us Will Provide Answers and Make Connections

• National launch in 2018

• Goal is to have one million 
participants that reflect the diversity of 
the U.S.

• Participants are partners

• Researchers will use data to better 
understand health and disease

JoinAllofUs.org

ResearchAllofUs.org

http://joinallofus.org/
http://researchallofus.org/
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Status of the Program (as of November 8, 2020)

360,000+
Participants

230,000+
Electronic Health 

Records 

271,000+
Participants who have 
completed initial steps 

of the program

277,000+
Biosamples

Enrollment Numbers COVID-19 in-person 
enrollment pause
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Status of the Program (as of November 8, 2020)
Participant Representation Across the U.S.
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Status of the Program Continued

Race and Ethnicity Age

Over 80% of All of Us participants are underrepresented in biomedical research
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Enrollment, Consent, and EHR Authorization

Enrollment, Consent, 
EHR Authorization

Participants must be 18 
years or older

Online video consent 

Includes authorization to 
share EHR data with 
researchers

Plans to include children 
in future



Current Data Collected: Surveys, Measurements, Biosamples

Participant
Surveys

Current and future 
surveys focused on: 
• Lifestyle (e.g., 

Diet)
• Personal and 

Family Medical 
History

• Healthcare Access
Other surveys:
• COVID Participant 

Experience 
(COPE)

Physical 
Measurements

• Blood pressure

• Heart rate

• Height

• Weight

• BMI

• Hip 
circumference

• Waist 
circumference

Biosamples

• Blood

• Saliva (if blood 
draw is 
unsuccessful)

• Urine



Future Data Collected: Mobile and Wearable Technologies

Mobile and Wearable 
Technologies

Data from wearable 
fitness devices, starting 
with Fitbit and Apple 
HealthKit

Other data collection 
from integrated apps that 
track mood and cardio-
respiratory fitness
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Returning Value to Participants: Genetic Return of Results 
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Trait Results

Planning to publicly 
launch next month
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Genetic Ancestry Results

The Middle East and North Africa

This genetic group represents people from these areas: 
• The Middle East
• North Africa
• Western Africa
• The Caucasus

Connections near and far

People with recent ancestors from Asia, Europe, and sub-Saharan 
African may have patterns of DNA from this genetic ancestry group. 
This is likely because of significant trade and migration through the 
region that continues to this day. The Silk Road and Incense Route 
connected the Middle East and North Africa to Europe and Asia. 
Trans-Siberian trade routes connected North Africa to sub-Saharan 
Africa.
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Framework Example: Blood Pressure

BLOOD PRESSURE

RISK & PREVENTION
How do age-related changes in blood pressure in 
children and young adults impact the 
development of hypertension and hypertension-
related conditions in adulthood?

DIAGNOSIS
Does blood pressure from 
ambulatory blood pressure 
monitoring (ABPM) or home blood 
pressure monitoring (HBPM) provide 
a more accurate estimate of 
cardiovascular risk?

TREATMENT & OUTCOMES
What are effective and scalable 
community-based interventions to 
improve blood pressure levels, 
medication prescription, and 
medication fill rates? 

HEALTH EQUITY
What is the impact of economic 
stability on rates of screening, 
likelihood of receiving treatment, and 
blood pressure levels?

WELLNESS & RESILIENCE
What genomic, environmental, and 
lifestyle factors underlie the different 
patterns in age-related trajectories of 
blood pressure, thereby increasing or 
reducing the risk of high blood pressure?
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Tiered Data and Resource Access 
Individual Biospecimen and Participant Data

(Available in the distant future)

Future ancillary studies
Could recontact participants, 
use biospecimens, issue new 

surveys or DHT, enroll in 
clinical trialsControlled Tier

(Available in the future)
No obvious PII. Genomic Data, Clinical Notes, Data Linkages, 

Other Data Types  

Registered Tier
(Available Now)

Surveys, EHRs, Physical Measurements
De-identified to exceed HIPAA Safe Harbor Standards

Researcher Workbench

Public Tier 
(Available Now)

Summary Statistics 
Aggregate Counts

Data Browser
DataBrowser.ResearchAllofUs.org

ResearchAllofUs.org/Apply

http://databrowser.researchallofus.org/
https://www.researchallofus.org/Apply/
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The Curated Data Includes Longitudinal EHR (As of May 2020)
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Returning Value to Researchers: Research Hub
Public: Data Browser

DataBrowser.ResearchAllofUs.org

Summary statistics of participant data
• EHR Data, Survey Questions, Physical 

Measurements

Restricted: Researcher Workbench
ResearchAllofUs.org/Apply

Beta Launch on May 27, 2020
• Currently restricted to U.S. researchers with eRA 

Commons accounts

http://databrowser.researchallofus.org/
http://researchallofus.org/Apply
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Demonstration Project: Depression Medication Sequencing

White (n=9,235)
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Response to COVID-19

How can All of Us further our understanding of COVID-19?
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Future Researcher Workbench Data: COVID-19

COVID Participant 
Experience 

(COPE Survey)

Gather data about 
participants’ experiences 

with the pandemic.
Repeated questionnaire 

released May–July.
Shorter questionnaire 
released in November.

Seroprevalence 
Survey

Check for COVID19 
antibodies in samples 
collected January to 
March 2020 to better 

understand COVID-19’s 
arrival in the U.S. 

EHR data from 
COVID-positive 

participants

Collect and standardize 
COVID-19 EHR data.
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Current and Future Researcher Workbench Data

Current Data

• > 224,000 Participants

• > 224,000 w/ Survey 

• > 188,000 w/ Physical 
Measurement 

• > 127,000 w/ EHR 

Late 2020/Early 2021 
Data Release

• > 315,000 participants

• 40% more Surveys

• 40% more Physical Measurements

• 60% more EHRs

• Fitbit data

• Some COPE Survey data

• Unlinked COVID Serology data

Late 2021/Early 2022 
Data Release

• First Controlled Tier release

• More participants 

• All COPE Survey data

• COVID EHR data

• Linked COVID Serology data

• Genomics 
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All of Us Research Hub

Kelsey Mayo, Ph.D.
Mgr, Scientific Product and Portfolio Manager
All of Us Data and Research Center



Thank you to our participants and community partners!



Thank you to our consortium partners!

