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ADT i Body Regions

ADT AT Anatomic Landmarks
ADT.236....ccciiieieieieeee e Breast
A01.236.249......cccooiiiiiiil Mammary Glands, Human
A01.236.500......ccccceeeiririirieieeieeanas Nipples
ADT.378..ciiiiiiiece Extremities
A01.378.100........ceieeeieeeeiee e Amputation Stumps
A01.378.610...ccceiieiiieeieee e Lower Extremity
A01.378.610.100.....c.ccceiriiriirereeeeeieee s Buttocks
A01.378.610.250.....c.cciiemreiieiiiiieeeee e Foot
A01.378.610.250.149.....c..ciiiiiiiiiiiiceiec e Ankle
A01.378.610.250.300.........cccceeiiiiiiiiiiiiii, Forefoot, Human
A01.378.610.250.300.480........cccemeeiriiieiirieieeeeene Metatarsus
A01.378.610.250.300.792.....ccueiuiierrieieieieieeee e Toes
A01.378.610.250.300.792.380......cccrerureeeeiieiiriinienreeenas Hallux
A01.378.610.250.510....c.ccuveueeeieieieieieeie e Heel
A01.378.610.400........cccimiiiiririeeeneee s Hip
A01.378.610.450.....c.ccieiiiieiieiieeeee e Knee
A01.378.610.500........ccciriiinrericeneeeeenes Leg
A01.378.610.750.....cccieieieiiieeieeeeee e Thigh
A01.378.800........ccceieireeiiieeeiieeeriiee s Upper Extremity
A01.378.800.075.....ceeieueieiieeeieeeeeeee e Arm
A01.378.800.090.....c..ccumrrirrinririreeeieee e Axilla
A01.378.800.420.....c.cciuemiiiiiiiiieieeee e Elbow
A01.378.800.585.......c.coveeiieeeeeeeeeen Forearm
A01.378.800.667.....c.cevemeeiiaiiieiieieeeiecee e Hand
A01.378.800.667.430.......ccccvmvimririeeieineniennennas Fingers
A01.378.800.667.430.705......ccccemerieieieiaiaieaieeieene Thumb
A01.378.800.667.572.......ccceeiieeeiiiieeiiieeeiieeeans Metacarpus
A01.378.800.667.715....c.ocieuieeiieieeieeee e Wrist
A01.378.800.750.....c.ccuerriirrinrereeeenieee s Shoulder
AOT.A56.....oiiiieiiieeee e Head
A01.456.313...cciiiiiiiiiiiiieeeeene Ear
A01.456.505......ccciiieiiiiiieeeeeee Face
A01.456.505.173..c.ccveiiiiiiiieceeee e Cheek
A01.456.505.259.....c.ccieiiiiiiiiieeeee e Chin
A01.456.505.420........cccciiiiinririeeeneieens Eye
A01.456.505.420.338......ccceueriiiiiiieieeeie e Eyebrows
A01.456.505.420.504.......c.0ccviiniiiiieeeinineniee Eyelids
A01.456.505.420.504.421.....ocuiiiiiiieeiee e Eyelashes

A01.456.505.580.........ccccccviiiiiiiiiiiicie Forehead
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A01.456.505.631.....cveiiiiiiiinieicceee e Mouth
A01.456.505.631.515....cccciiiiiieieieieeee e Lip
A01.456.505.682........ccevriirinririeeeeieie s Nasolabial Fold
A01.456.505.733...ccveienieiiiesieseee e Nose
A01.456.505.750.....ccccmiiieiiiiiiieiieeieeseene Parotid Region
A01.456.505.875...cccuviiiiiieiieeeee e Superficial Musculoaponeurotic System
A01.456.810......ccuiiiieiiiiiirieceiene Scalp
A01.456.830.....cccuemeiieieiieiirieieieeaeaiae Skull Base
A01.456.830.150......cccccveiieiieiieieceeee Cranial Fossa, Anterior
A01.456.830.165......cccviiiiiiiiiiicieeeesee Cranial Fossa, Middle
A01.456.830.200.......ccccveieireiieieeieneeeene Cranial Fossa, Posterior
A0T.598....iiiiiiiiee e Neck
A01.598.500........ccccmuireeiiireeiieeeriieeenns Superficial Musculoaponeurotic System
AO0T.B35...ciiiiiie e Organs at Risk

ADT.719 e Perineum
ADT.923..iiie Torso

A01.923.047 ..ot Abdomen
A01.923.047.025.....cccieieieieeeeeee e Abdominal Cavity
A01.923.047.025.600........c.cccveveiiieeieieieeeeene Peritoneum
A01.923.047.025.600.225........ccceiiiiiieieieiaesieeiene Douglas' Pouch
A01.923.047.025.600.451......coviriirieieieiniaeereeene Mesentery
A01.923.047.025.600.451.535......ccueiiiiiiiieeieieeeesee e Mesocolon
A01.923.047.025.600.573......ccciriirieieieiniieereene Omentum
A01.923.047.025.600.678......ccceieirieieieiaeiieieeeens Peritoneal Cavity
A01.923.047.025.600.700........c.cccemeeiiiieiiiieieeeeens Peritoneal Stomata
A01.923.047.025.750........ceiiiiiiiiiiie e Retroperitoneal Space
A01.923.047.050.....c.0ccmmiiirrinrinrceeeeeee e Abdominal Wall
A01.923.047.365.....ccciienieiieiiieieeeeee e Groin
A01.923.047.412.ccoiiiiiiiiieeeeeee e Inguinal Canal
A01.923.047.849.....cooiiiiiiieeeee e Umbilicus
A01.923.176...ceiiieiieieiiccee Back
A01.923.176.519..ccciiiiiiieee e Lumbosacral Region
A01.923.176.780.....ccciriiieiiiieieeiieeeesene Sacrococcygeal Region
A01.923.600......cc0eieeeieiieiirieieeeeeeae Pelvis
A01.923.600.500.......ccccveverrieeiiieieneeiene Lesser Pelvis
A01.923.600.600........ccceririiriiieieeeeaeenes Pelvic Floor

A01.923.767 ... Thorax
A01.923.761.800.....c..coeieiiiirieiieieeee e Thoracic Cavity
A01.923.761.800.500.......c.ccrmririeieeierierienieneena Mediastinum
A01.923.761.800.650.......ccccuerueeeiiieieieieneeieeas Pleural Cavity

A01.923.761.850........ccccviriiiiiiiiec Thoracic Wall
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AO0T.935.. e Transplant Donor Site

A0T.941 o Transplants
A01.941.500.....cccccmiiiiieiiieee e Allografts
A01.941.750....cciieieiie e Autografts
ADT.941.812.ceieiee e Bone-Patellar Tendon-Bone Grafts
A01.941.843...c.iiiieee e Composite Tissue Allografts
A0T.941.875. ..o Heterografts

A01.941.937 ..o Isografts

AOT.947 oot Trigger Points
A0T.960......cccciiiiiiiieiiceie e Viscera
A2 Musculoskeletal System
AD2.1685...cciiieiie e Cartilage

A02.165.257 ..o Elastic Cartilage
A02.165.257.250.....c.cciieieieiiieieeeeee e Ear Cartilage
A02.165.257.625......ccciiiiiiiiiieceeeee Laryngeal Cartilages
A02.165.257.625.083.......cuiiuiiiieieieeeeee e Arytenoid Cartilage
A02.165.257.625.211 .o Cricoid Cartilage
A02.165.257.625.411 .o Epiglottis
A02.165.257.625.870.....c..ccoeiiviriiieeeeineneee Thyroid Cartilage
A02.165.308.......eeeeeiiiiieieieeiee e Fibrocartilage
A02.165.308.410......cceiieiiieeceeeceee e Intervertebral Disc
A02.165.308.500........cccciririiriiieieieeeee s Menisci, Tibial
A02.165.308.575......ccceeeeeiieeeeeee e Palmar Plate
A02.165.308.650........cueuieiiiiriiiiieeeieee s Plantar Plate
A02.165.308.800......cccuuiereerieiaiieiieeieesiene Triangular Fibrocartilage
A02.165.407 ..o Hyaline Cartilage
A02.165.407.150.....ccccmieriiiiiiiieiieeiee e Cartilage, Articular
A02.165.407.325.....cuiiiiiieiie e Costal Cartilage
A02.165.407.500.......ccc0immiiiiiaiieiieeieesieene Laryngeal Cartilages
A02.165.407.500.083.......ceeuiiiiieiiieeeeeie e Arytenoid Cartilage
A02.165.407.500.211 ..o Cricoid Cartilage
A02.165.407.500.411 ..o Epiglottis
A02.165.407.500.870.......cccceiriarieiecieiniinieniena Thyroid Cartilage
A02.165.407.550........cceiiiiiiiiieeiiiee e Nasal Cartilages
A02.340.......ccciiiiiiiie Fascia
A02.340.424........ooiiiiii Fascia Lata
A02.340.800........cccemeireeiieee e Tenon Capsule

AD2.513 . Ligaments

A02.513.170 i Broad Ligament
A02.513.514 ..o Ligaments, Articular

A02.513.514.100......cccmiiiiiiiieiieieeee s Anterior Cruciate Ligament
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A02.513.514.162.....cceiiiiiiiiiiiieeeeeee Collateral Ligaments
A02.513.514.162.500..........cccceeiiiiiiiiiii, Lateral Ligament, Ankle
A02.513.514.162.600........ccccviiriiiieiiieiie e Medial Collateral Ligament, Knee
A02.513.514.287 ..ccoiiiiieeee e Ligamentum Flavum
A02.513.514.350.....ccccmiiiiiiiiiiieiieeeesee Longitudinal Ligaments
A02.513.514.475. ..o Patellar Ligament
A02.513.514.538.....cccciiieiiiieeieeeeeee e Plantar Plate
A02.513.514.600........ccemmiiieiiieeiiieeeiieeeee Posterior Cruciate Ligament
A02.513.514.800......ccccuiiiriiiiieiieiieeieesiene Round Ligament of Femur
A02.513.907 i Round Ligaments
A02.513.901.500.....ccccmieriiiiieiieiieeieeseene Round Ligament of Femur
A02.513.901.750.....c.ueeeiiiiieeiee e Round Ligament of Liver
A02.513.901.875.....coiiiiiiiiiiieieeeeeee Round Ligament of Uterus
AD2.633.....ooiiiiiiie Muscles
A02.633.567......cceeeiviiiiiiiiii Muscle, Skeletal
A02.633.567.050.......cccuimiiiiiiiiieiiieieesee Abdominal Muscles
A02.633.567.050.750.......ccccumrimririieiiiniinienienne Pelvic Floor
A02.633.567.050.800.......cccurmuereeereeeeienienienieeas Rectus Abdominis
A02.633.567.175......cciiieiieeeceee e Back Muscles
A02.633.567.175.500........ccccviiiiiiiiiiieiiciieee Intermediate Back Muscles
A02.633.567.175.750........cccomieeiiieeiieeeiieeeens Paraspinal Muscles
A02.633.567.175.875. .. Superficial Back Muscles
A02.633.567.300........ccccimiirinririreeneee e Deltoid Muscle
A02.633.567.400.......ccccmiiiiiiiiiiiiieiiesiee Facial Muscles
A02.633.567.500........cccomcuiiiriiiiiiiiieeiieeeie Laryngeal Muscles
A02.633.567.600........cccemuireaiiiaiiiieeaiieeees Masticatory Muscles
A02.633.567.600.500..........cccoeiiiiiiiiiiiiiriiee, Masseter Muscle
A02.633.567.600.700........cccemmeeeiiiiaaiiiieaieeees Pterygoid Muscles
A02.633.567.600.850.........cuuumveeeieiiiiiiiieeeeiiiiees Temporal Muscle
A02.633.567.650........cceiririeriiieeeeeeeee s Neck Muscles
A02.633.567.700.......ccccciiiiiiiiiiiiiiiieiie Oculomotor Muscles
A02.633.567.750.....cccccuiiiiiiiiiiiciiieieesiee Palatal Muscles
A02.633.567.775......cccviiiiiiiiiiiiiiieeee Pectoralis Muscles
A02.633.567.800........cccemuireiiiiaaiiiee e Pharyngeal Muscles
A02.633.567.800.360.........cuuemreeeeeiiiiiieaeeeeniiiines Esophageal Sphincter, Upper
A02.633.567.800.680........cccecueriiiiiaaiiiieaiieeees Velopharyngeal Sphincter
A02.633.567.825.......cccciiiiiiiiiiiiiiee Psoas Muscles
A02.633.567.850........cccmmiiiaiiiiaeiiiee e Quadriceps Muscle
A02.633.567.900........cccomcuiiiriiiiiiiieeiiieeeis Respiratory Muscles
A02.633.567.900.300.......cceeruerieereeeeienienienieneas Diaphragm

A02.633.567.900.500.........c0mmiieeeieiiiiiiiiee e Intercostal Muscles
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A02.633.567.912.....coiiiiiiiiicceee e Rotator Cuff
A02.633.567.950.....c..cceirieiirieieeeee e Stapedius
A02.633.567.975.....oviiiiiiiiiieceee e Tensor Tympani
A02.633.570.....cccceiiiiiiiiiiii Muscle, Smooth
A02.633.570.210....ccuuieeiiireeiie e Esophageal Sphincter, Lower
A02.633.570.491 ... Muscle, Smooth, Vascular
A02.633.570.500........cccommeeiriiieeiiiieeiiieees Myometrium
A02.633.580.......cceeeiiiieiiiee e Myocardium
A02.633.580.680........ccccmurririiieiiiiieiiiieeee Papillary Muscles
A02.835......ociiiiiiiiiie Skeleton
A02.835.232.....cceiiiiiiiii Bone and Bones
A02.835.232.022......cueiiiiiiieee e Bone-Implant Interface
A02.835.232.043.......ooiiiiiieieeeee e Bones of Lower Extremity
A02.835.232.043.300.......cceueeeaieeeieieeeienienieeas Foot Bones
A02.835.232.043.300.492........ccciiiiiiiiiiiii s Metatarsal Bones
A02.835.232.043.300.710..c.ccueieeieiieeieieiee e Tarsal Bones
A02.835.232.043.300.710.300......ccemeririeeeieirinienieienas Calcaneus
A02.835.232.043.300.710.780....c.cceeuerreieeieieieeeiesieeenas Talus
A02.835.232.043.300.800........cccemirueeeiriniiiriarereees Toe Phalanges
A02.835.232.043.650.......ccceiuiieiiieieieeee e Leg Bones
A02.835.232.043.650.247 .....ocovireiiiiiiieiiieereee Femur
A02.835.232.043.650.247.343......cceiueieeieeeeeee e Femur Head
A02.835.232.043.650.247.510....c.ccvieriiieeeieieineneeae Femur Neck
A02.835.232.043.650.321....cccuiiiiiiiiieieeee e Fibula
A02.835.232.043.650.624........cceiviriiiiieiiiieee Patella
A02.835.232.043.650.883......c.cceiueieieieiaiae e Tibia
A02.835.232.043.825.....c.cccviiiiiiiiiieeee e Pelvic Bones
A02.835.232.043.825.108......cccciiiiieieieieceie e Acetabulum
A02.835.232.043.825.434......cociiiiiiiieiieeee llium
A02.835.232.043.825.548......c.cciiiiiiiieiee e Ischium
A02.835.232.043.825.781....cocuiviiieiiiieieisceieereee Pubic Bone
A02.835.232.087 ... Bones of Upper Extremity
A02.835.232.087.090.......c0cimriririieieiniinieniene Arm Bones
A02.835.232.087.090.400........cccemirieieieiniaeaieaieeens Humerus
A02.835.232.087.090.400.400.......cccccemimuereeieiririenreeennas Humeral Head
A02.835.232.087.090.700........cccemereeieieinieaiesieneeene Radius
A02.835.232.087.090.850........cccemuirueieiieiiniiriarereees Ulna
A02.835.232.087.090.850.600.........ccceerriiriraiiiiiieieeen. Olecranon Process
A02.835.232.087.227 ....c.ocuvieiiiiieeeeeei e Clavicle
A02.835.232.087.319....cccuiieieieieieeeeeie e Hand Bones