The Participant 
Center

Communications
& Engagement

HPO Network
(Health Care 
Provider 
Organizations)

All of Us California

Illinois
Precision
Medicine
Consortium All of Us New England

Trans America 
Consortium

New York City
Consortium All of Us Southern Network

All of Us SouthEast 
Enrollment Center

All of Us Wisconsin All of Us Pennsylvania
University of Arizona and 
Banner Health FQHCs (Federally Qualified Health Centers) VA Medical Centers

Participant Technology 
Systems Center (PTSC)

Biobank Data & Research 
Center (DRC)

Genomics 
Partners

RMCs



Thank you Data and Research Center (DRC) and NIH teams!



All of Us Research Program Objectives

Nurture relationships
with one million or more
participant partners, from all
walks of life, for decades

Catalyze a
robust ecosystem
of researchers and funders 
hungry to use and support it

Deliver the 
largest, richest 
biomedical 
dataset 
that is easy, safe,
and free to access

Our mission
To accelerate health research
and medical breakthroughs, 

enabling individualized 
prevention, treatment,
and care for all of us



Research Hub

Launched Beta in May 2020!



Outline for Today

1. Data Overview

2. Live demo of researchallofus.org & Researcher Workbench

https://researchallofus.org/


Outline for Today

1. Data Overview



Our Data are Growing. Here are the Current Data Types

Electronic Health 
Records (EHR)

Participant
Surveys

Physical 
Measurements Biosamples Mobile and Wearable 

Technologies

Available in the Current Research Dataset



Data are harmonized and standardized to a common data model

We use the OHDSI collaborative’s OMOP Common Data Model

https://github.com/OHDSI/CommonDataModel/wiki


Research Data Available Now

Data Type Participant Count

Survey >224,000

Physical 
Measurement

>188,000

Electronic Health 
Record

>127,000

*Counts reflect unique participants with ANY of data of 
the specified type.

Count of participants with multiple data types



Participants included in this dataset are diverse.

A. Ramirez, L. Suleiman, D. Schlueter, et al., The All of Us Research Program: data quality, utility, 
and diversity, medRxiv 2020.05.29.20116905; doi: https://doi.org/10.1101/2020.05.29.20116905

https://doi.org/10.1101/2020.05.29.20116905


This dataset reproduces known associations.
Description EHR Ever 

Smoking
OR (95% CI)

Survey Ever 
Smoking
OR (95% CI)

Top 3 Increased risk effects

Cancer of the bronchus; 
lung

4.94 (4.11, 5.95) 3.19 (2.65, 3.84)

Cancer within the 
respiratory system

4.94 (4.12, 5.92) 3.15 (2.62, 3.78)

Malignant neoplasm of 
bladder

2.36 (1.87, 2.98) 1.76 (1.42, 2.18)

Top 3 Decreased risk effects

Vascular hamartomas 
and non-neoplastic nevi

0.51 (0.42, 0.62) 0.55 (0.48, 0.64)

Nevus, non-neoplastic 0.52 (0.43, 0.64) 0.57 (0.49, 0.66)

Benign neoplasm of skin 0.53 (0.49, 0.58) 0.62 (0.58, 0.66)

A. Ramirez, L. Suleiman, D. Schlueter, et al., The All of Us Research Program: data quality, utility, and 
diversity, medRxiv 2020.05.29.20116905; doi: https://doi.org/10.1101/2020.05.29.20116905

https://doi.org/10.1101/2020.05.29.20116905


Want to learn more?

A. Ramirez, L. Suleiman, D. Schlueter, et al., The All of Us Research Program: data quality, utility, 
and diversity, medRxiv 2020.05.29.20116905; doi: https://doi.org/10.1101/2020.05.29.20116905

https://doi.org/10.1101/2020.05.29.20116905


Coming Soon (Late 2020)...

Refreshed + New Data Types

Electronic Health 
Records (EHR)

Participant
Surveys

Physical 
Measurements

COVID Participant 
Experience (COPE 

Survey)

Mobile and Wearable 
Technologies

(Fitbit)



Research Data Available Soon (Winter 2020)

Data Type Participant Count*

Survey >315,000

COPE Survey >63,000 

Physical Measurement >263,000

Electronic Health Record >203,000

FitBit >8,000

*Counts reflect unique participants with ANY of data of the specified
Counts are approximate and subject to change upon final release of the dataset.

~40% increase

New!

~60% increase!

New!

~40% increase



Outline for Today

1. Data Overview

2. Live demo of researchallofus.org & Researcher Workbench

https://researchallofus.org/


Research Hub

Data Browser

Apply Page

Researcher Workbench

Support Hub

Ex. Workspace

Research Hub
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Data Browser

Apply Page

Researcher Workbench

Support Hub

Ex. Workspace

Data Browser
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Data Browser

Apply Page

Researcher Workbench

Support Hub

Ex. Workspace
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Research Hub

Data Browser

Apply Page

Researcher Workbench

Support Hub

Ex. Workspace

Researcher Workbench



Research Hub

Data Browser

Apply Page

Researcher Workbench

Support Hub

Ex. Workspace

Support Hub



Research Hub

Data Browser

Apply Page

Researcher Workbench

Support Hub

Ex. WorkspaceEx. Workspace



Live Demo on **Synthetic Data***

“Demonstrating All of Us Anthropomorphic Data Quality”

Primary 
Investigator Co-Investigator Data Scientist Graduate 

Student

Kelsey Mayo, Ph.D. Adrienne Roman, Ph.D. Michael Holmes, B.S.Francis Ratsimbazafy, Ph.D.



Outline for Today

1. Data Overview

2. Live demo of researchallofus.org & Researcher Workbench

3. Thank you! & Wrap Up

https://researchallofus.org/


Interested in becoming a Beta Researcher? 

Visit researchallofus.org to apply!

http://researchallofus.org/
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Coming up!
“Researcher Workbench: Perspective from an informatics researcher” 
by Dr. Lucila Ohno-Machado

“Racial, Ethnic, and Gender Differences in Obesity and Body Fat 
Distribution: an All of Us Research Program Demonstration Project” by 
Dr. Jason Karnes

“Health Outcomes of Sexual and Gender Minority People: Data from the 
All of Us Research Program” by Dr. Mitch Lunn

All of Us Researcher Onboarding Walkthrough Breakout Sessions
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BREAK TIME!
Please return by 12:45 pm ET

Follow us!

Twitter @AllofUsResearch
Facebook www.facebook.com/AllofUsResearch

Instagram: https://www.instagram.com/allofusresearch/
YouTube: https://www.youtube.com/channel/UCQId1TfpwPaYiDIGlxEhlkA/feed

http://www.facebook.com/AllofUsResearch
https://www.instagram.com/allofusresearch/
https://www.youtube.com/channel/UCQId1TfpwPaYiDIGlxEhlkA/feed
https://twitter.com/AllofUsResearch


Researcher Workbench: 
Perspective from an Informatics Researcher

All of Us
Research Program

Lucila Ohno-Machado, MD, PhD, AoU Science Committee member 
Demonstration Project Co-investigator

November 12, 2020



Demonstration Projects TF Charter

Mission: Demonstrate the quality, utility, and diversity of All of Us
Research Program data and tools via partnership with awardees

Goal:  Fully executed research projects demonstrating the utility and 
validity of AoU data timed to publish at data platform launch, not
novel discovery work.



Demonstration Projects Subcommittee 

Chair, Demonstration Projects Subcommittee
• Andrea H. Ramirez, MD, MS

Science Committee Demonstration Project Subcommittee
• Mine Cicek, PhD
• Cheryl Clark, MD, ScD
• Elizabeth Cohn, PhD, RN
• Lucila Ohno-Machado, MD, PhD
• Robert Winn, MD
• Eric Boerwinkle, PhD
• Roxana Loperena, PhD
• Kelsey Mayo, PhD
• Stephen Mockrin, PhR
• Sheri Schully, PhD
• Kelly Gebo, MD, MPH
• Replication of known disease/risk factor associations or predictive models
• Implementation of phenotype algorithms
• Cohort characterization



Phase II Demonstration Projects Progress

Step 0 
(representative)

Step 1 (concept sheet) Step 2 
(collaborator)

Step 3 (hotfix CDR) Step 4 (Workspace and notebook clean-
up)

Step 5-7

33 projects 33 projects 30 projects 28 29 6



Demonstration Projects 

Test the platform

Provide constructive feedback

Investigate reproducibility of previous studies or statistics

o Internal request for proposals among consortium institutions

o Various internal meetings, individual interactions with the Data Research Center

o General meeting to report on all projects

o Publications under review at various journals



AoU Science Committee: Demonstration Projects Subcommittee 

NOVEMBER 2019

Mission: Demonstrate the quality, utility, and diversity of All of Us Research Program data and 
tools via partnership with awardees

Goal:  Fully executed research projects demonstrating the utility and validity of AoU data timed to 
publish at data platform launch, not novel discovery work. Slide from Andrea Ramirez



Overall Timeline 2020 

Feb 4
Final Project Update (#6)

Week of Feb 24 Final Feedback Survey 
Late Feb - Early March 

Beta Launch!
Feb - March

Schedule Phase II Demonstration Projects Code Review
April - May Work with teams to publish Phase II Manuscripts

July
Calls for Phase III Demonstration Projects - Controlled

Tier or new data types
July - Oct Phase III Demonstration Projects 

Slide adapted from from Andrea Ramirez’



Engaging a large consortium, 
covering broad health areas

All of Us Awardee
No. of Approved 

Projects
Trans-American Consortium for the Health Care 

Systems Research Network (TACH)
4

NYC Precision Medicine Consortium 4

The Participant Center 5

Asian Health Coalition 2

University of Arizona 4

New England Precision Medicine Consortium 4

California Precision Medicine 2

Stanford University 1

Illinois Precision Medicine Consortium 5

South East Enrollment Center (SEEC) 4

Data and Research Center (DRC) 3

Health Areas
No. Projects in 

Health Area

Cardiovascular Disease 7

Cancer
5 (2 overlaps 

with other area)

Diabetes and Obesity
6 (3 overlap with 

other areas)

Mental Health 2

Wellness 2

Opioids and Pain 2

Chronic Kidney Disease 1

Chronic lower respiratory disease 1

Neurodegenerative condition and cognition 1
Other areas: Environmental exposures, Health 

disparities, Infectious disease, Body temperature, 
Women’s health, Pediatric data description, 

Hematologic disorders 13
Gap addressing projects: 

Ophthalmology
Compare Census and CDC data in AoU

Rare diseases 3
Slide from Andrea Ramirez



Examples of proposals that were not accepted

Common reasons for decline for Phase II projects
o Data not available at the time

o Proposal was beyond comparison of AoU results with published data

D040: Much of the data proposed in the studies 1, 2, 3, 5, 6, 7 is not available in the current CDR 
[…]. However, study 4 related to glaucoma is a gap area

D041: Aims 1 and 2 in this proposal are not in scope with what demonstration projects are, and 
are considered more operational studies […]. Aim 3 is within scope […]. It will be very interesting 
to compare the Census data with the AoU data 

Aim 1: Compare the level of research participation by demographic characteristics with published results. 

Aim 2: Compare the level of technological participation by demographic characteristics.  



Does AoU have the data I need? 

1. Check Data Browser for existence of variable and count of 
participants with values

2. Check the Workbench’s Data Dictionary for specifics

3. Check the Cohort Definition Library to see if someone already 
defined the cohort you are interested in

4. Check for Notebooks with code you can reuse



Quick overview of demo projects



Asian Health Coalition Project 1

D004: Characterizing the Prevalence of Type 2 Diabetes in Asian 
American Cohort of the All Of Us Research Program

BACKGROUND

o Asian Americans are more likely to develop Type 2 Diabetes even with a lower body mass index 

(BMI).

o Asian Americans have a 60% higher risk of Type 2 Diabetes than non-Hispanic whites.

o The U.S. Preventive Services Task Force recommends screening for abnormal blood glucose and 

type 2 diabetes in adults 40 to 70 years of age who are overweight or obese (BMI ≥ 25). 

o American Diabetes Association (ADA) revised its guidelines in 2015, recommending all Asian 

Americans 45 or older should be screened when they have BMI values starting at 23.



Asian Health Coalition

METHODS
1. Cohort Selection  

o Demographics = Race (Asian)  7.607
<AND>

o Conditions = Type 2 Diabetes  405
<OR> 

o Conditions =  Diabetes  456
<OR>

o Measurements = Glycated Hemoglobin ≥ 6.5%*  602
<OR>

o Measurements = Fasting Glucose in Serum/Plasma ≥ 126*  608
<OR>

o Measurements = Glucose in Serum/Plasma ≥ 126*  902

* Cheng YJ et al. Prevalence of diabetes by race and ethnicity in the United States, 2011-2016. JAMA, 2019; 322(24): 2389-2398.