A02.835.232.087.319.150.......cccciiieeeiiiieeiiee e Carpal Bones



2016 MeSH Tree Hierarchy

Tree location

A02.835.232.087.319.150.150......cceririirieeeieieincsieeeaes Capitate Bone
A02.835.232.087.319.150.400.......cceeiererrieieieiieienieneeneas Hamate Bone
A02.835.232.087.319.150.500.......ccrceririeeeieiniinienieeenas Lunate Bone
A02.835.232.087.319.150.600.......cccerueieeieierieiieiesieieneas Pisiform Bone
A02.835.232.087.319.150.750......cccreriireeieieininicnreeas Scaphoid Bone
A02.835.232.087.319.150.800.......cuceeruererieeeniaiieienieieneas Trapezium Bone
A02.835.232.087.319.150.805.......ccomeriiieieiieinincneeena Trapezoid Bone
A02.835.232.087.319.150.831......ccuiiieiieieieieiei e Triquetrum Bone
A02.835.232.087.319.350.....ccccuiiiiiiiieiieeiie e Finger Phalanges
A02.835.232.087.319.550.......0cciiiiiaaiiiieaiiie e Metacarpal Bones
A02.835.232.087.783......ccviiiviriiiieieineneeee Scapula
A02.835.232.087.783.261.....ccueiueieiiieieieie s Acromion
A02.835.232.087.783.450........cccemiriiiiieiniaieareirenns Glenoid Cavity
A02.835.232.169.....cciieieiieiiiieieeeee e Diaphyses

A02.835.232.257 . cccciiieeeie e Epiphyses
A02.835.232.251.352....ccccuiiiiiiiieeee e Growth Plate
A02.835.232.409.....c.ccceiiiiiinreieeeee e Hyoid Bone
A02.835.232.730.....ccceiieiiiiiiiiieiiieeeeee Sesamoid Bones
A02.835.232.781....cciiieiiiiiireceee e Skull

A02.835.232.781.175. ..ot Cranial Fontanelles
A02.835.232.781.200.......cccoveeiiieieneeeeceeeene Cranial Sutures
A02.835.232.781.292......cciiiiiiieeeeee e Ethmoid Bone
A02.835.232.781.324.....c.ocviiiiiieeee e Facial Bones
A02.835.232.781.324.502......ccciiiiiieieiee e Jaw
A02.835.232.781.324.502.125......cooiiiieieeieeee e Alveolar Process
A02.835.232.781.324.502.125.800........cceiereeieiieieaieieieeeiee Tooth Socket
A02.835.232.781.324.502.320......ccc0mtruiriiieieieinienreieaas Dental Arch
A02.835.232.781.324.502.632......ccciiiiieieieieeeeeie e Mandible
A02.835.232.781.324.502.632.130.....ccccririieiieiiiiiircreeeeiee Chin
A02.835.232.781.324.502.632.600........ccccrereeieiieiiieeieieeeiene Mandibular Condyle
A02.835.232.781.324.502.645.......ccocceviiiiiiiiinciee Maxilla
A02.835.232.781.324.502.660.......ccccemuereeeeieiieiiieneiena Palate, Hard
A02.835.232.781.324.665........ccccoirieiieiiiiiireiee Nasal Bone
A02.835.232.781.324.690......c.ccceiiiieieiei e Orbit
A02.835.232.781.324.948......cooiiiiiiieieieeee Turbinates
A02.835.232.781.324.971 ..ot Vomer
A02.835.232.781.324.995........ccciiiiiiiieieieeeeen Zygoma
A02.835.232.781.375....ceieeieieieeeeeee e Frontal Bone
A02.835.232.781.572....ccociiiiiieceeieiee e Occipital Bone
A02.835.232.781.572.434.......ooiiiieiiieeee e Foramen Magnum

A02.835.232.781.657...cccuveieeiee e Parietal Bone
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A02.835.232.781.670....ccceiiiiiiiiiieieeee e Pterygopalatine Fossa
A02.835.232.781.750....c.cceeeieeieiieeieiee e Skull Base
A02.835.232.781.750.150......ccccciieeiiecieeee e Cranial Fossa, Anterior
A02.835.232.781.750.165......ceiiieeieeieiee e Cranial Fossa, Middle
A02.835.232.781.750.400........ccccimeeiiiieiiiiece e Cranial Fossa, Posterior
A02.835.232.781.802....c.cciiueieieieieieeeie e Sphenoid Bone
A02.835.232.781.802.662........cccemuirueieieiiniiriareeneens Sella Turcica
A02.835.232.781.885.......oeiiiiiiiiiieeeeeeee e Temporal Bone
A02.835.232.781.885.444........ocvviiiiiiiiiieeee Mastoid
A02.835.232.781.885.681.....ccueiueiiieieieieieeiesieieene Petrous Bone
A02.835.232.834.....c.cciiiiiiiceeee Spine

A02.835.232.834.157 ..o Cervical Vertebrae
A02.835.232.834.151.383.....ccciiiiieieieiieeee e Axis, Cervical Vertebra
A02.835.232.834.151.383.668.......cccerveieieieieieieieiena Odontoid Process
A02.835.232.834.151.500........cccemiriieieiiiiriareerens Cervical Atlas
A02.835.232.834.229.......ciiiiiieeee e Coccyx
A02.835.232.834.432........cccciiiiiiiiiie Intervertebral Disc
A02.835.232.834.519....ccuiiiiiiiiiiee e Lumbar Vertebrae
A02.835.232.834.717 ..o Sacrum
A02.835.232.834.803.....c.cceiueiiieieieeeeeie e Spinal Canal
A02.835.232.834.803.350........cccemuirieieiieiiniiaiesrenees Epidural Space
A02.835.232.834.892........ccociiiiiiiiie e Thoracic Vertebrae
A02.835.232.904........cceiiiiiirieeeee e Thorax
A02.835.232.904.567....c.ccviueieiieieieieeee e Ribs
A02.835.232.904.567.150........cccemuirieieieiniireareneeens Cervical Rib
A02.835.232.904.766.......cccuerueaieieieieeeienieeieeas Sternum
A02.835.232.904.766.442........cccoviiiiieiiiiiareeens Manubrium
A02.835.232.904.766.825........ccceieieeeieieiae e Xiphoid Bone
A02.835.583.....ccuiiiiiiniiiireee Joints
A02.835.583.032.....ccccuiiiiiiiiiiiieeeeee Acromioclavicular Joint
A02.835.583.097.....coeieiiriiiiiireiceeeee e Atlanto-Axial Joint
A02.835.583.107 ..cceiiiieeieie e Atlanto-Occipital Joint
A02.835.583.156.....ccccuviiiiiiiiiiieiieeiee e Bursa, Synovial
A02.835.583.192....cceiicieiieiiieeeeee e Cartilage, Articular
A02.835.583.290.....c.ccumiiiriiiriieeeeee e Elbow Joint
A02.835.583.378....cceeieiiiiiiieieeeeee e Foot Joints
A02.835.583.378.062.......ccccuvivirieiicieinierenee Ankle Joint
A02.835.583.378.531 .. Metatarsophalangeal Joint
A02.835.583.378.531.500........cccemiruireeiriniiriarereens Plantar Plate
A02.835.583.378.837 ... Tarsal Joints

A02.835.583.378.831.780.......cccoiuiiiiiiiiiiiiccce Subtalar Joint
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A02.835.583.378.900.......ccccumrirreieereiniinenea Toe Joint
A02.835.583.378.900.500........cccemeririeieiaiiaienienieene Plantar Plate
A02.835.583.405........cceiiiiriiriieeee e Hand Joints
A02.835.583.405.174 ..o Carpal Joints
A02.835.583.405.200.........cummiieeeiiiiiiiiiaee e Carpometacarpal Joints
A02.835.583.405.350.......cccuimueieiiieieienie e Finger Joint
A02.835.583.405.500.........cummiieeeieiiiiiiiiee e Metacarpophalangeal Joint
A02.835.583.405.500.900........cccemerurieieiiaieieaienieene Palmar Plate
A02.835.583.405.930......ccccmmviririieinenie e Wrist Joint
A02.835.583.405.930.800........ccciiumeeeiiiiaaiiieeeiiee s Triangular Fibrocartilage
A02.835.583.411..cceiiiiiiiieieceeee e Hip Joint
A02.835.583.411.500........cccmiieeiiiiiaaiiieeeiieeeee Round Ligament of Femur
A02.835.583.443.....cccceiiiiiieeee e Joint Capsule
A02.835.583.443.800........cccemmiiiiiiiaaiiieeaiieeees Synovial Membrane
A02.835.583.443.800.800........ccccmueruerieieiniiriarenees Synovial Fluid
A02.835.583.475.....cceieieieeieeeeee e Knee Joint
A02.835.583.475.590.......cccmmrimririicieiiniinieniene Menisci, Tibial
A02.835.583.475.650........ccccviiiiiiiiiiicicee Patellofemoral Joint
A02.835.583.512.....cciiiiiiiiiiiiiiieieeee e Ligaments, Articular
A02.835.583.512.100........ceeiiieeiiiiieeiieee e Anterior Cruciate Ligament
A02.835.583.512.162....ccueviiiiiiieieiieee e Collateral Ligaments
A02.835.583.512.162.500........ccccevveeiieeeeeeeeeeeeeeeeeeeae Lateral Ligament, Ankle
A02.835.583.512.162.600.......ccccemvieriieiiiaiiiiieeieenns Medial Collateral Ligament, Knee
A02.835.583.512.287...cuveiiiiieciiee e Ligamentum Flavum
A02.835.583.512.350.....c.cciiiiiiiiiiieiiieee e Longitudinal Ligaments
A02.835.583.512.475.......uoiiiiiiiieeeeeeee e Patellar Ligament
A02.835.583.512.538.......ccuiuiiviriiiieieienienenee Plantar Plate
A02.835.583.512.600........cccemueriiiiiaaiiiieaiieeeees Posterior Cruciate Ligament
A02.835.583.512.900.......c0ccumrimriiieereerienienrennes Palmar Plate
A02.835.583.512.950........cciiiiiiiiiiieeiiieeeiee e Round Ligament of Femur
A02.835.583.656........ccccmuiiiriiieiiiiieeieeeee Pubic Symphysis
A02.835.583.707.....coeiiiiiiiiiiiiceiieeeeiee Sacroiliac Joint
A02.835.583.748.....c.ccieiiiiiiriieeeeee e Shoulder Joint
A02.835.583.781.....coeiiiiiiiiiiiiiceieee Sternoclavicular Joint
A02.835.583.790.......ccceiiiiiiiiiiiiiiciee Sternocostal Joints
A02.835.583.867...ccuueieiiiiieeiiie e Temporomandibular Joint
A02.835.583.861.900........ccccciueeerrireeiiieeeiiieeeenns Temporomandibular Joint Disc
A02.835.583.979...cuuiiiiiiiiei e Zygapophyseal Joint
A02.880.......ccceiiiiiiiiiiiie Tendons

A02.880.176.....ccceieiiieiieiiiee e Achilles Tendon

A02.880.438........oeeiiiiiiiieeeiee e Patellar Ligament
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A02.880.700.......ccccveiirieereeieeeeee Rotator Cuff

AD3.. e Digestive System
A03.159..iiiicee Biliary Tract

A03.159.183 .. Bile Ducts
A03.159.183.079...ccceieeeeeeeee e Bile Ducts, Extrahepatic
A03.159.183.079.300.......cueeuereeeeieieieieeieeie e Common Bile Duct
A03.159.183.079.300.950........cccoiieeeiiieeeiieeeeieee e Ampulla of Vater
A03.159.183.079.300.950.600.......cccerrerereeeeririeeienieieneas Sphincter of Oddi
A03.159.183.079.450.......ccocciiiriiicieincrceee Cystic Duct
A03.159.183.079.600...........ccceeeiiiiiii, Hepatic Duct, Common
A03.159.183.158...cccueeieeceeeeee e Bile Ducts, Intrahepatic
A03.159.183.158.125......ocuieieieieieieeeeeie e Bile Canaliculi
A03.159.439.....cciiiiiiiiiiiieeee Gallbladder
A0B.556......ccciiiiiiiiiiice Gastrointestinal Tract
A03.556.124......ccoiiiiiiieieee Intestines
A03.556.124.369......ccccuiiiiiiiiiiiciieee Intestinal Mucosa
A03.556.124.369.290.....c..cciiiiiiiiiieeiieeee e Enterocytes
A03.556.124.369.320.......cccuereeaieieeeieieeienenieeas Goblet Cells
A03.556.124.369.700.......cccccumimririeeieirinenrena Paneth Cells
A03.556.124.526.........cccccooiiiiiiiiii Intestine, Large
A03.556.124.526.070.......ccccvmrimririicieinenienienes Anal Canal
A03.556.124.526.209.......cccciiiiiiiieieenie e Cecum
A03.556.124.526.209.290........cccemirmerieieiniiriareeeenes Appendix
A03.556.124.526.356.......ccccviueieiiieicineee e Colon
A03.556.124.526.356.333......ccceiiiieiieiieeee e Colon, Ascending
A03.556.124.526.356.500.........ccccevvevieeeeeieeeeeeeeeieieen, Colon, Descending
A03.556.124.526.356.668..........cccerveveieiiiiriarerens Colon, Sigmoid
A03.556.124.526.356.834........cooveeveeeieeeeee, Colon, Transverse
A03.556.124.526.767.......ccooviviiiicieinireee Rectum
A03.556.124.684.........cccooveieiiiii Intestine, Small
A03.556.124.684.124 ..o Duodenum
A03.556.124.684.124.236......ccceieeiieieiaiaeaieeeeens Ampulla of Vater
A03.556.124.684.124.236.572......cccoviriiiieieieineieeeaa Sphincter of Oddi
A03.556.124.684.124.322.....cceiiiiiieieieeeeeeene Brunner Glands
A03.556.124.684.249.......ccocviiiiiiciiieieee lleum
A03.556.124.684.249.400........cccomiiiiiieiaiaiaeene lleocecal Valve
A03.556.124.684.249.612......ccciriiiiiiieiniiiareees Meckel Diverticulum
A03.556.124.684.500.......ccccemuerieeieeeeieienienieeas Jejunum
A03.556.249.......cccciiiiii Lower Gastrointestinal Tract
A03.556.249.124 ..o lleum