Asian Health Coalition
METHODS

2. Variables
o Physical Measurements 

• Height
• Weight

o PPI (The Basics)
• Age
• Gender
• Employment
• Health Insurance Status

o PPI (Overall Health)
• Overall Health
• Rating of Physical Health
• Rating of Mental Health



Asian Health Coalition Project 2

D005: Describe the Demographic Characteristics of the Asian 
American Cohort in the All of Us Research Program

SPECIFIC AIM
o Compare the demographic characteristics of the Asian American cohort with the 2017 

Population Estimates and 2017 American Community Survey 5-year estimated data



Illinois Precision Medicine



Illinois Project 1 

1. Describe prevalence of HTN in the AoU Research Program by demographic factors

2. Among those with HTN, describe prevalence of awareness, treatment and control of 
HTN by demographic factors

3. Compare HTN prevalence, awareness, treatment and control in AoU Research 
Program to the 2015-2016 National Health and Nutrition Examination Survey 
(NHANES)

4. Compare HTN prevalence, awareness and treatment to documentation in the EHR.



Illinois Project 2

Cohort characterization of mammography 
rates in All of Us
● Background: While clinical recommendations vary, 

between the ages of 45 and 55, most women are 
recommended for a mammography screening

● Not all women receive the recommended screening



New England Precision Medicine



New England Research Project 1

 What is the prevalence of hypertension (HTN) defined using an electronic health record 
definition from eMERGE among UBR groups defined by race/ethnicity, income and education?

• Replication of HTN rates from NHANES 2015-2016, among total, by sex; by sex and 
race/ethnicity; by sex and age, by sex and race/ethnicity 2015-2016 (Fryer 2017) 

 Do treatment pathways for HTN (using medication sequencing analysis) vary by UBR groups 
defined by race/ethnicity, income and education, and in geographic regions based on grouping 
states?
• Replication of US data on treatment pathways from OHDSI (Hripsak, 2016) 

Fryer, CD, Ostchega Y, Hales, CM, Hypertension prevalence and control among adults: United States, 2015-2016
Hripcsak G, Ryan PB, Duke JD, et al. Characterizing treatment pathways at scale using the OHDSI network. Proc Natl Acad Sci U S A 
2016;113:7329-36



New England Research Project 2

⦿ What is the prevalence of World Health Organization (WHO) defined categories for overweight 
and  obesity at the state-level among UBR groups defined by race/ethnicity, income and 
education for adults aged 18 and older using measured PM and EHR data from the All of Us
Research Program?

• Replication of obesity rates from NHANES 2015-2016 by overall, by sex; by sex and 
race/ethnicity; by sex and age 

• Examine the prevalence of World Health Organization (WHO) defined categories for overweight 
and obesity at the state-level for adults aged 18 and older using BMI calculated from PM height 
and weight measurements,  adjusted for age, gender, race/ethnicity, income, and education 
data from the All of Us Research Program to replicate Ward et al NEJM, 2019

Projected U.S. State-Level Prevalence of Adult Obesity and Severe Obesity. Ward et al. NEJM (2019)



New England Research Project 3

Describe the epidemiology of fibroids in the AoU female 
cohort
● Defining uterine fibroids in the All of Us Cohort using 1 SNOMED code vs 

Feingold Algorithm
● Compare results obtained from the AoU female cohort to published data by 

Stewart and by Feingold

Criteria for Eligibility

● Assigned female sex at birth
● Has both EHR and survey data



New York City Precision Medicine



New York City Precision Medicine

Association between Blood Pressure and Stroke in Diverse 
Populations



South East Enrollment Center (SEEC)



South East Enrollment Center (SEEC) - Emory

D028: Epidemiology of atrial fibrillation

● Background

○ Atrial fibrillation is a common arrhythmia (lifetime risk between 1 in 3 and 1 
in 5)

○ Associated with increased risk of stroke, heart failure, dementia

○ Prior epidemiologic studies show:

■ Higher risk in older individuals

■ Higher risk in men than women

■ Higher risk in non-Hispanic whites vs other racial/ethnic groups in the US

■ Risk factors: hypertension, obesity, diabetes, other CVDs 



Trans-American Consortium for the Health Care 
Systems Research Network (TACH) 



TACH - Henry Ford Health System

D014 - Examining Opioid Use in the All of Use Research Program Cohort

● Identify the prevalence of opioid use as recorded by electronic health record 
data

● Examine the lifetime and recent prevalence of opioid misuse, both street opioid 
use and prescription opioid use, as derived from participant provided 
information surveys.



Data Research Center



Data Research Center Project 1

D38: Exploration of Pediatric Data from All of Us 

● When patients enroll, EHRs from 
childhood may come along

● Questions:
○ How much data is there?
○ What data types are there?
○ Can the data be used for 

pediatric research?



Data Research Center Projects 2 and 3

D43: Replicate a Phenotype Risk Scores approach for three 
mendelian diseases, including cystic fibrosis (CF), hereditary 
hemochromatosis (HH) and sickle cell (SC) anemia in allofus (AOU) 
cohort.

D44: Comparison of family health history gathered in survey and 
electronic health records in All of Us Registered Tier Data



California Precision Medicine 



California Precision Medicine Project 1

● D040: Validation of Published Clinical Descriptive and 
Predictive Models on AoU Data

Predictive Modeling of Glaucoma Surgery using Data from 
All of Us 

○ PI Sally Baxter

Background 

○ Glaucoma is the world’s leading cause of irreversible 
blindness

○ Projected to affect 80 million people worldwide in 2020 and 
over 110 million in 2040



California Precision Medicine

● Study Question

Can data-drive modeling 
of systemic attributes 
obtained from existing 
EHR datapredict the risk 
of glaucoma progression, 
as indicated by the need 
for a surgical intervention 
within 6 months? 