A03.556.249.124.400........cccccieeeiiieeeiiieeeiieeeens lleocecal Valve
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A03.556.249.124.612......ccoviiiiiieeeeeceeen Meckel Diverticulum
A03.556.249.249.............ooii Intestine, Large
A03.556.249.249.070.......ccociiriiririeeieene e Anal Canal
A03.556.249.249.209.......cccciiiiiiiieiee e Cecum
A03.556.249.249.209.290........ccceruirieriiieiniereererees Appendix
A03.556.249.249.356.......cccciiuiieiiieeeeee e Colon
A03.556.249.249.356.333.......occiiiiiieiiiieeee e Colon, Ascending
A03.556.249.249.356.500.........cccceviieiieiieiieeeeeeeeeeeae Colon, Descending
A03.556.249.249.356.668..........cccverveieiiiniiiareees Colon, Sigmoid
A03.556.249.249.356.834.......cooooeeiieiee Colon, Transverse
A03.556.249.249.767 .......coveiviieiieeie e Rectum
A03.556.249.750........cceieiiineiieeeeee e Jejunum
A03.556.500......ccccuemeiiriiriiriiieieiaeanns Mouth
A03.556.500.379.....cceiimiiiiiieeieeeee e Dentition
A03.556.500.760......ccc0emmeireiiiieiiienieenieene Salivary Glands
A03.556.500.760.464.......c.cceiueieiiieieiieeee e Parotid Gland
A03.556.500.760.640.........c.ccoeimrinrieeiriininienrenes Salivary Ducts
A03.556.500.760.650.......cccceruerieeiieieiinienenieeas Salivary Glands, Minor
A03.556.500.760.687.......ccocvrviaririieiiinienenene Sublingual Gland
A03.556.500.760.812....c.ccviuerieiriiieieeeienesieeas Submandibular Gland
A03.556.500.760.906...........cooovriiiiiiiiiie i, von Ebner Glands
A03.556.500.885........ccucieuiriiaieieieeeie e Tongue
A03.556.500.885.431....ccueiiiiiiiiiieeiieee e Lingual Frenum
A03.556.500.885.779....c.cccviuiiiieiieieieee e Taste Buds
A03.556.750......cccmeiiiniiiinieieeiieanne Pharynx
A03.556.875...cceeiieiiieiiee e Upper Gastrointestinal Tract
A03.556.875.249.......cccoiiiiiiiii Duodenum
A03.556.875.249.160.......ccccerurerieeieeeieeieeieea Ampulla of Vater
A03.556.875.249.160.572......ccciriiriiiieiiiiearecne Sphincter of Oddi
A03.556.875.249.322........cciiiiiiiieie e Brunner Glands
A03.556.875.500........cccomumiiriiiiiiiiieeiiieeeis Esophagus
A03.556.875.500.360........cccemueeiiiiiaaiiiieaieeeis Esophageal Sphincter, Upper
A03.556.875.500.414.....c.ooviiiiiiiiieieee e Esophagogastric Junction
A03.556.875.500.414.350.......cccciiiieaiiiieaiiieeeiiee s Esophageal Sphincter, Lower
A03.556.875.875.....cccoveiriiinriiceeeee e Stomach
A03.556.875.875.163....c.ccueeueiiieeeieeeeeie e Cardia
A03.556.875.875.330.......0ccciiieiiiiiieeiiiieeieeee Esophagogastric Junction
A03.556.875.875.330.350.......ccciiiiieaiiiieaiiie e Esophageal Sphincter, Lower
A03.556.875.875.419.....ccciiiiiiieeiieeceeen Gastric Fundus
A03.556.875.875.440.....c..cccciiiiiiiiiiiiicee Gastric Mucosa

A03.556.875.875.440.150........ccccccriiiiiniiiiiiiice Chief Cells, Gastric
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A03.556.875.875.440.250........ccccvvveiiiieiiiieieeeene Enterochromaffin Cells
A03.556.875.875.440.300........cccmiimieaiiiieaiiieeaiiee s Gastrin-Secreting Cells
A03.556.875.875.440.708.........ccviieiiieiiieecie e Parietal Cells, Gastric
A03.556.875.875.440.854........ccciiiiiiiiiieiie e Somatostatin-Secreting Cells
A03.556.875.875.578.....c.ccccveiiieeeeiiee e Gastric Stump
A03.556.875.875.716....cccviueieiieieieiceeie e Pyloric Antrum
A03.556.875.875.799.....c.ccviiiiiriiiieieineneeee Pylorus
A03.620.....ceiieieiieiiie e Liver
A03.620.150.....c.cueeeiiieeeeiiee e eiiee s Bile Ducts, Intrahepatic
A03.620.150.125.....ceiieieieieeeeeeeee e Bile Canaliculi
A03.620.575....c..eviiiiiiieiieee e Round Ligament of Liver

ADB.734 .. Pancreas

A03.734.414 ..o Islets of Langerhans
A03.734.414.0685........coiiiiiiiieceiee e Glucagon-Secreting Cells
A03.734.414.130 oo Insulin-Secreting Cells
A03.734.414.587 ..o Pancreatic Polypeptide-Secreting Cells
A03.734.414.793...c.ooieiee e Somatostatin-Secreting Cells
A03.734.540.......ccccoeiiiiiil Pancreas, Exocrine
A03.734.667......cceoeiiiiiiiiie e Pancreatic Ducts

A4 ... Respiratory System
A04.329....ciiiiiiee Larynx

A04.329.364......cciieeieee e Glottis

A04.329.364.737 ..o Vocal Cords

A04.329.597 ..o Laryngeal Cartilages
A04.329.591.085......ccciiiiiiiiiiiieeeee Arytenoid Cartilage
A04.329.591. 211 .o Cricoid Cartilage
A04.329.591.41 1 ..oiiiiiieee e Epiglottis
A04.329.591.870.....ceeieeieiieeeeeeeeee e Thyroid Cartilage

A04.329.597 ... Laryngeal Mucosa
A04.329.597.320.....cceieieiieiiieeieeeee e Goblet Cells
A04.329.604........oeeeiiieieieeee e Laryngeal Muscles

AOL AT i Lung

AD4.411125. e Bronchi
A04.411.125.500......cccciiiiiiiiiiiiiieeeiee Bronchioles

AO04.A11.715. i Pulmonary Alveoli
A04.411.715.025......ccciiiiiiiiiccee Blood-Air Barrier
A04.411.715.512 i Pneumocytes

AO4.531 ..o Nose

A04.531.378....cociieeiieeeee e Nasal Bone

A04.531.413 .. Nasal Cartilages

A04.531.449.....ccciiiiiiii Nasal Cavity
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A04.531.520.....ccciiiiiiieicieeeeee e Nasal Mucosa
A04.531.520.320.....ccciemieiiiiieeieeeeee e Goblet Cells
A04.531.520.573.....cciiiiiiiiiieeee e Olfactory Mucosa
A04.531.520.573.580........cceiiiieiiiiiaiiiiee e Olfactory Receptor Neurons
A04.531.597 e Nasal Septum
A04.531.591.469.....ccciiiiiiiiiiieeeeee e Vomer

A04.531.6271 ..o Paranasal Sinuses
A04.531.621.267 ..o Ethmoid Sinus
A04.531.621.387 ..o Frontal Sinus
A04.531.621.578..c.cceiieieiiieeeeeee e Maxillary Sinus
A04.531.621.827 ..o Sphenoid Sinus
A04.531.898.....cceiiiiiiii e Turbinates
AD4.623......iiiiiieee e Pharynx
A04.623.490........ceiiiiiiaiee e Hypopharynx
A04.623.490.600.......cc0emimiiiriiiieiieeieesene Pyriform Sinus
A04.623.557 ..o Nasopharynx
A04.623.557.500........ccciimiiinririeieeeee e Adenoids
A04.623.603.......ceeeeiiiieeiiee e Oropharynx
A04.623.603.925........cceiiiiirieeee e Palatine Tonsil
AD4.623.617 ..o Pharyngeal Muscles
A04.623.617.360........cccciiireeiieeeiiieeeiiieeenns Esophageal Sphincter, Upper
A04.623.617.680........cceiiiiiaiiiaeiiiee e Velopharyngeal Sphincter
ADA. 716 Pleura

AO04.760......ceeeeiiieeiie e Respiratory Mucosa
A04.760.259......cciiiiiiiiiiieiee Goblet Cells
A04.760.520........ceeeiiiiiaiiiieeiee e Laryngeal Mucosa
A04.760.600.......ccccceeiiiiiiiiicee Nasal Mucosa
A04.760.600.640........cccemireiiieaiiiee i Olfactory Mucosa
A04.760.600.640.640.........cccuviiviiiiiiiieie e Olfactory Receptor Neurons
AD4.889......ooiiiiiiiiiiei Trachea
ADS.....oiiiii Urogenital System
A05.360......ccccuieiiiiiieiceee e Genitalia
A05.360.319....cccciiiiiiieieee e Genitalia, Female
A05.360.319. 114 ..o Adnexa Uteri
A05.360.319.114.170. ..o Broad Ligament
A05.360.319.114.373 ... Fallopian Tubes
A05.360.319.114.630......ccceeriririeicieincrenees Ovary
A05.360.319.114.630.278.....ccueiuiiiiiiieieiee e Corpus Luteum
A05.360.319.114.630.278.400.......ccoccerirereeieirineneenne Luteal Cells
A05.360.319.114.630.535......ccciiiiiiiieieieeeeseene Ovarian Follicle

A05.360.319.114.630.535.150.......cccccviiiiiriiiiiiinicce Follicular Fluid



2016 MeSH Tree Hierarchy

Tree location

A05.360.319.114.630.535.200........cccirveeririeieniieeeneeene Granulosa Cells
A05.360.319.114.630.535.200.500........cccieiemieiraiiieiieeeeeeeae Cumulus Cells
A05.360.319.114.630.535.400.......ccccemimrereeieirinienreeenas Theca Cells
A05.360.319.114.815. ... Round Ligament of Uterus
A05.360.319.679.....cveiiiiiiiiriceeeeee e Uterus
A05.360.319.679.256.......cccueeeieiiieieieie e Cervix Uteri
A05.360.319.679.490.......cccovieiiiieieeceeeen Endometrium
A05.360.319.679.490.373.....ccuiiiiiiiiieieiee e Decidua
A05.360.319.679.490.373.500.......ccmctrrireereeieininienieeeanas Deciduoma
A05.360.319.679.690.......ccciriiieiieeieeeii e Myometrium
A05.360.319.779...ccmiiiiiiiiireceeee e Vagina
A05.360.319.779.479....c.ociiiieeeeeeee e Hymen
A05.360.319.887.....coeiiiiiiiriireiceeeeee e Vulva
A05.360.319.887.220.......cceuerueieieieieieeie e Bartholin's Glands
A05.360.319.887.436.......cccviririiiieieineneiee Clitoris

A05.360.444 ... Genitalia, Male
A05.360.444.123.....ccceiiieiieeeeee e Bulbourethral Glands
A05.360.444.251 ..o Ejaculatory Ducts
A05.360.444.371 ..ot Epididymis
A05.360.444.492.......ccoiiiiiieeeee e Penis
A05.360.444.492.362.......cocviriiiiieeieieee Foreskin
A05.360.444.492.726.......ccoceieeiieieeee e Urethra
A05.360.444.575.....c..coviiiiiiiiceeee Prostate
A05.360.444.661.....c.coiveniiiieeeeeee e Scrotum
A05.360.444.713.....ociiieeieeeee e Seminal Vesicles
A05.360.444. 777 ..cooieieeeie e Spermatic Cord
A05.360.444.849........cciiiiiiiiieee Testis
A05.360.444.849.513....c.ccuiiiiieieieeeee e Leydig Cells
A05.360.444.849.600........ccccocimriirieeiiiniinenene Rete Testis
A05.360.444.849.700........ccccoiiiiiiiiiiiieiee e Seminiferous Tubules
A05.360.444.849.700.349......cciiriiiiiieiieieaeee Blood-Testis Barrier
A05.360.444.849.700.700........cccemireeeieiaiaeaienieeens Seminiferous Epithelium
A05.360.444.849.789.......coiiiiiiiiieee e Sertoli Cells
A05.360.444.930......ccccuiiiiiiiiiieiieeee e Vas Deferens
A05.360.490.......cccceiiiiieiieeeeeee Germ Cells
A05.360.490.690........cceiiiiiiriiieeeeee e Ovum
A05.360.490.690.680.......c.ccemvimrieireeeiniirienrene Oocytes
A05.360.490.690.680.500........cccemerurrieieinieiiaienieens Polar Bodies
A05.360.490.690.700.......cccccomimririeereinienennenne Oogonia
A05.360.490.690.950.......ccceruireeiieeieienieeeeieean Zona Pellucida

A05.360.490.690.970.......cccoeviiiiiiieieeieiee Zygote
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A05.360.490.890........cccceuireiiiee e Spermatozoa
A05.360.490.890.820.......cceuerueeeiiieieieeienienieeas Sperm Head
A05.360.490.890.820.100........cccemeruerieieiiriirearereees Acrosome
A05.360.490.890.830........cceiiiieaiiiiaeiiiee e Sperm Midpiece
A05.360.490.890.840.......c.ccemrirririecieienienenrene Sperm Tail
A05.360.490.890.860.......c.ccueruereeerieieieeienienieneas Spermatids
A05.360.490.890.880.........cccommreeririeeiiiieniieeene Spermatocytes
A05.360.490.890.900........cccmmmireiiiiaaiiieeeiieeeee Spermatogonia
A05.360.576......ccceeveiiieeieeeeeen Gonads

A05.360.576.497 ....ceeieeieiieeeeee e Ovary
A05.360.576.782.....c.ccoveuiiiriiirereeeeeie e Testis

AO05.810...ciiiiieiiiie e Urinary Tract
A05.810.453.....cciiiiiiiiiiccee Kidney

A05.810.453.324 ... Kidney Cortex
A05.810.453.324.359.....c..oiiiiiiiiiieiee e Kidney Glomerulus
A05.810.453.324.359.372.....cccciiiiiiiiiiieeiceees Glomerular Filtration Barrier
A05.810.453.324.359.372.400........cccccimiveiiiieiiiieeeeeene Glomerular Basement Membrane
A05.810.453.324.359.372.650.......cccereieeieieieieieieiena Podocytes
A05.810.453.324.359.520.......ccccciiieeiiieeeiieeeeiiee s Juxtaglomerular Apparatus
A05.810.453.324.359.620......c0cceiueiirieeieiaieaieaieeieene Mesangial Cells
A05.810.453.324.359.620.500........cccuiiriiiiieiieiieenieee Glomerular Mesangium
A05.810.453.466........cccveiiiiieeeeece e Kidney Medulla
A05.810.453.537.....cveiiiiiiiiecceee e Kidney Pelvis
A05.810.453.537.503.....c.ccveueiiieieieeeeeie e Kidney Calices
A05.810.453.736...ccccuvveeeieeeciieee e siee e Nephrons
A05.810.453.736.520......ccccueiuiieieieieieeienie e Kidney Glomerulus
A05.810.453.736.520.224........ccoviieeieciee e Glomerular Basement Membrane
A05.810.453.736.520.372.....cccuiiiiiiiieiiiee e Glomerular Filtration Barrier
A05.810.453.736.520.520........cccciiieeiiieeeiiee e Juxtaglomerular Apparatus
A05.810.453.736.520.620......c.cceieereeieieiniaieaieeieene Mesangial Cells
A05.810.453.736.520.620.500........cccviirieiiiieiieiieesieee Glomerular Mesangium
A05.810.453.736.520.720.....ccucceieeieeieieieieaeeeieeieene Podocytes
A05.810.453.736.560.......c.cccemririeieeieiinieneniena Kidney Tubules
A05.810.453.736.560.254........cceiuiiiieieieiaesieeeene Bowman Capsule
A05.810.453.736.560.510......cccuviiiiiiieiieeiie e Kidney Tubules, Collecting
A05.810.453.736.560.540......c.cccemiriiieieiiiaieaieiene Kidney Tubules, Distal
A05.810.453.736.560.570......cccveiiiiiiieiiiiiie e Kidney Tubules, Proximal
A05.810.453.736.560.610.....ccccerieierieieineiesieiene Loop of Henle
A05.810.776......cceiieeiieeiieeeeeeeee Ureter
A05.810.876...c.cceeeeeieeiieiirieeieeeieine Urethra

A05.810.890.....ccuiiiiiiiieiieeee e Urinary Bladder
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ADB.....coiieiiiiiieieee e Endocrine System
A0B.224.......eeiiieee e Chromaffin System

A0B.224.167 ..o Chromaffin Cells
A06.224.161.500.......cccoiiiiiiiiiciiieieiee Chromaffin Granules
A0B.224.358......ccooeviiieiieeeen Enterochromaffin Cells
A0B.224.365.......cooeciiiii e Enterochromaffin-like Cells
A06.224.636.........occviiiiic Para-Aortic Bodies

A0B.224. 736 Paraganglia, Chromaffin
A0B.390.......ccceiiiiiiiiiie Enteroendocrine Cells
A06.390.027....coiiiiiiie e Enterochromaffin Cells
A06.390.043......ccoiiiiieeee e Enterochromaffin-like Cells
A06.390.0685........oeieiiiiieiiee e Gastrin-Secreting Cells
A06.390.087 ... Glucagon-Secreting Cells
A0B.390. 13T e Insulin-Secreting Cells
A06.390.650........cceiiiiiieiiiie e Pancreatic Polypeptide-Secreting Cells
A06.390.825.......eeiiiiiiii e Somatostatin-Secreting Cells
ADB.A07 ..ot Endocrine Glands