California Precision Medicine

● Prior Published Predictive Model

○ Existing systemic data in the EHR 
have some predictive value in 
identifying patients with glaucoma at 
risk of progression to surgical 
intervention even in the absence of 
eye-specific endpoints 

○ Blood pressure-related metrics and 
certain medication classes emerged 
as important predictors 

○ Evaluation of systemic EHR data 
likely underutilized in clinical practice 



California Precision Medicine

● Prior Published Predictive Model - 15 predictors
Table 4. Relative contribution of various predictor variables in the multivariable logistic 
regression model predicting need for surgical intervention within 6 months among 
patients with primary open-angle glaucoma

Variable
Adjusted Odds Ratio

(95% Confidence Interval) P-Valuea

Ophthalmic medication 0.28 (0.17, 0.46) <0.001
Minimum systolic blood pressure 0.92 (0.89, 0.95) <0.001
Mean systolic blood pressure 1.09 (1.06, 1.13) <0.001
Non-opioid analgesic medication 0.21 (0.07, 0.52) 0.002
Anti-hyperlipidemic medication 0.39 (0.21, 0.73) 0.004
Number of days hospitalized 0.97 (0.94, 0.99) 0.006
Calcium blocker medication 0.43 (0.21, 0.89) 0.025
Macrolide antibiotic medication 0.40 (0.17, 0.93) 0.034
Anticoagulant medication 2.75 (1.05, 7.46) 0.042
Male gender 1.52 (0.94, 2.47) 0.089
Cold/cough medication 2.22 (0.83, 6.06) 0.115
Minimum diastolic blood pressure 0.98 (0.95, 1.01) 0.117
Dementia 0.26 (0.04, 1.38) 0.141
Antidepressant medication 0.56 (0.50, 1.21) 0.143
Metastatic disease 0.31 (0.06, 1.43) 0.149

aThe threshold for statistical significance was p<0.05



California Precision Medicine

● Aim of this Demonstration Project: 

○ To validate the prior predictive model using participants’ EHR data from the 
All of Us Research Program 

● Methods: 

○ Defined patient cohort with same ICD criteria as original cohort 

○ Used the Workbench interface to build datasets based on queries for 
predictors in the model (concept sets) 

■ Supplemented these with custom SQL queries directly within the 
notebook when necessary (i.e. for visits, medications) 

○ Cleaned the data to produce a final dataset with the same structure as the 
dataset used for the original model

○ Evaluated model performance using the AoU dataset as a test dataset



California Precision Medicine



California Precision Medicine
Table 2. Comparison of demographic characteristics and primary outcome between 
cohorts of adults with primary open-angle glaucoma derived from a single academic 
center and derived from the All of Us data repository.

Single-center Cohort
(N=385)

All of Us Cohort
(N=1231) p-value

Mean (SD) Age 73.1 (12.2) years 69.1 (10.5) years <0.001

Female 198 (51.4%) 705 (57.3%) 0.04

Self-Reported Race <0.001

White 214 (55.6%) 508 (41.3%)

Black or African-American 23 (6.0%) 412 (33.5%)

Asian 49 (12.7%) 27 (2.2%)

Other Race or Mixed Race 70 (18.2%) 21 (1.7%)

None or Skipped 29 (7.5%) 263 (21.4%)

Participants who
underwent glaucoma 
surgery

174 (45.2%) 286 (23.2%) <0.001

blank blank

blank
blank
blank
blank

blank

blank
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California Precision Medicine Project 2

D041: Understanding Regional, Demographic, and Other  
Characteristics in Incidence and Prevalence of Cancer

PI Katherine Kim

Explore cancer prevalence and incidence in the AoU participant population compared with 
national population estimates.

• 5-year cancer prevalence rate for 2010-2015 by demographics, geography, and 
self-report compared to EHR

• Compare AoU to NHIS reported prevalence of family history of cancer
• 1-year incidence of cancer for 2016 by demographics, geography, and self-

report compared to EHR



Phase II Demo Project Culmination Meeting

• Thursday, Jan 30th in Nashville, TN
• 50 overall attendees, 26 demo project team members
• 9 out of 11 Consortium Awardees represented (The Participant Center, Asian Health Coalition)
• 22 different projects presented both on-site and remotely (of 38 total)
• Discussions around feedback mechanism and new beta features
• Discussions around authorship and alpha access next steps and publication of projects internally in 

Featured Workspaces

Slide from Andrea Ramirez



Participants’ privacy is a priority: What can/cannot be done

No individual-level data can leave the AoU platform, only aggregates

Data have been obfuscated to protect privacy

• Geographic information: State is the unit of analysis (no zip code)

• Counts below 20 must not be reported

Not all AoU data from EHRs are available yet (e.g., clinical notes)

Operational data are not yet available for research



Feedback gathered
● Feedback on process, data and tools

○ Easy to use overall (but need to have a programmer with OMOP knowledge on the team for EHRs)

○ Concept sets straightforward to build for most variables

○ Very nice visualization tools 

○ Helpful code snippets for analyses 

Hope these could come soon

○ More documentation about what EHR data is/will be available and how it is structured (e.g, will there 
be additional lab results? histology codes?)

○ Clear mapping of PPI medical conditions to ICD to allow cross-analytics

○ Would have liked to see medication classes included in the interface

○ Would be great to have OMOP Visits Table included in the interface

○ Would like to be able to directly visualize Google Bucket files 



Racial, Ethnic, and Gender Differences in Obesity and 
Body Fat Distribution: an All of Us Research Program 
Demonstration Project
Jason H Karnes, Amit Arora, Lina Sulieman, Eric 
Boerwinkle, Mine Cicek, Cheryl Clark, Elizabeth 
Cohn, Kelly Gebo, Roxana Loperena, Kelsey Mayo, 
Steve Mockrin, Lucila Ohno-Machado, Andrea 
Ramirez, Sheri Schully, Yann C Klimentidis* on 
behalf of the All of Us Research Program 
Investigators



Background
o Type-2 diabetes and cardiovascular disease among the most pressing health issues of our time

o These diseases and their risk factors, such as abdominal obesity, exhibit notable disparities across 
different racial/ethnic groups1,2

1. Hales C, Carroll M, Fryar C, Ogden C. Prevalence of Obesity and Severe Obesity Among Adults: United States, 2017-2018. NCHS Data Brief. 2020;360. 
2. Worldwide trends in body-mass index, underweight, overweight, and obesity from 1975  to 2016: a pooled analysis of 2416 population-based measurement studies 

in 128·9 million children, adolescents, and adults. Lancet (London, England). 2017 Dec;390(10113):2627–42. 

• Differences in body weight and shape across gender and race/ethnicity extensively described 

o Used the first interim release of AoU data to replicate previous findings 
• Assessed suitability, breadth, depth, and quality of AoU data. 

o Set out to replicate previous findings and examine how nationally representative AoU data is with 
regard to obesity and body fat distribution3

3. Denny JC, Rutter JL, Goldstein DB, Philippakis A, Smoller JW, Jenkins G, et al. The “All of Us” Research Program. N Engl J Med. 2019 Aug;381(7):668–76.

o We focused on racial/ethnic and gender differences in body weight and body fat distribution
• Also evaluated levels of alanine aminotransferase (ALT), a surrogate measure of hepatic 

steatosis



METHODS: Design and Data Collection
o AoU data is a patchwork of datasets with varying numbers of total patients3

3. Denny JC, Rutter JL, Goldstein DB, Philippakis A, Smoller JW, Jenkins G, et al. The “All of Us” Research Program. N Engl J Med. 2019 
Aug;381(7):668–76.

• Participant-provided information (PPI), Physical measurements, Electronic health records (EHRs)

o Self-reported Non-Hispanic Whites (NHW), Non-Hispanic Blacks (NHB), Asians, and Hispanics
• Based on response to: Which categories describe you? (Select all that apply): 1) American Indian and Alaska Native; 2) 

Black, African American, or African; 3) Asian; 4) Hispanic, Latino, or Spanish; 5) Middle Eastern or North African; 6) 
Native Hawaiian or Other Pacific Islander; 7) White; 8) None of these describe me; 9) Prefer Not To Answer. 

• Due to privacy methodology, categories condensed to White; Black; Asian; Hispanic, Latino or Spanish; Other (if one of 
options 5-6 or None); Two or more races (if multiple options 1-7 selected); and Prefer not to answer. 

• All participants reporting American Indian and Alaska Native race/ethnicity removed
o Biological sex at birth assessed at baseline

• only considered biological sex assigned at birth

o Standardized physical measurements obtained at baseline
• Height, weight, waist circumference (WC), and hip circumference 

o ALT levels from EHR records (LOINC code 1742-6)
• Most recent ALT (if multiple labs available) and excluded ALT measured prior to 2005
• Heavy drinkers (≥14 drinks per week based on PPI) excluded from ALT analyses



METHODS: Statistical Analysis
o All registered tier data used if existed on a participant (maximum number of individuals included in each analysis)
o Distribution of raw and calculated anthropomorphic measurements examined visually and outliers removed

• height >250 cm (n≤20), BMI>150 kg/m2 (n≤20), BMI<12 kg/m2 (n≤20), WHR<0.2 (n≤20), and WHR>6 (n≤20)
• Due to privacy restrictions, no single individual or groups of individuals below 20 are reported
• ALT outliers also excluded (>99th percentile) 

o Obesity was defined as having a BMI ≥ 30 kg/m2
o T-tests for differences in continuous variables between males and females within race/ethnicity categories
o Age-adjusted obesity prevalence rates calculated by race/ethnicity and gender and compared to NHANES age-adjusted 

obesity rates1 

1. Hales C, Carroll M, Fryar C, Ogden C. Prevalence of Obesity and Severe Obesity Among Adults: United States, 2017-2018. NCHS Data Brief. 
2020;360. 

o Linear regressions for BMI and ALT using race/ethnicity, gender, age, and BMI (for ALT modelling)
• Additional regressions with gender x race interaction term

o Analyses performed in R version 3.6.2 within the AoU Researcher Workbench Jupyter Notebook
o Code available within Researcher Workbench at https://workbench.researchallofus.org/workspaces/aou-rw-

54ae5687/racialethnicdifferencesanthropolipidalt/notebooks/Notebook_addressingComments.ipynb

https://workbench.researchallofus.org/workspaces/aou-rw-54ae5687/racialethnicdifferencesanthropolipidalt/notebooks/Notebook_addressingComments.ipynb


RESULTS

o Total of 242,285 participants included in AoU Registered Tier data at time of code review 
• 224,350 had necessary PPI-derived data on race/ethnicity and gender
• 176,714 used in analysis of anthropomorphic measurements 
• 46,710 were used in the analysis of ALT

o BMI highest among NHB women (mean 33.32 kg/m2) and lowest among Asian women 
(mean 24.52 kg/m2) 

o Gender difference in BMI most pronounced among NHB 
• NHB women 33.32 kg/m2 versus NHB men 28.40 kg/m2 (p<2.22x10-308)
• similar among Hispanics but almost absent in NHWs 

o Increased BMI with age (β=0.01 [0.01], p=4.49x10-28), in women versus men 
(β=1.47[0.04], p<2.22x10-308), NHBs versus NHWs (β=2.25[0.05], p<2.22x10-308) and 
Hispanics versus NHWs (β=1.55[0.05], p=3.59x10-231)

o Significant race/ethnicity x gender interaction terms observed for all race/ethnic groups



Table 1: Characteristics of age, anthropometric traits and ALT levels by race/ethnicity and gendera

Race/Ethnicity 
and Gender N Age (years) BMI (kg/m2)

Prevalence 
of obesityb

Waist 
Circumference 

(cm)

Hip 
Circumference 

(cm) WHR Nc ALT (IU/L)
NHW Women 53,771 54.1 (16.9) 29.09 (7.69) 0.37 91.34 (17.9) 108.6 (16.2) 0.839 (0.094) 17382 22.5 (14.34)
NHW Men 35,060 57.1 (16.8) 29.02 (6.14) 0.33 101.3 (16.2) 106.5 (12.4) 0.95 (0.099) 9356 27.3 (16.7)
NHB Women 23,432 49.8 (14.8) 33.32 (9.11) 0.58 100.5 (18.6) 115.4 (18) 0.871 (0.1) 6149 19.3 (12.8)
NHB Men 17,804 50.9 (13.7) 28.4 (7.13) 0.31 96.94 (17.7) 105.2 (14.1) 0.92 (0.11) 2686 25.1 (16.61)
Hispanic Women 25,432 44.4 (15.8) 30.98 (7.4) 0.49 94.83 (16.8) 109.8 (15.3) 0.863 (0.099) 7214 23.3 (17.36)
Hispanic Men 12,206 46 (15.8) 29.75 (6.69) 0.40 100.1 (16.6) 105.4 (12.9) 0.949 (0.098) 2571 29.5 (21.11)
Asian Women 3,472 42.8 (16.9) 24.52 (4.99) 0.12 79.3 (12.5) 96.34 (10.9) 0.822 (0.08) 840 21.3 (13.18)
Asian Men 2,243 44.8 (17.2) 26.12 (4.62) 0.15 89.7 (13.1) 99.43 (9.49) 0.902 (0.11) 429 28.9 (17.53)

ALT indicates alanine aminotransferase; BMI, body mass index; cm, centimeters; IU/L, international units per 
liter; NHB, Non-Hispanic Black; NHW, Non-Hispanic White; WHR, waist-to-hip ratio.

aContinuous variables are presented as mean (standard deviation).
bAge-adjusted obesity prevalence.
cNumber of individuals with available ALT data that were included form the AoU EHR dataset.