A0B.407.071 ..o Adrenal Glands
A06.407.071.140......cciiieiieeeceee e Adrenal Cortex
A06.407.071.140.950.....c.ccccoiiiiiiiiiiiic e Zona Fasciculata
A06.407.071.140.960........ccccveeiiieeeeeceeeen Zona Glomerulosa
A06.407.071.140.970....ccciiiiiiiiiiieee e Zona Reticularis
A06.407.071.265.....c.ccoveiiiiriirerceeee e Adrenal Medulla
A0B.407.312..ccueieeeiee e Gonads

A06.407.312.497 ..o Ovary
A06.407.312.497.278....c.oceeeeeeeeeeee e Corpus Luteum
A06.407.312.497.278.400........cccomiriiiieiniiiarerens Luteal Cells
A06.407.312.497.535.....c.ociiieeieeeeee e Ovarian Follicle
A06.407.312.497.535.150.....ccccireirieieieinierearerees Follicular Fluid
A06.407.312.497.535.300......c.cccemuereeieieiaieaieaeeieene Granulosa Cells
A06.407.312.497.535.300.500.......ccmervirueeeieiiriinienieeenas Cumulus Cells
A06.407.312.497.535.600........cccemeriereeieiiiaiesieeieens Theca Cells
A06.407.312.782.....cveieieiiiireceeee e Testis
A06.407.312.782.513 ... Leydig Cells
A0B.407.414 ..o Islets of Langerhans
A06.407.414.043....c..neeiiieeeeee e Glucagon-Secreting Cells
A0B.407.414.087 ....ooeiiiiiiiieeeeeee e Insulin-Secreting Cells
A0B.407.414.587 ..o Pancreatic Polypeptide-Secreting Cells
A0B.407.414.793....oeieiiieeeeeeee e Somatostatin-Secreting Cells
A0B.407.560........ceeaiiiiaiiieiiea e Parathyroid Glands

A06.407.635.......coocvieiriiieie Pineal Gland
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A0B.407.697 ..o Pituitary-Adrenal System
A0B.407. 74T .o Pituitary Gland
A06.407.747.500........cccomiiiiiiiieiiieeeiiieeene Pituitary Gland, Anterior
A06.407.747.500.500.......ccceeruereeieeeieieienenieeas Corticotrophs
A06.407.747.500.750.....ccccueeiieeeeeiiiieeae e Gonadotrophs
A06.407.747.500.812.....uueiiiiiieiiee e Lactotrophs
A06.407.747.500.937 ... Somatotrophs
A06.407.747.500.968.......ccoeiveieeiieieieeeeeeeas Thyrotrophs
A06.407.747.750........cceiiiiiiiieiiiee e Pituitary Gland, Intermediate
A06.407.747.750.500........cccemiiiiiiiieeiiiee e Melanotrophs
A0B.407.747.875...ccceiiiiiieiec e Pituitary Gland, Posterior
A06.407.900......cceieeeeieiieirieeeeeieae Thyroid Gland
ADB.B8BB........oeeeeirieeiee e Neurosecretory Systems
A0B.B88.178...ceeieiieeee e Circumventricular Organs
A06.688.178.500.......ccccveeerieeieieeieseeeee Area Postrema
A0B.688.178.750......ccceiiiiiiiiiiieciieieesiee Median Eminence
A0B.688.178.875.....cceiuieiiiiiiiiiieceeeesee Pituitary Gland, Posterior
A0B.688.178.937 ... Subcommissural Organ
A0B.688.178.968.......cceviiviiriiieiieiieeieeaiee Subfornical Organ
A0B.B88.267.......eeeeeiieeieae e Glomus Tympanicum
A0B.688.357 ... Hypothalamo-Hypophyseal System
A06.688.357.500.......cceeiiuiiiiiiiiiiiieee e Median Eminence
A06.688.357.750.....c.ccueiiiirinrereieeee e Pituitary Gland
A06.688.357.750.500.......cceuerurreieeeieieeienienieeas Pituitary Gland, Anterior
A06.688.357.750.500.500........ccccmirmeieiriiniiriarerenens Corticotrophs
A06.688.357.750.500.750......c0cceierieieieiaiiaiesieeieens Gonadotrophs
A06.688.357.750.500.812.....cccevuireirieieieiiiireereecns Lactotrophs
A06.688.357.750.500.937......eveiiiiiieeiiiee e Somatotrophs
A06.688.357.750.500.968........cccervirieiiiiiniiriarerens Thyrotrophs
A06.688.357.750.750........cceiiieiiiiiieeiiieeeieeee Pituitary Gland, Intermediate
A06.688.357.750.750.500........ccccmuiruerieininiiriarerens Melanotrophs
A06.688.357.750.875.......ueiiiiiieiiieeeie e Pituitary Gland, Posterior
A0B.B88.733.....ceiiiieiieiieiereee e Pineal Gland

AOT e Cardiovascular System
A07.025......ccciiiiiiiiee Blood-Air Barrier

AO07.030...cc e Blood-Aqueous Barrier
A07.035......cciiiiiiiie Blood-Brain Barrier

AO7.037 .o Blood-Nerve Barrier
A07.040.......ccciiiiiiiiii Blood-Retinal Barrier
AO7.045......ooiiiiie Blood-Testis Barrier

AO07.231 e Blood Vessels
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A07.231. 114 e Arteries
A07.231.114.056.....coeieieieieieeeee e Aorta
A07.231.114.056.205.......ccocoiiriririeeieinicneniee Aorta, Abdominal
A07.231.114.056.372....c.ccuieieiieieeeeeee e Aorta, Thoracic
A07.231.114.056.847 ......ccoviieiiieieeeeceeen Sinus of Valsalva
A07.231.114.060.....cceiieieiiiieeeeee e Arterioles
A07.231.114.085.....cocieieiiiercceeee e Axillary Artery
A07.231.114.106.....ceeieieeeeeeeee e Basilar Artery
A07.231.114.139. i Brachial Artery

A07.231. 114145 oo Brachiocephalic Trunk
A07.231.114.158.....ociieieeeeee Bronchial Arteries
A07.231.114.186.....eoeiiiiiiiiceeeee Carotid Arteries
A07.231.114.186.200........ccoiiiiiieieiieeee e Carotid Artery, Common
A07.231.114.186.200.210.....ccueiueierieeieieieie e Carotid Artery, External
A07.231.114.186.200.230......cccvveireeiieiieeiie e Carotid Artery, Internal
A07.231.114.186.456.......cceeeeeieeciec e Carotid Sinus
A07.231.114.207 .o Celiac Artery
A07.231.114.228.....cociiiiiceee Cerebral Arteries
A07.231.114.228.100.....c..ceieiiiiieieeseeee e Anterior Cerebral Artery
A07.231.114.228.357 .o Circle of Willis
A07.231.114.228.550.....c..ceiiiiiiieieiieeee e Middle Cerebral Artery
A07.231.114.228.700........ceeeieieeiieeeiiiee e Posterior Cerebral Artery
A07.231.114.228.868........cccevieeeiiieeeiiieeeiieeeens Temporal Arteries
A07.231.114.248..c.ccieeeeee e Ciliary Arteries
A07.231.114.269......cciiiiiiiieeeeeee Coronary Vessels
A07.231.114.330. ... Epigastric Arteries
A07.231.114.357 e Femoral Artery

A07.231. 114379 Gastroepiploic Artery
A07.231.114.407 .o Hepatic Artery
A07.231.114.444 ..o lliac Artery

A07.231.114.523 ..o Maxillary Artery
A07.231.114.545. .o Meningeal Arteries
A07.231.114.565......ccoiieeeeeeeeeeceeee Mesenteric Arteries
A07.231.114.565.510........ccccoeiiiiii L Mesenteric Artery, Inferior
A07.231.114.565.755.....ceiiiiiieieeceee e Mesenteric Artery, Superior
A07.231.114.622..c.cceiieeeeeee e Ophthalmic Artery
A07.231.114.681 ..o Popliteal Artery

A07.231. 114715 e Pulmonary Artery
A07.231.114.740 ..o Radial Artery
A07.231.114.745. oo Renal Artery

A07.231.114.765......oeieeiiiiieeeeee Retinal Artery
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A07.231.114.814 .o Splenic Artery
A07.231.114.839..cciiiceeeeee e Subclavian Artery
A07.231.114.891 .o Thoracic Arteries
A07.231.114.891.525. ..o Mammary Arteries
A07.231.114.895.....coiiiiiiiiicceee e Tibial Arteries
A07.231.114.920.....coiiieiiieeeeee e Ulnar Artery
A07.231.114.929.....ccoiiiiieeeeee Umbilical Arteries
A07.231. 114940, Uterine Artery
A07.231.114.955....oooiiiiiieee Vertebral Artery
A07.231.467 ..o Microvessels
A07.231.461.080.....c.cciririirinreiceeececeee Arterioles
A07.231.461.085......ccciiiiiiiiiiciee Arteriovenous Anastomosis
A07.231.461.165...cccuiieeeieeeee e Capillaries
A07.231.461.920.....ccciiiiiiiiiieeeeeee e Venules

A07.231.611 e Retinal Vessels
A07.231.611.647 .o Retinal Artery
A07.231.611.773 e Retinal Vein
A07.231.700.....cccieiiiiiiiiiee e Tunica Intima
A07.231.700.500.......ccccveiieiiieeeeeeee Endothelium, Vascular
A07.231.700.750.....cceeieieieeeieeeeeee e Pericytes
A07.231.733.eeee e Tunica Media
A07.231.733.500........ccccciiiiiiiiiiiil Muscle, Smooth, Vascular
A07.231.765......cciiiiiiieeiiieeeeee Vasa Nervorum
A07.231.836.....cceieiiiiiieee e Vasa Vasorum
A07.231.908......cciiiiiiiiiirieceeene Veins

A07.231.908.077 ..o Axillary Vein
A07.231.908.106......cccuriereeiiieiieiieeiee e Azygos Vein
A07.231.908.130...cccuueeeeiiiieeiiee e Brachiocephalic Veins
A07.231.908.155......cciiieiieeceeeee e Cerebral Veins
A07.231.908.194 ... Coronary Vessels
A07.231.908.194.500........ccciiiiiieieeiieeiee e Coronary Sinus
A07.231.908.224.......ccoiiiiiiiiceee Cranial Sinuses
A07.231.908.224.334......coiiieiieeeeeeee Cavernous Sinus
A07.231.908.224.667 ........eeeeeeeaeiiieeiieee e Superior Sagittal Sinus
A07.231.908.224.833......c.cocoeeeiieeeeeeeeee Transverse Sinuses
A07.231.908.314.....ooiiiiiiiiieieeiee e Femoral Vein
A07.231.908.380......c.ccceeeiireeiiieeiiieeesieeeens Hepatic Veins
A07.231.908.427 ... lliac Vein
A07.231.908.498........ccviiieiiiiiieeeeeee e Jugular Veins
A07.231.908.641 ..o Popliteal Vein

A07.231.908.670......cccviiriiiiiiiieiieeiee e Portal System
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A07.231.908.670.385........coccveeiieeeeeeceeeen Mesenteric Veins
A07.231.908.670.567....c.ccveueeeieieieieieeie e Portal Vein
A07.231.908.670.730.....c.ccvruriririeieeeeeneerieniene Splenic Vein
A07.231.908.670.874....c.ocuiieiiieieeieeee e Umbilical Veins
A07.231.908.713..ceieeeee e Pulmonary Veins
A07.231.908.752.....cuiieieieieeieeeee e Renal Veins
A07.231.908.783.....coeieiiiiiiererceeee e Retinal Vein
A07.231.908.819...cuuiiiiiiiieiiee e Saphenous Vein
A07.231.908.877 ..o Subclavian Vein
A07.231.908.949......ccciiiiiiiiiceee Venae Cavae
A07.231.908.949.648..........ccoevviiieeeeeceeene Vena Cava, Inferior
A07.231.908.949.815........cccooiiiiiii Vena Cava, Superior
A07.231.908.950.......cccccveiiiieieeeeeeene Venous Valves
A07.231.908.952.....c.cciiiiieiiieeeeee e Venules
AO07.500........ccciiiiiiiiiiii Glomerular Filtration Barrier
AO7.541 o Heart

A07.541.207 ..o Endocardium
AQ7.541.278...coiiiieieieeeeee Fetal Heart
A07.541.278.395......cciiieiieeceeee Ductus Arteriosus
A07.541.278.930.....cccccuiiiiiiiiiiceiieeeee Truncus Arteriosus
A07.541.358...c.cciiiiiiiiiiiiceeene Heart Atria
A07.541.358.100.......cceeiiiiieeiiiae e Atrial Appendage
A07.541.409.....cccoiiiiiiiiiiiee e Heart Conduction System
A07.541.409.147 ..o Atrioventricular Node
A07.541.409.273..c.ccviiiiiiiiieceeee e Bundle of His
A07.541.409.683.....ccciiiiiiiiieeeee e Purkinje Fibers
A07.541.409.819.....ccciiiiiiieceee e Sinoatrial Node
AO07.541.459...cciiiiii e Heart Septum
A07.541.459.249........ccooiireeeee e Atrial Septum
A07.541.459.374 ..o Endocardial Cushions
A07.541.459.500.......cccccviiiiiiiiieieieeen Foramen Ovale
A07.541.459.750........cciiiiiieiieeiieeeeiee e Ventricular Septum
A07.541.510..cccccciiiiiiieieeee e Heart Valves
A07.541.510. 110 0o Aortic Valve
A07.541.510.240.....cccciiiiiiieeeeeeee e Chordae Tendineae
A07.541.510.507 .....cveiiiiiiiieeeeee e Mitral Valve
A07.541.510.619..ccoiiiiiiiiiiieice e Papillary Muscles
A07.541.510.738..cccieiieeiieeie e Pulmonary Valve
A07.541.510.893......cceiiiiieeeee e Tricuspid Valve
A07.541.560......cccciiiiiiiiiiiiciee Heart Ventricles

A07.541.704.....cccoiiiiiiiee e Myocardium
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A07.541.704.500......ccccemiiiiiiiiieiieeieaiene Myoblasts, Cardiac
A07.541.704.570...cccuiiiiiieiie e Myocytes, Cardiac
A07.541.704.750......cccciaiiiiiieiieeiee e Papillary Muscles

A07.541.795. ... Pericardium
A07.541.795.500........ccciimiiinrinrieeesene s Pericardial Fluid

ADB...ieiee e Nervous System

ADB.ABB......eeeeieiiieiieee e Central Nervous System

A08.186.211 ... Brain

A08.186.211.035......cceiiieiieeeceee e Blood-Brain Barrier
A08.186.211.132.ceeeeeeeeeee e Brain Stem
A08.186.211.132.659........ceeiiiieeciiieeciieeeee e Mesencephalon
A08.186.211.132.659.413.....cuiiiiiiieieeee e Cerebral Peduncle
A08.186.211.132.659.413.437.....ooveiiiiieieeee e Cerebral Crus
A08.186.211.132.659.413.656.......cccerieieeieieiieieieeiena Substantia Nigra
A08.186.211.132.659.413.656.249.........ceevivieeeiiieeeiiee e Pars Compacta
A08.186.211.132.659.413.656.500........ccccrerieieiiaiiiiiieceeene Pars Reticulata
A08.186.211.132.659.413.875....cccuveiiiiiiiiieeeeeeee Tegmentum Mesencephali
A08.186.211.132.659.413.875.187....ccuvriiiiiieieeeieeeeee Cerebral Aqueduct
A08.186.211.132.659.413.875.284........occviiieiiieeieeeeee Midbrain Reticular Formation
A08.186.211.132.659.413.875.284.500........ccceiireeiiiiieaiiiaeeiieeeas Pedunculopontine Tegmental Nucleus
A08.186.211.132.659.413.875.381..ccccvvieeiiiieeieie e Oculomotor Nuclear Complex
A08.186.211.132.659.413.875.381.500.......cc0ciueremerierienieieeeeeeieees Edinger-Westphal Nucleus
A08.186.211.132.659.413.875.595......cciiiiiiiiieieceeeeee Periaqueductal Gray
A08.186.211.132.659.413.875.618.....ccoeiiiiiiiieeceeeee Raphe Nuclei
A08.186.211.132.659.413.875.618.249........coeeviieeeiiieeeee e Dorsal Raphe Nucleus
A08.186.211.132.659.413.875.618.436.......ccuciveeeeiiieaieieieeeiees Interpeduncular Nucleus
A08.186.211.132.659.413.875.618.624.......cccoveviiiiiiiiceee Midbrain Raphe Nuclei
A08.186.211.132.659.413.875.642.....ccceiiriiieieiieeee Red Nucleus
A08.186.211.132.659.413.875.820......ccceiiiiiiiiiiecieeieeece Ventral Tegmental Area
A08.186.211.132.659.473.....ccuiiiiiiiieeeee e Locus Coeruleus
A08.186.211.132.659.800........ccceiveeeiiieeeiieeeeiiee s Tectum Mesencephali
A08.186.211.132.659.800.407 ......ccueiverieeeieieiieeeieseeenas Inferior Colliculi
A08.186.211.132.659.800.611.....ccveiviiiiiiieieeeeeeene Posterior Cerebellar Commissure
A08.186.211.132.659.800.662.......c.ccervereeieieieiiiierieienas Pretectal Region
A08.186.211.132.659.800.713....ccveeiiiiieiiiee e Subcommissural Organ
A08.186.211.132.659.800.816......ccueeverveerieieiieicierieienas Superior Colliculi
A08.186.211.132. 772 Reticular Formation
A08.186.211.132.772.322....ccciiiiiieieec e Midbrain Reticular Formation
A08.186.211.132.772.322.500.......0ceiviiieiiiieiieeeeseeee Pedunculopontine Tegmental Nucleus
A08.186.211.132.772.646........ceeiiiieaiiiieeiee e Respiratory Center

A08.186.211.132.810....cccueieiieeeeiiee e Rhombencephalon
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A08.186.211.132.810.428........ceeeieeeiiieeeceee e Metencephalon
A08.186.211.132.810.428.200.......cceerueierieeierieeeiesieeena Cerebellum
A08.186.211.132.810.428.200.212.....c.coccviiieriiieeiecee i Cerebellar Cortex
A08.186.211.132.810.428.200.212.299.......ccueiieeeeeieaieeee e Cerebellar Vermis
A08.186.211.132.810.428.200.212.600..........ccveverireireirieeeeerienes Purkinje Cells
A08.186.211.132.810.428.200.337 .....ccverveieienieiiaieaeeieeeeeieae Cerebellar Nuclei
A08.186.211.132.810.428.200.462......c.c.ceeivviirieieeiieeieeeeen Cerebellopontine Angle
A08.186.211.132.810.428.600.......cccerereerieienieieieieeienas Pons
A08.186.211.132.810.428.600.067......cc.eeeririrriaieeirieieeeeens Barrington's Nucleus
A08.186.211.132.810.428.600.135.....cceiuireeeieiieieieeeeee Cochlear Nucleus
A08.186.211.132.810.428.600.392........cccviiveriiieeeieceeieeeens Kolliker-Fuse Nucleus
A08.186.211.132.810.428.600.521.....ccueiuirieieieiieicieeeee Middle Cerebellar Peduncle
A08.186.211.132.810.428.600.650.........ccerurirrieiiiiiienieenieene Pontine Tegmentum
A08.186.211.132.810.428.600.650.249.......ccoeiveeiriiieieeeeeeiee Abducens Nucleus
A08.186.211.132.810.428.600.650.374.......ccocoveuriiiiiieieecieieiees Facial Nucleus
A08.186.211.132.810.428.600.650.437 .......crveieeeiieaieaieseeeeeieees Locus Coeruleus
A08.186.211.132.810.428.600.650.500.........ccerveeiriiiieieiieieeienns Parabrachial Nucleus
A08.186.211.132.810.428.600.650.562.........c.ccveveurieiiieiieieeeieiene Raphe Nuclei
A08.186.211.132.810.428.600.650.562.500.........cceviermeeiiieiiiiieeieenne Nucleus Raphe Magnus
A08.186.211.132.810.428.600.650.625.........c.coveveueeieiieiieieeeeeienes Superior Olivary Complex
A08.186.211.132.810.428.600.650.687.......ccocoveuviurieiiieiiecieieiee Trapezoid Body
A08.186.211.132.810.428.600.650.718.......ccveieeeiaieaieaieieieeeeieees Trigeminal Motor Nucleus
A08.186.211.132.810.428.600.650.750........cccoveiiieriiiieeiiieieeienn Trigeminal Nucleus, Spinal
A08.186.211.132.810.428.600.800........ccerueeerierraiiieeieieeaeene Vestibular Nuclei
A08.186.211.132.810.428.600.800.800.........ccerrveerririeerieiieireeinnns Vestibular Nucleus, Lateral
A08.186.211.132.810.597..iiiiiiieeeiieeeee e Myelencephalon
A08.186.211.132.810.591.500.......c0rererreeieieiiriinienieeenas Medulla Oblongata
A08.186.211.132.810.591.500.286........ccuerveeerierraiiiieieieeaiene Area Postrema
A08.186.211.132.810.591.500.574........ooviriiiiiiiircreeee Olivary Nucleus
A08.186.211.132.810.591.500.662........ccoerveierieiiaiiieiieiceeiene Raphe Nuclei
A08.186.211.132.810.591.500.662.436.........ccecevveeeirireeiiieeeeiieaenns Nucleus Raphe Obscurus
A08.186.211.132.810.591.500.662.624..........ccoeveueiiiiiiieieieiee Nucleus Raphe Pallidus
A08.186.211.132.810.591.500.750......cceeerieirrieiieiieeieeseen Solitary Nucleus
A08.186.211.132.810.591.500.875.....ccererieeienieieieieeeee Trigeminal Nucleus, Spinal
A08.186.211.132.810.591.500.875.500.......ccccverrieiieiiieiiieieeiennn Trigeminal Caudal Nucleus
A08.186.211.132.810.753......oeiiiiieeeiiieeeee e Tectospinal Fibers
A08.186.211.132.931 ..ot Trigeminal Nuclei
A08.186.211.132.931.459.......oiiiiiiiiiiieeee e Trigeminal Motor Nucleus
A08.186.211.132.931.920......cccuiiiiieiieiieeie e Trigeminal Nucleus, Spinal
A08.186.211.132.931.920.927 ......oouiiiiiiiieieieieeeee e Trigeminal Caudal Nucleus

A08.186.211.168.....ceeieiiiiiiiiieeeeeee e Gray Matter
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A08.186.211.204.......coviieiiiircrceee e White Matter
A08.186.211.276.....coeceeeieiiieiceieeeee Cerebral Ventricles

A08.186.211.276.187 ... Cerebral Aqueduct
A08.186.211.276.298........ceeueeieeiieeeeee e Choroid Plexus
A08.186.211.276.460........ccoviiiiiiieiiieie e Ependyma
A08.186.211.276.500.......cceuereeeeeeieieieeieeieeieeas Fourth Ventricle
A08.186.211.276.650........c.ccveeiirieeieeceeen Lateral Ventricles

A08.186.211.276.814 ... Septum Pellucidum
A08.186.211.276.840.......coeeiririiieeieieicrcee Third Ventricle

A08.186.211.464 ..o Limbic System
A08.186.211.464.090.......c.c0ccorvimrieiecieiniineriene Amygdala
A08.186.211.464.090.500........ccciirieaiiiieaiiieeaiiee s Basolateral Nuclear Complex
A08.186.211.464.090.750.......cccemrieiieiieeiienieeieeeas Central Amygdaloid Nucleus
A08.186.211.464.090.875.......oceiiiiieaiiieeeiie e Corticomedial Nuclear Complex
A08.186.211.464.090.875.500........cccviiriiiiieiieaieenieee Periamygdaloid Cortex
A08.186.211.464.200.......ccccoeiuerieieieieiieieeeeieeas Epithalamus
A08.186.211.464.200.360........ccccrvirmeeeieiiiiiareirens Habenula
A08.186.211.464.200.680........ccerverieienieiaiiaiesienieins Pineal Gland
A08.186.211.464.405........cccoieeeeieeecie e Hippocampus
A08.186.211.464.405.099........cciiiiiiiiiiieiiiie e CA1 Region, Hippocampal
A08.186.211.464.405.149........cccoiiieeiieeecee e CAZ2 Region, Hippocampal
A08.186.211.464.405.174....ceveiiiieieeeee e CA3 Region, Hippocampal
A08.186.211.464.405.200.......ccccemviiiieiieiiieiieeieenns Dentate Gyrus
A08.186.211.464.405.200.500........cceiuereaiiiiaaiieeaiieeeaies Mossy Fibers, Hippocampal
A08.186.211.464.405.600........ccccoirmirieieiriiriarerenns Fornix, Brain

A08.186.211.464.497 ... Hypothalamus
A08.186.211.464.497.300.......ccccemiiieiieiiieiie e Hypothalamic Area, Lateral
A08.186.211.464.497.342........coiiiieiieeeie e Hypothalamus, Anterior
A08.186.211.464.497.342.063........cocvieriiiiieieeeeeeee Anterior Hypothalamic Nucleus
A08.186.211.464.497.342.231..cceieeeiieeeee s Organum Vasculosum
A08.186.211.464.497.342.400........cccoiiiiiiiieiieeieeseeee Paraventricular Hypothalamic Nucleus
A08.186.211.464.497.342.450.......ccocoeiiieieieieieeeeene Preoptic Area
A08.186.211.464.497.342.625........cccccvveeeiieeeeieeeeeeee s Suprachiasmatic Nucleus
A08.186.211.464.497.342.650.......cccceieieieieieieeeeiena Supraoptic Nucleus
A08.186.211.464.497.352......cociriiiiieiiieiiiereeeees Hypothalamus, Middle
A08.186.211.464.497.352.081......evieiiiiieiiiie e Arcuate Nucleus of Hypothalamus
A08.186.211.464.497.352.270....cccuviiiiiiiiiiiecie e Dorsomedial Hypothalamic Nucleus
A08.186.211.464.497.352.435.......ooiiiiiiaiiiiieeee s Hypothalamo-Hypophyseal System
A08.186.211.464.497.352.435.249.......cciiiiiiiiiiiecee Median Eminence
A08.186.211.464.497.352.435.500........cccierieienriiieiieeeeeieae Pituitary Gland

A08.186.211.464.497.352.435.500.500........cccccviriiririiricicie, Pituitary Gland, Anterior
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A08.186.211.464.497.352.435.500.500.500.........cc0emrereiriirieieinineanns Corticotrophs
A08.186.211.464.497.352.435.500.500.750......ccocoeeuerieiierierieiieieiaieaneas Gonadotrophs
A08.186.211.464.497.352.435.500.500.812......cc0cvemriririirieieieinieanns Lactotrophs
A08.186.211.464.497.352.435.500.500.937......cuceiuerieiieieieieieeaieias Somatotrophs
A08.186.211.464.497.352.435.500.500.968.........ccoccvrrriiriiriieininianns Thyrotrophs
A08.186.211.464.497.352.435.500.750.......ccciueeeeiiaieaieieeieeeienes Pituitary Gland, Intermediate
A08.186.211.464.497.352.435.500.750.500.........ccvemrereiriirieieieineanns Melanotrophs
A08.186.211.464.497.352.435.500.875.......ccueiieeeeiiaieiieieeieeeiees Pituitary Gland, Posterior
A08.186.211.464.497.352.870......ccccciieeiiieiieeeeeeene Tuber Cinereum
A08.186.211.464.497.352.953.......ooiiiiieiiiie e Ventromedial Hypothalamic Nucleus
A08.186.211.464.497.362......ccceiirieiieiieeiie e Hypothalamus, Posterior
A08.186.211.464.497.362.500.......cccerereerieieieiiniesieneeneas Mammillary Bodies
A08.186.211.464.590.......cocceiviririeeieiniinenenes Limbic Lobe
A08.186.211.464.590.500........cccemerueeeieieiiaiesieeieens Gyrus Cinguli
A08.186.211.464.590.750........ccceiiiieeiiieeeiieeeeiiee s Parahippocampal Gyrus
A08.186.211.464.590.750.225.......coceiieieeieeieieieeieeenas Entorhinal Cortex
A08.186.211.464.590.750.612....ccueeiiiiiiiiiieieeeeeee Periamygdaloid Cortex
A08.186.211.464.699.......ccociiiieiieiceee e Olfactory Pathways
A08.186.211.464.710........cceiiieeeiiiee e Parahippocampal Gyrus
A08.186.211.464.710.225......coooiiiiiieieiee e Entorhinal Cortex
A08.186.211.464.710.612.....ccoiiiiiiiiiieieee e Periamygdaloid Cortex
A08.186.211.464.730.......cceeueieeieieieieeeeee e Perforant Pathway
A08.186.211.464.750........cccoeieeeiieeeiieeeiieeeenns Septum of Brain
A08.186.211.464.750.800........cccerereeieieiaiaieaieieins Septal Nuclei
A08.186.211.464.750.900........cccocireeeiiieeeiieeeeiiee s Septum Pellucidum
A08.186.211.464.820........ccccuiiiiiiiiiiiccee Substantia Innominata
A08.186.211.730...cccueeeeeiereeiee e Prosencephalon

A08.186.211.730.317 ..o Diencephalon
A08.186.211.730.317.200........ccctreirieieieiecireererens Epithalamus
A08.186.211.730.317.200.360......ccueevereeerieienieieeieneeieneas Habenula
A08.186.211.730.317.200.620.......ccrerereeeeieiirinicnieienas Pineal Gland
A08.186.211.730.317.357 ..o Hypothalamus
A08.186.211.730.317.357.300.....cc0ceiiiiieiiieie e Hypothalamic Area, Lateral
A08.186.211.730.317.357.342......ooeiiieeiieeeee s Hypothalamus, Anterior
A08.186.211.730.317.357.342.063......cceeeieiirieiieeeeeee e Anterior Hypothalamic Nucleus
A08.186.211.730.317.357.342.315. ..ot Organum Vasculosum
A08.186.211.730.317.357.342.400......ccccceieiiiieieiieeieeeee Paraventricular Hypothalamic Nucleus
A08.186.211.730.317.357.342.450.....cccctieeiiieeieeeeeee Preoptic Area
A08.186.211.730.317.357.342.625........ooviiieeecieeecee e Suprachiasmatic Nucleus
A08.186.211.730.317.357.342.650.......00cereeenieiieiiaieieeeee Supraoptic Nucleus