Age-adjusted prevalence of obesity in AoU participants 

⦿ Age-adjusted prevalence 
of obesity varied from 58% 
in NHB women to 12% in 
Asian women

⦿ Compared to NHANES 
data, AoU participants had 
similar but lower obesity 
prevalence in all 
race/ethnic and gender 
groups with the exception 
of NHB women



ALT levels in AoU participants by gender and race/ethnicity

• Men exhibited higher levels of ALT than 
women in all racial/ethnic groups

• In both men and women, NHB exhibited 
lower levels of ALT compared to all three 
other ethnic/racial groups

• ALT decreased with increasing age 
(β=-0.08[0.01], p=7.98x10-47), in women 
versus men (β =-6.18[0.18], p=2.38x10-268), 
and in NHBs versus NHWs 
(β =-3.93[0.22], p=1.40x10-72). 

• ALT increased with increasing BMI 
(β=0.21 [0.01], p=5.47x10-85)

• Significant race/ethnicity x gender 
interaction terms were also observed for all 
race/ethnic groups



CONCLUSIONS and DISCUSSION
• Replicate known racial/ethnic and gender disparities related to obesity

• Gender differences in obesity very pronounced in NHB due to genetic factors as well as social 
and economic factors

• NHB women have lower ALT despite higher BMI: “metabolically healthy” obesity phenotype?
• Our data suggest AoU averages representative of national averages related to obesity

• Subtle healthy participant bias (age-adjusted obesity prevalence generally, but not consistently, 
lower than NHANES)

• Sample size, diversity, availability of PPI and EHR data, suggest AoU will be major 
resource for future work in racial/ethnic disparities

• whole genome sequence data, specimens, and the ability to re-contact also likely to bolster 
AoU’s scientific utility

• Limitations: no exclusion of pregnancy; did not account for comorbid disease or drug 
treatments for obesity; patchwork of datasets, creating inconsistency in availability of data



Workbench Considerations for AoU data

 Cohort builder: saving derived datasets was initially challenging, but now works quite well
 Link between datasets and contents of the data browser contents is quite good

• jupyter notebook system works well
• Loading datasets into jupyter is quicker after “BigQuery” client library
• Sometimes “BigQuery” cannot detect cohort data

 We encountered some issues of data consistency with same data from multiple sources (i.e. height and 
weight): recommend cross-checking & plotting data

 Feedback on Data
• Data are (relatively) clean and standardized (terminologies, OMOP)
• Would be nice to more easily query and analyze program vs EHR data

 Feedback on Tools
• Cohort builder, Concept sets, and overall workbench mimic the research process
• Visualizations are generally helpful, but need more cleaner versions that are interpretable

 DRC has been responsive to our questions 



Scientific Considerations for AoU and EHR data
 Missing data and outliers
 Time stamps for labs, diagnoses, drug exposures, etc.
 Patchwork of datasets

• Different sources of different data sets (AoU visit, surveys, EHR, etc)
• Different n’s for different data sets
• Some patients have decades of EHR data, some patients only have AoU enrollment data
• Disparate clinical and billing practices between sites
• Datasets will be periodically updated

 Using cohort builder for association, prevalence, incidence studies
• Denominator problem when creating case and control datasets separately
• Systematic differences in availability of data?

 Considerations for privacy – availability of tier dataset
• n<20 and outliers

 Healthy participant bias?
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PRIDEnet @ Stanford University
PRIDEnet @ Stanford is a national community 
engagement partner for All of Us.

Activities:

• Engage sexual and gender minority (SGM; 
i.e., LGBTQ+) people to participate in AoU

• Train the AoU Consortium to be affirming in 
their interactions with SGM people

• Engage external SGM researchers in utility of 
AoU data for health disparities research

Team members:

• Kate Vitale, PhD
• Haley Hedlin, PhD
• Daryl Mangosing, MPH
• Annesa Flentje, PhD
• Micah Lubensky, PhD
• Carolyn Hunt, MPA
• Mahri Bahati, MPH
• Ana Rescate, MBA
• Zubin Dastur, MS, MPH
• Kelly Gebo, MD, MPH
• Juno Obedin-Maliver, MD, MPH, MA
• Mitchell R. Lunn, MD, MAS
• Demonstration Projects Subcommittee
• PRIDEnet Participant Advisory Committee

• …on behalf of the All of Us Research 
Program investigators



Background

 Sexual and gender minority (SGM) people face numerous health disparities compared to their 
heterosexual (i.e., straight) and cisgender (i.e., not transgender) peers. 

• E.g. Increased rate of
o Tobacco use
o Certain cancers
o Depression
o HIV infection

 The diversity of All of Us data makes it an excellent resource for studying SGM health disparities.

 Unprecedented collection of sexual orientation and gender identity data.



Research Questions

 What are the health conditions/behaviors of sexual and gender minority (SGM) participants compared 
with non-SGM participants in the All of Us Research Program?

• Are previously-reported health disparities reproduced in the All of Us data?

• What are the sociodemographic and health characteristics of sexual minority (SM) and gender 
minority (GM) subgroups in All of Us?



Methods
Sociodemographics:

 Using “The Basics” PPI module [data are generalized], we categorized participants as SGM or non-
SGM, and subdivided SGM participants into four subgroups:

blank Sex assigned at birth (SAAB) Sexual orientation (SO) Gender Identity (GI) N (%)

Cisgender sexual minority men Male Non-straight or
Unknown

Man 9,520

Cisgender sexual minority women Female Non-straight or
Unknown

Woman 13,517

Gender minority people with
female sex assigned at birth

Female Any Man or 
Other/unknown

1,685

Gender minority people with
male sex assigned at birth

Male Any Woman or 
Other/unknown

2,288

Total 27,010

 We examined each group’s breakdown of responses to sexual orientation, gender identity, and sex
assigned at birth and other demographic questions:
• - Age - Race - Ethnicity - Geography - Educational Attainment - Employment Status - Annual Household Income - Insurance Coverage

 We characterized the size of overall difference between SGM and non-SGM participants on each
demographic variable using the absolute standardized difference statistic (ASD).