A08.186.211.730.317.357.352......ccccciiiiiiciciccccee Hypothalamus, Middle
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A08.186.211.730.317.357.352.081.....ceiuiiiiiiiiieieeeeeee e Arcuate Nucleus of Hypothalamus
A08.186.211.730.317.357.352.270....ccuveeiiiieeeiiiee e Dorsomedial Hypothalamic Nucleus
A08.186.211.730.317.357.352.435....ccciiiiiiiiieeceee Hypothalamo-Hypophyseal System
A08.186.211.730.317.357.352.435.249.......cceieiiieeeee e Median Eminence
A08.186.211.730.317.357.352.435.500.......cc0cccveriiiiriiriecieinienes Pituitary Gland
A08.186.211.730.317.357.352.435.500.500.........ccueuerierierierieieieiaieaneas Pituitary Gland, Anterior
A08.186.211.730.317.357.352.435.500.500.500........c0ccverrrrnieireieinininnienne Corticotrophs
A08.186.211.730.317.357.352.435.500.500.750.......cc0coveuerreaieieriieieieienieens Gonadotrophs
A08.186.211.730.317.357.352.435.500.500.812.......ccvcviurieenieiiiieieireniee Lactotrophs
A08.186.211.730.317.357.352.435.500.500.937 .......coveieuiiieiieiieieeeeeie e Somatotrophs
A08.186.211.730.317.357.352.435.500.500.968..........c.ccverrrrrierieeeinirinienes Thyrotrophs
A08.186.211.730.317.357.352.435.500.750......cceeoveuerieieiierieieieiaieaeas Pituitary Gland, Intermediate
A08.186.211.730.317.357.352.435.500.750.500.......cc0ccvvrrrrrirrieeeiniriinienes Melanotrophs
A08.186.211.730.317.357.352.435.500.875......ccocoeeuerieieiieneiieieiaeeias Pituitary Gland, Posterior
A08.186.211.730.317.357.352.870.....cccririiriiiiiiircrceeee Tuber Cinereum
A08.186.211.730.317.357.352.953......ciiiiiiiieeeiiieeeie e Ventromedial Hypothalamic Nucleus
A08.186.211.730.317.357.362....cceeeiiiiiiiiiieeeeeeee Hypothalamus, Posterior
A08.186.211.730.317.357.362.500.......0ccereeeerieiiaiiaieieeeeeeae Mammillary Bodies
A08.186.211.730.317.578....cocuiiiiiiieieieeeeeee Optic Chiasm
A08.186.211.730.317.689.....ccueiiiiiiieieieieeie e Optic Tract
A08.186.211.730.317.800........cccereirieieieiiisieereiens Subthalamus
A08.186.211.730.317.800.240........ceiiiiiaaiiieaieeeeeees Entopeduncular Nucleus
A08.186.211.730.317.800.800........cccireeriiieiirieeereene Subthalamic Nucleus
A08.186.211.730.317.800.900.......cceereeerrieierieiieiereeena Zona Incerta
A08.186.211.730.317.826......ccecvieiiiiiieiiieieercicns Thalamus

A08.186.211.730.317.826.707 ... Thalamic Nuclei
A08.186.211.730.317.826.701.080.......c.cccviiieririeeeiecee e Anterior Thalamic Nuclei
A08.186.211.730.317.826.701.444 .....cooiiiiieeeee Geniculate Bodies
A08.186.211.730.317.826.701.460........ccceiveriiieeiiecee s Intralaminar Thalamic Nuclei
A08.186.211.730.317.826.701.485......cooiieeeieeceeeee Lateral Thalamic Nuclei
A08.186.211.730.317.826.701.485.600.........c.ccveverriiiriiriceeieiees Pulvinar
A08.186.211.730.317.826.701.490......ccoireeieieieeeeee Mediodorsal Thalamic Nucleus
A08.186.211.730.317.826.701.500........ccccrirriiriiiirereereene Midline Thalamic Nuclei
A08.186.211.730.317.826.701.700........ccereeeieieieeeieeeeae Posterior Thalamic Nuclei
A08.186.211.730.317.826.701.900........cccerereeieiiiriirerceeriee Ventral Thalamic Nuclei
A08.186.211.730.885.......ooiiiiiiiiiieeiieeeieeee Telencephalon
A08.186.211.730.885.287......ceviriiieieieiiiiieereicne Cerebrum
A08.186.211.730.885.287.249.......coiiiiiiiiieieeeeeeea Basal Ganglia
A08.186.211.730.885.287.249.152.....cccoririeiiiieieeereeeee Amygdala
A08.186.211.730.885.287.249.152.500........ceeeiireeaiiieeiieeeeiieeeas Basolateral Nuclear Complex

A08.186.211.730.885.287.249.152.750.......ccciviiiiiiiiiieeeeeeee i Central Amygdaloid Nucleus
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A08.186.211.730.885.287.249.152.875.....cc.eoveeiiieeeciie e Corticomedial Nuclear Complex
A08.186.211.730.885.287.249.152.875.500.........coveerierierierieieieiaeaneas Periamygdaloid Cortex
A08.186.211.730.885.287.249.487 ......cooerviiiiiiireeeeee Corpus Striatum
A08.186.211.730.885.287.249.487.397 .....ooveeceeeceee e Globus Pallidus
A08.186.211.730.885.287.249.487.550.......cccovcviriiiiiiceeeies Neostriatum
A08.186.211.730.885.287.249.487.550.184......c.oceeueieiiieieeeiae Caudate Nucleus
A08.186.211.730.885.287.249.487.550.484.........ccvcvviriiiiiiceiiae High Vocal Center
A08.186.211.730.885.287.249.487.550.784......ccocoeeueieiiieieieeeeea Putamen
A08.186.211.730.885.287.249.487.775.......ccveeveriiiieeeieeeieien Ventral Striatum
A08.186.211.730.885.287.249.487.775.500......ccocoeeereiiieieiieieiaieaneas Nucleus Accumbens
A08.186.211.730.885.287.249.487.775.750......ccocovirrerireicieieiaeanns Olfactory Tubercle
A08.186.211.730.885.287.249.487.775.750.500.......ccocoveuererienieiieieieeeiee Islands of Calleja
A08.186.211.730.885.287.249.880........cccevveririieeeieeeeneeens Substantia Innominata
A08.186.211.730.885.287.249.880.100.......ccocrveueeneeeeieeaieieeeeeieees Basal Nucleus of Meynert
A08.186.211.730.885.287.500........ccccereerrrieiiiieeeieeene Cerebral Cortex
A08.186.211.730.885.287.500.270.....cccerireeerieiieiiaeeieeeeieae Frontal Lobe
A08.186.211.730.885.287.500.270.548........cccoveriiiiiiiriicieeies Motor Cortex
A08.186.211.730.885.287.500.270.700.......ccocreeeerieeaeeaieieeeeeeieens Prefrontal Cortex
A08.186.211.730.885.287.500.270.700.500.........ccvemrrriirierieieieinieanns Broca Area
A08.186.211.730.885.287.500.345........cceieeieieieieeeeee Hippocampus
A08.186.211.730.885.287.500.345.099........coeeiiieeeiiie e CA1 Region, Hippocampal
A08.186.211.730.885.287.500.345.149.......ccueiiiiieiiceee e CA2 Region, Hippocampal
A08.186.211.730.885.287.500.345.174.....c.eoveeeeeecee e CA3 Region, Hippocampal
A08.186.211.730.885.287.500.345.200.......ccccoeeemraeeaeeaieieeeeeieees Dentate Gyrus
A08.186.211.730.885.287.500.345.200.500........ccccrvreeeiriieeciieeeiieeaanns Mossy Fibers, Hippocampal
A08.186.211.730.885.287.500.345.600.......cc.coereerireaieaieieieeeienes Fornix, Brain
A08.186.211.730.885.287.500.382........cccrueeeireiiiriirireeeeeiene Limbic Lobe
A08.186.211.730.885.287.500.382.500.......cc0crueueemrieeaieaieieeeeeeieees Gyrus Cinguli
A08.186.211.730.885.287.500.382.750........ccceirreeeiiireeiieeeeiieeenns Parahippocampal Gyrus
A08.186.211.730.885.287.500.382.750.225.........coeeerieieierieieeeiaienens Entorhinal Cortex
A08.186.211.730.885.287.500.382.750.612......c.ocvvrrieririiiieieieiieanias Periamygdaloid Cortex
A08.186.211.730.885.287.500.420.......0ccereeeerieiieiiieeieeeeae Neocortex
A08.186.211.730.885.287.500.571.....cceervirieiiieiiiiererceeee Occipital Lobe
A08.186.211.730.885.287.500.571.735.......coveeeeeieaieeiee e Visual Cortex
A08.186.211.730.885.287.500.620........cccrvereiriiiriirerercriene Olfactory Cortex
A08.186.211.730.885.287.500.620.374.......ccueiieeeeiiaieeeeeeeees Basal Forebrain
A08.186.211.730.885.287.500.620.374.500......ccccemvierueiiiieniieiieeneene Organum Vasculosum
A08.186.211.730.885.287.500.620.562........c.covcveurieiiieaieieieeeiee Entorhinal Cortex
A08.186.211.730.885.287.500.620.656..........ccocveurreiiriricieiiniee Olfactory Tubercle
A08.186.211.730.885.287.500.620.656.500.........ccceoereerrerierieieiaineanens Islands of Calleja

A08.186.211.730.885.287.500.620.750..........ccoocviiiririiriicincn, Piriform Cortex



2016 MeSH Tree Hierarchy

Tree location

A08.186.211.730.885.287.500.670........ccerverreiriiiiirereeeeiene Parietal Lobe
A08.186.211.730.885.287.500.670.675.......coeeiiiiiaiiiieeiieeeiieeee Somatosensory Cortex
A08.186.211.730.885.287.500.670.837.......ccveveuriiiiiiiecieeceeeeiees Wernicke Area
A08.186.211.730.885.287.500.814.....cceoiiiiiiiiiieciecee e Sensorimotor Cortex
A08.186.211.730.885.287.500.814.249.......cccoviririiiiiiceeeeie Auditory Cortex
A08.186.211.730.885.287.500.814.624.......ccocoveeieiiceieeeeee Motor Cortex
A08.186.211.730.885.287.500.814.695........ccovcuviriiieirieceeieies Olfactory Cortex
A08.186.211.730.885.287.500.814.695.249......c..coviiieiiiiieieieeaeins Basal Forebrain
A08.186.211.730.885.287.500.814.695.374......ccocovirririiieieieieiseanas Entorhinal Cortex
A08.186.211.730.885.287.500.814.695.500.........cceeueruereerierieieiaiaeneas Olfactory Tubercle
A08.186.211.730.885.287.500.814.695.500.500.........c0ccverrrrrirnreeeinireniennen Islands of Calleja
A08.186.211.730.885.287.500.814.906.........ceeivreeiiiireaiiieeaiieeeas Somatosensory Cortex
A08.186.211.730.885.287.500.814.953.......ccocoviuriiiiiieieceeeeies Visual Cortex
A08.186.211.730.885.287.500.863........ccerveeenieiraiiiieieceieae Temporal Lobe
A08.186.211.730.885.287.500.863.297.......ccocoveureriiiiieieecieeeieen Auditory Cortex
A08.186.211.730.885.287.500.863.850..........ccvcuveuriveieaieieieeeieees Wernicke Area
A08.186.211.730.885.287.750.....ccceiiiiiiiiiieiieeieeieee Olfactory Cortex
A08.186.211.730.885.287.750.374.....ccooieieeieieeeeeee Basal Forebrain
A08.186.211.730.885.287.750.562........ccccoververeiiiirirereeene Entorhinal Cortex
A08.186.211.730.885.287.750.656........cccreeeenieiieiiaieieieeeiee Olfactory Tubercle
A08.186.211.730.885.287.750.656.500..........cccveurrirniiiriecieinienes Islands of Calleja
A08.186.211.730.885.287.750.750.......0ccereeeenieiieiiaeeieeeeeieae Piriform Cortex
A08.186.211.730.885.380......ccuveireeiieiiiieiie e Diagonal Band of Broca
A08.186.211.730.885.385......cocciieiiicieieiieie e External Capsule
A08.186.211.730.885.388......c.cciriiieicieiiniiiesreees Olfactory Bulb
A08.186.211.730.885.390.......0cciiiiieaiiiieaiiie e Telencephalic Commissures
A08.186.211.730.885.390.500........cccereeririeieiieeeeieeene Anterior Cerebellar Commissure
A08.186.211.730.885.390.750.......cccereereereerieiieieienieeeneas Corpus Callosum
A08.186.211.730.885.435........cceiiieeeiiieeeieee e Internal Capsule
A08.186.211.730.885.750......cucceieeieieieieiesiesieeeene Septum of Brain
A08.186.211.730.885.750.800.......cccerereeeeririiricnienieeenas Septal Nuclei
A08.186.211.730.885.750.814.....ccueiieieieieieieceeeeeena Septum Pellucidum
A08.186.566........ccervreeiieiiiiiie e Meninges
A08.186.566.166........cceveeueaeeeeieieeeieaieens Arachnoid
A08.186.566.166.686..........cccvveerrieeeiiieeeirireennns Subarachnoid Space
A08.186.566.166.686.357........cceriiiiaaiiiieiiieeeiieees Cisterna Magna
A08.186.566.395.......c.ccveeereeeeeeeee Dura Mater
A08.186.566.395.687.....c..cueeueeeiiiiieieeee e Subdural Space
A08.186.566.731.....cvemieiiriirinrerceeeeie e Pia Mater
A08.186.854......ccueieieeieiieiiieeeeeee Spinal Cord

A08.186.854.126......c..cceeciereeiiiee e ciie e Cervical Cord
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A08.186.854.253......cccuiiiiiiiiieieee e Extrapyramidal Tracts
A08.186.854.348.....c.ccieieiiiieeee e Gray Matter
A08.186.854.443........ooeeeeeeeee e Spinal Cord Lateral Horn
A08.186.854.633........ceiiiiiieiieeeiee e Pyramidal Tracts
A08.186.854.697........eveeeiereeieee e Spinal Cord Dorsal Horn
A08.186.854.697.500........ccccviiiiiiiiiiieiie e, Posterior Horn Cells
A08.186.854.697.500.500.........ccemveiriiieiiiieieeeeene Substantia Gelatinosa
A08.186.854.729.......ceeiiiiiiiieceiee e Spinal Cord Ventral Horn
A08.186.854.729.500........c.ccvieiiieienieeceeeen Anterior Horn Cells
A08.186.854.761 ... Spinothalamic Tracts
A08.186.854.880........ccevrirrinrerieeeee e White Matter
A08.340.....ceiiiiiiieiie e Ganglia
A08.340.315....coiieeeeee e Ganglia, Autonomic
A08.340.315.300.......ceeeeiiereeiieee e Ganglia, Parasympathetic
A08.340.315.350.....ccccumieiiiiieieiieeie e Ganglia, Sympathetic
A08.340.315.350.800.......cceuererieeeieeeienienienieeas Stellate Ganglion
A08.340.315.350.850.....c.ccciiiiiiieiieiieeiee e Superior Cervical Ganglion
A08.340.352.....cccciiiiiiiii Ganglia, Invertebrate
A08.340.390.....ccueiiiiiiieieee e Ganglia, Sensory
A08.340.390.340.....cceieiereiiieeeeee e Ganglia, Spinal
A08.340.390.380.....ccccuriereeriiieieeeie e Geniculate Ganglion
A08.340.390.550........cceiiiireeiiiee e Nodose Ganglion
A08.340.390.800......cccuueereeririiiieiieeiee e Spiral Ganglion
A08.340.390.850........cceiiiireeiiiee e Trigeminal Ganglion
A08.340.685........c.ocveieeiee e Satellite Cells, Perineuronal
AOB.5TT i Nerve Net
A08.511.500......cccmeiiiieiiiiereeeeee Central Pattern Generators
AO08B.B12...ciiiie e Neural Pathways
A08.612.220.....cceeeciiiiiieieiee e Afferent Pathways
A08.612.220.110..ceceeeieieieeeeeee e Auditory Pathways
A08.612.220.640......cccuieriiiiiiiieiieeieeaiene Olfactory Pathways
A08.612.220.725......eeiieiieeee e Spinocerebellar Tracts
A08.612.220.735...ccccueeeeeiieeeee e Spinothalamic Tracts
A08.612.220.830......cccuueiiiiiiieiieiiieeeseee Visceral Afferents
A08.612.220.860......cccuveeveerieiiiieiiieieesiieene Visual Pathways
A08.612.380.......ueeeeiiiieeieee e Efferent Pathways
A08.612.380.239.....cceiiiiiiiiiiiiiiee e Extrapyramidal Tracts
A08.612.380.730....cuueeeeiieeeiieee e Pyramidal Tracts
A08.612.435....ceeieecieeeee e Internal Capsule
A08.612.492......oiiiiiiiiicee Medial Forebrain Bundle

A08.612.600........cceiiiiiieiiieie e Perforant Pathway
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A0B.B37 ..o Neuroglia

A08.637.200........ceeeiiiieeiiiae e Astrocytes

A08.637.300........ceeeiirieiiiee e Ependymoglial Cells
A08.637.400......cceieeeeeiiirieseeeeeiae Microglia
A08.637.500.......ccumiieeeeeeiiiiiiiee e Neuropil
A08.637.500.550........cccmmuiiaiiiiaeiiiee e Neuropil Threads
A08.637.600........cccemuriiiiiieiiieeieeee Oligodendroglia
A08.637.600.500........ccccierrriiriiriieeeeee s Myelin Sheath
A08.637.685........coooveiiieie e Satellite Cells, Perineuronal
A08.637.800.......ccceiiiiiiiiiieiie e Schwann Cells
A08.637.800.500........ccccrmirrinrerireirnienieeens Myelin Sheath
A08.637.800.500.550.......cccuerueieiiieiaiieienienieeas Neurilemma
A08.637.800.500.700.........cccceiiiiiiiiiiieiie e, Ranvier's Nodes
ADB.B75.....eiiiiiiiiiieeee Neurons
A08.675.100.....cccceeiieiiieiieeiee e Adrenergic Neurons
A08.675.100.500........cceimuereaiiiaeiiieeeiieeeees Adrenergic Fibers

A0B.675.127 ..o Cholinergic Neurons
A0B.675.256........coeceiiiiiiiiieic e Dendrites
A08.675.256.200......ccccceiiiiiieieeeiiiiiiiieaee e Dendritic Spines
A08.675.256.500........cccciriaiiriiiieeeeieee s Neurites
A08B.675.278.....c.eeeeiieeee e Dopaminergic Neurons
A08.675.289.......eeiiiiiiiiieeee e GABAergic Neurons
A0B.675.358.......ccceciiiiiiiii Interneurons
A08.675.358.050.......cceeiuiiiiiiiieiiieieeseee Amacrine Cells
A08.675.358.350.......cccciiiiiiiiiiiiiiiciee e Commissural Interneurons
A08.675.358.650.....c.ccueieuiiiriiiiieeeie e Renshaw Cells
A08.675.358.700......ccccceiimiiiiieeesiiiiiiieaeeeenns Retinal Bipolar Cells
A08.675.460......ccemeeeeeiiiirieieieeeeiae Lewy Bodies
A08.675.500........ccccciiiiiiiiiiiii i Mirror Neurons
A0B.675.542.....c.eiiiiiiiic e Nerve Fibers
A08.675.542.075.......ooviiiiiiiiiecieeeeeee Adrenergic Fibers
A08.675.542.075.800........ccceimiiiiiiiaiiiiieaiieeee Sympathetic Fibers, Postganglionic
A08.675.542.100......cccuiiriiiiiiiieiieeiee e Autonomic Fibers, Postganglionic
A08.675.542.100.700........ccemiieeaiiiiaaiiiee e Parasympathetic Fibers, Postganglionic
A08.675.542.100.800........ccciuiiirieiieiieeniie e Sympathetic Fibers, Postganglionic
A08.675.542.145....c.ooieeiiieeeee e Axons
A08.675.542.145.500.......cc0cvmriaririeeiiirinennene Neurites
A08.675.542.145.750........cciiiiiiiiiieiiieeeeeee Presynaptic Terminals
A08.675.542.145.750.500........cccciivieeiiireaiiieeeiieeaenns Mossy Fibers, Hippocampal
A08.675.542.234 ... Cholinergic Fibers

A08.675.542.234.060........cccomcueiiriiieiiiiieeiieeene Autonomic Fibers, Preganglionic
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A08.675.542.234.700........cccomouiiiriiieiiiiieeieeeene Parasympathetic Fibers, Postganglionic
A08.675.542.512.....cccceiiiiL Nerve Fibers, Myelinated
A08.675.542.512.560.......c.ccvmuimririicieiiriirenenas Myelin Sheath
A08.675.542.512.560.550........cccemerieieieiiiaisienieens Neurilemma
A08.675.542.512.560.700.........cccemeeiriiieiiieeieeeeene Ranvier's Nodes
A08.675.542.756........ccccooveiiiiiiiil Nerve Fibers, Unmyelinated
A08.675.575....iiiiiiiieee e Neural Analyzers
A08.675.609......ccueiieieiiiiiieieeeeeae Neurofibrils
A08.675.609.520........cccomiumiiriiiiiiiieeiiieeee Neurofibrillary Tangles
A08.675.650........ccccceeiiiiiiii Neurons, Afferent
A08.675.650.250........cueriiirinririeeeee e Hair Cells, Auditory
A08.675.650.250.250........ccccceiiiiiiiii Hair Cells, Auditory, Inner
A08.675.650.250.315....ccueiiiiiiiieeecee e Hair Cells, Auditory, Outer
A08.675.650.395.....c.ccieieiiiieeeee e Hair Cells, Vestibular
A08.675.650.675.......cccccviiiiiiiiiiiicieee Posterior Horn Cells
A08.675.650.675.800.........cccviiiiiiiiiiieiieiieee, Substantia Gelatinosa
A08.675.650.850.......ccccccviiiiiiiiiiiiiiiee Retinal Neurons
A08.675.650.850.500.........cccuviiiiiiiiniieiie e Amacrine Cells
A08.675.650.850.625.........coevvieeeieiiiiiiee e Photoreceptor Cells
A08.675.650.850.625.660........cccccuveeeiiiiaiiiiiaiiieeees Photoreceptor Cells, Invertebrate
A08.675.650.850.625.670......ccccceeiiiiiiiireeeeeiiiiiiiaeennn Photoreceptor Cells, Vertebrate
A08.675.650.850.625.670.049........cciiiiieiiiiiaiiiieeiieeeas Photoreceptor Connecting Cilium
A08.675.650.850.625.670.100........cccccvreeiirreaiieeeirieennns Retinal Cone Photoreceptor Cells
A08.675.650.850.625.670.237......eeeeiiueeeeiiiiieeiiee e Retinal Photoreceptor Cell Inner Segment
A08.675.650.850.625.670.375.....ccceiviiriiiiiieiieeieeseeee Retinal Photoreceptor Cell Outer Segment
A08.675.650.850.625.670.375.500........cccierieieiiaiieiieeeeaiene Rod Cell Outer Segment
A08.675.650.850.625.670.650.........cccemreeeiiiiiiiiiaeeeaiiiieenns Retinal Rod Photoreceptor Cells
A08.675.650.850.625.670.650.650........cccruereemieuiaiiiiiieieeaiene Rod Cell Outer Segment
A08.675.650.850.750.......ccceruimririieiriniireniene Retinal Bipolar Cells
A08.675.650.850.875........cciiiiiiiiiiieeiiieeeiee e Retinal Ganglion Cells
A08.675.650.850.937........ccoviiiiiiiii Retinal Horizontal Cells
A08.675.650.915.....uiiiiiieiie e Sensory Receptor Cells
A08.675.650.915.500........ccccmiureeiiiieeiiieeeiieeeenns Chemoreceptor Cells
A08.675.650.915.500.530.....cc0cceruerieieieiaieaieeieeieens Neuroepithelial Cells
A08.675.650.915.500.530.550.......ccrerurruereerieiiriinicnieieaas Neuroepithelial Bodies
A08.675.650.915.500.540........ccciiiieiiiiiaiiieeaiiee s Olfactory Receptor Neurons
A08.675.650.915.500.600.......c.cccemmieriieiiiaiieiiieieenns Paraganglia, Nonchromaffin
A08.675.650.915.500.600.050.......ccceruererreeeeriaiinienieeenas Aortic Bodies
A08.675.650.915.500.600.150.......cccccerirruereeieiriirenieeennas Carotid Body
A08.675.650.915.500.600.350.......cccerrererrereariaiinienieeeneas Glomus Jugulare

A08.675.650.915.500.600.360........cccviermeiriiaiieiiieniieee. Glomus Tympanicum
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A08.675.650.915.500.800........ccccrirveieieiniiriareneens Taste Buds
A08.675.650.915.750........cciiiiiiiiiiiaiiiie e Mechanoreceptors
A08.675.650.915.750.300.......ccc0emrieriieiiieiienieeieens Golgi-Mazzoni Corpuscles
A08.675.650.915.750.425......c.cooeiiiiiiieieeeese e Merkel Cells
A08.675.650.915.750.500........ccccmirueieieiniiriarerenns Muscle Spindles
A08.675.650.915.750.600........cccererueieieiniieaieieeene Neuroepithelial Cells
A08.675.650.915.750.600.350.......ccccerurrueeeiniiriirienieeenas Hair Cells, Auditory
A08.675.650.915.750.600.350.350.......0ccuerueeerieriaiiieeieieeaeeae Hair Cells, Auditory, Inner
A08.675.650.915.750.600.350.365........ccccrveieiriiiriirirereriene Hair Cells, Auditory, Outer
A08.675.650.915.750.600.675.......coceiierieieieieieieieeeneas Hair Cells, Vestibular
A08.675.650.915.750.700........cccoiireeeiireeaiiieeeiiieeannns Pacinian Corpuscles
A08.675.650.915.750.750........cciiiiieaiiiieaiiieeeiee s Pressoreceptors
A08.675.650.915.750.780......cccuveireeiiieiieeiieeieeieees Pulmonary Stretch Receptors
A08.675.650.915.875.......uoiiiiiiiiiieeeieeeeeee Nociceptors
A08.675.650.915.937......cvvviiiiieeiiee e Photoreceptor Cells
A08.675.650.915.937.650........ccciiiieiiiiieiiiieeeiee s Photoreceptor Cells, Invertebrate
A08.675.650.915.937.670........ccciiieeeiiieeeiiie e Photoreceptor Cells, Vertebrate
A08.675.650.915.937.670.049........coiiiiiiiiiiieiiieeeeees Photoreceptor Connecting Cilium
A08.675.650.915.937.670.100........ccccivreeiiireeiieeeiiieeenns Retinal Cone Photoreceptor Cells
A08.675.650.915.937.670.237 ....eeveeiiiiieeiiie e Retinal Photoreceptor Cell Inner Segment
A08.675.650.915.937.670.375....cccoeeiiiiiiiiiieieeeeeee Retinal Photoreceptor Cell Outer Segment
A08.675.650.915.937.670.375.500........cceierieieiaiiieiieceeieae Rod Cell Outer Segment
A08.675.650.915.937.670.650........cccccvvreeiiieeeiieeeiiieeanns Retinal Rod Photoreceptor Cells
A08.675.650.915.937.670.650.650........cccierieieiiaiiiiieiceaeene Rod Cell Outer Segment
A08.675.650.915.968........cccccvveiiiiieeiiieeesiieeens Thermoreceptors
A08.675.655.......cccceiiiiiii Neurons, Efferent
A08.675.655.500........cccccuiiiiiiiiiiiiiiiee Motor Neurons
A08.675.655.500.050.........cccviiiiiiiiiiieiie e, Anterior Horn Cells
A08.675.655.500.525...........ccooiviiiiii Motor Neurons, Gamma

A08.675.703 ... Neuropil
A08.675.703.550.....ccccciiiiiiiiiieeeiiiiiieeee e Neuropil Threads

A08.B75.712. e Nissl Bodies
A08B.675.748.......ooveeiiieeeeeeeee Nitrergic Neurons

A08B.B75.784 ..o Purkinje Cells

A08.675.790........oeeiiieiiiieie e Pyramidal Cells

A08.675.895.......coiiiiiiiie e Serotonergic Neurons

ADB.713. e Neurosecretory Systems
A08.713.049...iiiiiee e Circumventricular Organs
A08.713.049.500.......cccccveireeieieeieeeeen Area Postrema
A08.713.049.750......ccciiiiiiiiiiiccieeeeeee Median Eminence

A08.713.049.875.....cceiiiiiiiiiiiieeeeeee Pituitary Gland, Posterior
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A08.713.049.937 ..c.eviiiiiiiieeeeee e Subcommissural Organ
A08.713.049.968........cooiiiiieeiieeiiiee e Subfornical Organ
A08.713.100.....cueeeeeiiee e Corpora Allata
A08.713.228....ieeeeeeee e Glomus Tympanicum

A08.713.357 ..o Hypothalamo-Hypophyseal System
A08.713.357.500.......cccuiiiiiiiiiiiciiieieesee Median Eminence
A08.713.357.750.....cocieiiiiiiireeeeee e Pituitary Gland
A08.713.357.750.500.......cceuerueieieieieiieienieeieeas Pituitary Gland, Anterior
A08.713.357.750.500.500........cccemermeeeinininiearerenns Corticotrophs
A08.713.357.750.500.750......cuceeieeririieieiaieaeeaieeieens Gonadotrophs
A08.713.357.750.500.812.....ccueeuireiriiieieiniireererces Lactotrophs
A08.713.357.750.500.937 .....ceveiiiiiieeiiiee e Somatotrophs
A08.713.357.750.500.968........cccervirieiiininiiriarerenns Thyrotrophs
A08.713.357.750.750........ceiiiiiiiiieeiiieeeee e Pituitary Gland, Intermediate
A08.713.357.750.750.500........cccccireeeiiieeeiieeeeiieee s Melanotrophs
A08.713.357.750.875....c.eeeiiiieeiieeeeeeeeee Pituitary Gland, Posterior
A08.713.733..ciieeeeee Pineal Gland

A08.800........eeeeiiiieeiieie e Peripheral Nervous System
A08.800.050........cceeiirieiieieiiieeeiieeeee Autonomic Nervous System
A08.800.050.050........cceeiiereeiiiae e Autonomic Pathways
A08.800.050.050.050........cccommreeririeaiiiieeiieeeeens Autonomic Fibers, Postganglionic
A08.800.050.050.050.700........ccemiumeeaieieaaiiieeeiieeaies Parasympathetic Fibers, Postganglionic
A08.800.050.050.050.800........cccrcumreerrrreaiiireeeiieenins Sympathetic Fibers, Postganglionic
A08.800.050.050.060........cccemmereiiieeaiiieeaiieeeanes Autonomic Fibers, Preganglionic
A08.800.050.050.150.......cceerririeieciieiiniericnrenes Celiac Plexus
A08.800.050.050.275.......ceiuiiiieieieeeieeie e Facial Nerve
A08.800.050.050.337....uvvieririeeiiiieeiiiee e Glossopharyngeal Nerve
A08.800.050.050.400........cccemmeeaiiiiaaiiieeaiieeeaees Hypogastric Plexus
A08.800.050.050.500.........cccommreeririeeiiiieeieeeeene Myenteric Plexus
A08.800.050.050.650.........cccuvriiiiiiiiiieiic e Oculomotor Nerve
A08.800.050.050.800........ccummeeeeeieiiiiiiereeee s Splanchnic Nerves
A08.800.050.050.850.......cccueruereeeieeiaieeienienieeas Submucous Plexus
A08.800.050.050.925.........ccoiiiiiiiiieeiieeeeeee Vagus Nerve
A08.800.050.050.925.450........ccceimeeiiiiiaiiiieeaiieeees Laryngeal Nerves
A08.800.050.050.925.450.700........cccmcumremiirieaiieenirieennes Recurrent Laryngeal Nerve
A08.800.050.050.925.550........ccemueririeieiniaiiaieaieens Nodose Ganglion
A08.800.050.150.....ccccureereerieieiieiie e Enteric Nervous System
A08.800.050.150.500.......cuceuerueeeeeeeeeienienieneeeas Myenteric Plexus
A08.800.050.150.750......cccccveeeiieieiieieceeeene Submucous Plexus
A08.800.050.300........cccceiiiiiiiiiiiiiiiiie Ganglia, Autonomic