Results
Sociodemographics:

Demographic variable Overall SGM tendency 
(relative to non-SGM)

ASD 

Age Younger 0.35

Race Slightly more people of color 0.19

Ethnicity Slightly more people of Hispanic ethnicity 0.15

Geography Similar distribution across US 0.04

Education Slightly lower educational attainment 0.23

Employment Similar proportion employed 0.16

Income Lower income 0.31

Insurance Insured at a slightly lower frequency 0.17

Absolute Standardized 
Difference (ASD) 
interpretation guidelines: 

0.2: small difference
0.5: moderate difference
0.8: large difference



Methods

Health Conditions and Behaviors:

 We characterized the prevalence of the following health conditions among sexual minority (SM) and 
gender minority (GM) participants using EHR data and physical measurement data (PM&B): 

• Anxiety
• Asthma
• Cancer 
• Cardiovascular disease
• Chronic kidney disease
• Depression
• Diabetes mellitus
• HIV infection
• Hypertension
• Tobacco use 
• Substance use disorder
• Body mass index >25.0



Methods
Health Conditions and Behaviors:

 Condition required one SNOMED CT code instance on at least two different dates.

 Logistic regression models were used to generate an odds ratio for each health condition/behavior in 
each SM and GM subgroup using an appropriate non-SGM reference group.

• Due to generalized data, GM groups contained transgender as well as gender-expansive 
(outside female-male binary). We compared these groups to cisgender women and cisgender 
men.

 Models were adjusted for age, race, ethnicity, and income



Results
Health Conditions and Behaviors:

Cisgender sexual minority men (N=5208)
aOR

Reference group Straight cisgender men
Anxiety 1.51 (1.39 - 1.63)
Asthma 1.18 (1.06 - 1.31)
Depression 1.74 (1.62 - 1.87)
HIV infection 15.26 (13.46 - 17.31)
Tobacco use 1.20 (1.07 - 1.34)
Substance use disorder 1.15 (1.05 - 1.27)

Results are expressed as odds ratios (aOR) compared to the indicated reference 
group and adjusted for age, race, ethnicity, and income

Conditions not significantly increased: 
Cancer, cardiovascular disease, chronic kidney disease, diabetes mellitus, 
hypertension, overweight/obesity

Literature estimates

1.16 
(est OR, CDC 2018)

2.7 (1.8, 4.1) 
(aOR, Bostwick 2010) 



Results
Health Conditions and Behaviors:

Gender minority people assigned female sex at birth (N=1180)
aOR

Reference group Straight cisgender women
Anxiety 1.20 (1.04 - 1.37)
Asthma 1.21 (1.04 - 1.42)
Chronic kidney disease 1.46 (1.14 - 1.88)
Depression 1.20 (1.05 - 1.37)
HIV infection 1.68 (1.07 - 2.64)
Overweight / obese 1.24 (1.08 - 1.42)
Substance use disorder 1.34 (1.06 - 1.70)

Results are expressed as odds ratios (aOR) compared to the indicated reference 
group and adjusted for age, race, ethnicity, and income.

Conditions not significantly different: 
Cancer, cardiovascular disease, diabetes mellitus, hypertension, tobacco use



Results
Health Conditions & Behaviors:

Gender minority people assigned female sex at birth (N=1180) 
aOR

Reference group Straight cisgender men
Anxiety 2.15 (1.87 - 2.47)
Asthma 2.47 (2.11 - 2.90)
Depression 2.09 (1.82 - 2.39)
Overweight / obese 1.16 (1.01 - 1.33)

Results are expressed as odds ratios (aOR) compared to the indicated reference 
group and adjusted for age, race, ethnicity, and income.

Conditions not significantly increased: 
Cancer, cardiovascular disease, chronic kidney disease, diabetes mellitus, HIV 
infection, hypertension, tobacco use



Conclusions

• Previously reported health disparities between SGM and non-SGM participants were often replicated 
in the All of Us data.

• SGM subgroups show distinct health disparities and uncovered health disparities that were not 
previously assessed/reported.

• SGM and non-SGM participants show small demographic differences



Limitations

• Data generalizations

• Non-random sampling

• Observational data

• Demographic differences

• Missing data



Implications

• This demonstration project adds to a body of literature characterizing health disparities for SGM 
individuals.

• Such findings support the prioritization of research areas for tackling SGM health disparities. 

• This work also demonstrates the utility of the All of Us data for SGM (and likely many other UBR 
communities) research.



Lessons Learned / Next Steps
Valuable Skills:  

• Understanding the OMOP data model
• Writing SQL queries
• Missing data analysis approaches

How interacted with support:
• Kick-off meeting
• Community support boards
• Help request tickets
• Help hours
• Email

Awareness Points:  
• All of Us-specific data curation details 
• EHR data coverage
• Other non-obvious data limitations 

(missing data, data generalizations, 
constructs being measured)

• Computing limitations

Next steps:
• Repeat analyses with non-generalized 

data (aka controlled tier) to provide more 
granular descriptions of sexual orientations 
and gender identities
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Wrap Up Remarks

Claire Schulkey, Ph.D. 
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Thank You!

Share info about the All of Us Researcher Workbench

Share this recording when it becomes available

Join our researcher community!
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Please return by 2:25 pm ET if you 
signed up for the All of Us Researcher 

Onboarding Walkthrough

*Please check your email for breakout session information*
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Onboarding Walkthrough



All of Us Researcher Onramp

This breakout session will cover:

• What it means to be a beta researcher

• Current requirements for applying for access

• Institutional Agreements 
• Does your U.S.-based academic institution, healthcare institution, or 

nonprofit have one in place already?
• How to get process started if your institution does not have one

• Applying for access through Research Hub website at 
researchallofus.org

http://researchallofus.org/
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Complete the Application Process
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Thank you for attending the All of Us
Researcher Onboarding Walkthrough 

breakout session!

Please email support@researchallofus.org with additional questions 
about the registration process

mailto:support@researchallofus.org
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