A08.800.050.300.250........cccommreeririeeiiiieniieeeene Ganglia, Parasympathetic
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A08.800.050.300.300......c..ccmiureririeiieiieeniee e Ganglia, Sympathetic
A08.800.050.300.300.800........ccemueeeienieriaieaieaienieens Stellate Ganglion
A08.800.050.300.300.850......ccuuemureeriiaiiieeieeiieeieeenns Superior Cervical Ganglion
A08.800.050.600........cceemuereaiiiaeiiieea e Parasympathetic Nervous System
A08.800.050.600.149.......coeiiririeiieieeecreee Facial Nerve
A08.800.050.600.300........cccemmeaeiireaaiiieeaiieeeaees Ganglia, Parasympathetic
A08.800.050.600.387.......oeeeriirreeriiieeiiiieeiieeeeie Glossopharyngeal Nerve
A08.800.050.600.475........ccoiuiiiiiiieiiieie e Oculomotor Nerve
A08.800.050.600.650.........ccocvreeririeaiiiieniieeeene Parasympathetic Fibers, Postganglionic
A08.800.050.600.825.......ccccerueieieieieiieiene e Vagus Nerve
A08.800.050.600.825.450.........ccocvreeiirieaiiiieiiieenns Laryngeal Nerves
A08.800.050.600.825.450.700........ccemureeaiireaaiieeaiieeeaiees Recurrent Laryngeal Nerve
A08.800.050.600.825.550.........cccrcumieeiirieiiiiieiiieenns Nodose Ganglion
A08.800.050.800........cceemuereeiieaeiiieeanieeeaes Sympathetic Nervous System
A08.800.050.800.300........cccmureririeieeiieeniee e Ganglia, Sympathetic
A08.800.050.800.300.800........ccemuerurirmeerinieaieaienieens Stellate Ganglion
A08.800.050.800.300.850......cccuemmreemieeiiieeiienieeieenns Superior Cervical Ganglion
A08.800.050.800.800........cccemmeeeiireaaiiieeaiieeaanees Splanchnic Nerves
A08.800.050.800.900.........cccommreeririeeiiiieeiieeeeens Vasomotor System
A08.800.050.800.900.700.......cccemiureeeiireeaiieeaeiieeanes Pressoreceptors
A08.800.350.....c..ceeiieiiieiieeiee e Ganglia, Sensory
A08.800.350.340.....c.ccieieiiiiieeieeeeee e Ganglia, Spinal
A08.800.350.380.....ccccuuiereeririeiieiie e Geniculate Ganglion
A08.800.350.550........cceimiireeiiiae e iieeeaas Nodose Ganglion
A08.800.350.800......cccuuimreerieiaiieiieeieeniieene Spiral Ganglion
A08.800.350.850........ccemmieraaiiiaeiiiee e Trigeminal Ganglion
A08.800.550........cccemiriiiiiieiiiee e Nerve Endings
A08.800.550.550.......ccueiiiiiiiiiieiiieiee e Neuroeffector Junction
A08.800.550.550.550.........cccceeiiriiiiiiiiiiciiee Neuromuscular Junction
A08.800.550.550.550.500........cccmuermrrieieniniiaieaienieens Motor Endplate
A08.800.800.......ccumeeeeeeeeieiiiiieee e Peripheral Nerves
A08.800.800.060........cceemuereeiriaeiiieaaiieeeans Autonomic Pathways
A08.800.800.060.050........cccommreeririeaiiiieniieeeene Autonomic Fibers, Postganglionic
A08.800.800.060.050.700........cccmiumeeaiiireaiieeeaiieeanes Parasympathetic Fibers, Postganglionic
A08.800.800.060.050.800.........cccrmumremririeaiiirenirieenins Sympathetic Fibers, Postganglionic
A08.800.800.060.060........cccemuereiiieaaiiieeaiieeaanes Autonomic Fibers, Preganglionic
A08.800.800.060.150.......ccerrririeieeieiiriericnrenes Celiac Plexus
A08.800.800.060.275.......ccceuereeieeeeeieieeienienieeas Facial Nerve
A08.800.800.060.337......cuvverirreeriiieeiiiee e Glossopharyngeal Nerve
A08.800.800.060.400........cccemmereiiieaaiiieeaiieeeaees Hypogastric Plexus

A08.800.800.060.500..........ccommreeririeaiiiieniieeeene Myenteric Plexus
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A08.800.800.060.650...........ccoevvriiiiiiiiiiriieeen, Oculomotor Nerve
A08.800.800.060.800........cccemmereiireaaiiieaaiieeaanees Splanchnic Nerves
A08.800.800.060.840..........ccoeviiiiiiiiiiiiriiee, Submucous Plexus
A08.800.800.060.920.......cceeruereieeeiieienienienieneas Vagus Nerve
A08.800.800.060.920.450........cccrimreimirieaiiieeiiieenns Laryngeal Nerves
A08.800.800.060.920.450.700........ccmiureeaiireaaiieeaiieeeaaees Recurrent Laryngeal Nerve
A08.800.800.060.920.550.........cccriumieeririeaiiieeeiieenns Nodose Ganglion
A08.800.800.090.......cceemriiriiiiieiiieieesiee Blood-Nerve Barrier
A08.800.800.120......ccccoeeeereeieieeieeeeeene Cranial Nerves
A08.800.800.120.030.....c.ccueeuereeeeeeieieeieeienieneeea Abducens Nerve
A08.800.800.120.060........cccvrirrieieeiieeiie e Accessory Nerve
A08.800.800.120.250.......ceeuereeeeeeeeieieeienienieeas Facial Nerve
A08.800.800.120.250.120......ccueerureeriieiieeiee e Chorda Tympani Nerve
A08.800.800.120.250.280.......cccemureeaiiieeaiieeeeiiee s Geniculate Ganglion
A08.800.800.120.290......c..eeiiiiiiieiieiieeniee e Glossopharyngeal Nerve
A08.800.800.120.330.......ueeeeiieeeiiieeeiieeeeieee s Hypoglossal Nerve
A08.800.800.120.600........c.cceeveereeeeieeieieeeenene Oculomotor Nerve
A08.800.800.120.640.......cceueruerireeieieiinieneeienea Olfactory Nerve
A08.800.800.120.680.......c.ccuerverieiieiieiirienienienes Optic Nerve
A08.800.800.120.680.600........ccceeerueiemieriniiiieaieieeens Optic Chiasm
A08.800.800.120.680.660.........ccrverueieieiiriiiriarerenns Optic Disk
A08.800.800.120.760........ccemireaaiiieeaiiieeaiieeeees Trigeminal Nerve
A08.800.800.120.760.500........cccervermereeieiiniiriarerenens Mandibular Nerve
A08.800.800.120.760.500.450.......c.cccerrererrieeaniaiinienieeeneas Lingual Nerve
A08.800.800.120.760.550........ccceruerueieieiniiiriarenrenns Maxillary Nerve
A08.800.800.120.760.650........cceruererienieiaieieeaienieens Ophthalmic Nerve
A08.800.800.120.760.825.......ccoeeirieiieiiieiie s Trigeminal Ganglion
A08.800.800.120.800........ccccureiiiiiieiiieiee e Trochlear Nerve
A08.800.800.120.900........cceiuieirieieeiieeniee e Vagus Nerve
A08.800.800.120.900.450........cceiiureeaiiiieaiiieeeiieeeies Laryngeal Nerves
A08.800.800.120.900.450.700........cccmierrririieiieaieesieeee Recurrent Laryngeal Nerve
A08.800.800.120.900.550........ccerurreeienieriaieaieaienieens Nodose Ganglion
A08.800.800.120.910......ccoerieeiiieieneeeeceeeene Vestibulocochlear Nerve
A08.800.800.120.910.120.....ccueeeeierieieieieie e Cochlear Nerve
A08.800.800.120.910.120.800.......ccrervreeeerreiiriirienreeenas Spiral Ganglion
A08.800.800.120.910.900........ccerueririeieinieieesienieens Vestibular Nerve
A08.800.800.690.......c.ccceeveireieieieeeeen Schwann Cells
A08.800.800.690.500.......c.ceueruereeeeeierenienienieneas Myelin Sheath
A08.800.800.690.500.550........ccccruemeeeieiiniiniiarennenns Neurilemma
A08.800.800.690.500.700........cccemuerereeieiaieaieaienieens Ranvier's Nodes

A08.800.800.720.....cccceeeiiiiiiieeeeiiiiiieeaee e Spinal Nerves
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A08.800.800.720.050.......cccerririeiieieiinierieniene Brachial Plexus
A08.800.800.720.050.500........cccemererieieririeaieaienieens Median Nerve
A08.800.800.720.050.540........cccccuiiiiiiiiiiiiiiiieiees Musculocutaneous Nerve
A08.800.800.720.050.700........cccereeeieieiaieaieaieeieens Radial Nerve
A08.800.800.720.050.850........cceruermemieiieiiniiirearenneees Ulnar Nerve
A08.800.800.720.150....c..cueeuereeeeeeieieieeienienieeas Cervical Plexus
A08.800.800.720.150.700........cccemermeeeieiriirearereens Phrenic Nerve
A08.800.800.720.450........ccociiiiiiieiiiee e Lumbosacral Plexus
A08.800.800.720.450.250........cccemuirmeieieiniiiriarerenens Femoral Nerve
A08.800.800.720.450.600........cccemerurieieiaiiaieaienieens Obturator Nerve
A08.800.800.720.450.680........ccccrvermeieieiiniiiriarerenens Pudendal Nerve
A08.800.800.720.450.760........ccceruereeieierinieaieaieneeens Sciatic Nerve
A08.800.800.720.450.760.640.........c.cceeeruereeiririricnieeenns Peroneal Nerve
A08.800.800.720.450.760.820.......cccerverereeearinieaienieeeneas Tibial Nerve
A08.800.800.720.450.760.820.820........cccruereiriiirinrirereriene Sural Nerve
A08.800.800.720.725........cciiiiieiiieaeiee e Spinal Nerve Roots
A08.800.800.720.725.150......c.ccireireeieieiriiareareereens Cauda Equina
A08.800.800.720.725.350......c0ccereeieienieiinieaieaieeeeens Ganglia, Spinal
A08.800.800.720.800.........cccceriiriiiiiiiieiie e, Thoracic Nerves
A08.800.800.720.800.350.......ccceeruuieiieiiieiie e Intercostal Nerves
A08.800.950........ceeiiiiiiieiiieiee e Sensory Receptor Cells
A08.800.950.500........cceemuereaiiiaeiiiee e Chemoreceptor Cells
A08.800.950.500.530.......c.cuvmeireeeieiiiiiieaee e e Neuroepithelial Cells
A08.800.950.500.530.550......c.ccemuereeieieriniiaiesienieens Neuroepithelial Bodies
A08.800.950.500.540.....c..ccciiriiiieiieiieeiie e Olfactory Receptor Neurons
A08.800.950.500.600........cccemuereiireaaiiieeaiieeeaees Paraganglia, Nonchromaffin
A08.800.950.500.600.050........ccccrvermeeeiriiniinrearennenes Aortic Bodies
A08.800.950.500.600.150........ccerurreeieieinieaieaieneeens Carotid Body
A08.800.950.500.600.350........cccrcumiemririeaiiirieirieeens Glomus Jugulare
A08.800.950.500.600.360........ccceiumeeeiiiiaaiiieaaiieeaes Glomus Tympanicum
A08.800.950.500.800.......c.ccemremririreieeiinienienrena Taste Buds
A08.800.950.750........cceeiiireaiiiae e Mechanoreceptors
A08.800.950.750.300......c..cceiieirieiieiieeiee e Golgi-Mazzoni Corpuscles
A08.800.950.750.425.......ccooiiiiiiiieieeee e Merkel Cells
A08.800.950.750.500.........cumeireeeieiiiiiieiee e Muscle Spindles
A08.800.950.750.600.......ccceruereeereeieieeienieeieneas Neuroepithelial Cells
A08.800.950.750.600.350........cccemuimeieieiiniiniearerenees Hair Cells, Auditory
A08.800.950.750.600.350.350......ccccuerrerereeneeninienienieeenea Hair Cells, Auditory, Inner
A08.800.950.750.600.350.365.......coccererrieeeiniiniinienieieaas Hair Cells, Auditory, Outer
A08.800.950.750.600.675......cccereerieieieiaiaieaienieens Hair Cells, Vestibular

A08.800.950.750.700.......c.ccumeereeeeeiiiiiieaee e e Pacinian Corpuscles
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A08.800.950.750.750......cccuumeieeeeieiiiiieaee e Pressoreceptors
A08.800.950.750.780........cceiiriraiiiiaeiiiee e Pulmonary Stretch Receptors
A08.800.950.875.....ccceeiiiiiiiieeesiiiieee e Nociceptors

A08.800.950.937 ... Photoreceptor Cells
A08.800.950.937.650.........cumiiieeeieiiiiiiiaee e Photoreceptor Cells, Invertebrate
A08.800.950.937.670........ceeiiieeiiiiieaiiiee e Photoreceptor Cells, Vertebrate
A08.800.950.937.670.049......ccceiiiiiiiiiiieie e Photoreceptor Connecting Cilium
A08.800.950.937.670.100........ceeiireeaiiieeaiieeeeiiee e Retinal Cone Photoreceptor Cells
A08.800.950.937.670.237.....evveiiiieeeiiiieeieee e Retinal Photoreceptor Cell Inner Segment
A08.800.950.937.670.375......ceeiiiiieeiiieeeiee e Retinal Photoreceptor Cell Outer Segment
A08.800.950.937.670.375.500.......ccccemurruereeiririinienieienas Rod Cell Outer Segment
A08.800.950.937.670.650........ccciimieaiiiiaaiiieeaiieees Retinal Rod Photoreceptor Cells
A08.800.950.937.670.650.650.........cccerurrvereeiririinicnieeenas Rod Cell Outer Segment
A08.800.950.968........cceeiuiieiiiiaeiiiee e Thermoreceptors
A0B.850......cccuieiiiiiieiie e Synapses

A08.850.180...ccuueeeeiiiieeieee e Electrical Synapses
A08.850.550........ccccviiiiiiiiiiie e Neuroeffector Junction
A08.850.550.550.......ccuiiiiiiiiiiieiiieee Neuromuscular Junction
A08.850.550.550.500.......c.ccemremririeeieriinieniennennes Motor Endplate
A08.850.700........ceeeiieieaiiiae e Presynaptic Terminals
A08.850.700.500......ccccceiiiriiireeesiiiiiiieeee e Mossy Fibers, Hippocampal
A08.850.800........ceeeiieieaiiiieeiiee e Synaptic Membranes
A08.850.800.500........cccemmrreririeiiiiieeiieeeens Post-Synaptic Density
A08.850.840........ceiiiiiiiaiiieeee e Synaptic Vesicles
A9 Sense Organs

A09.246.....ceiiiiiiee e Ear

A09.246.272.......ooeiiiiiiic Ear, External

A09.246.272.197 .o Ear Auricle
A09.246.272.396........cveiiiiriirireeeeee e Ear Canal
A09.246.272.549.....coiiiiiieeee e Ear Cartilage
A09.246.272.702........oeeiieeeeecceeeeeeeee Tympanic Membrane
A09.246.397...c.iiiieieieeeee Ear, Middle

A09.246.397.247 ..o Ear Ossicles
A09.246.397.247.362....c..ceeieeeeeeeee e Incus
A09.246.397.247.524.......cooeiiiieee e Malleus
A09.246.397.247.806.......ceeueeeeieieieieeeie e Stapes
A09.246.397.369.......ccceiiiiiiiiiie e Eustachian Tube
A09.246.397.400........ccoiiiieeiiee e Glomus Tympanicum

A09.246.397.727 ..o Stapedius
A09.246.397.749.......ooiiiiiieieeeee e Tensor Tympani

A09.246.631 ... Ear, Inner



2016 MeSH Tree Hierarchy

Tree location

A09.246.631.246........ccocveiiiririceee Cochlea
A09.246.631.246.125.....coiiiiiiiiiece Basilar Membrane
A09.246.631.246.280........cccccueeeirieeeiiieeeiieeeenns Cochlear Aqueduct
A09.246.631.246.292.......ccciiiiiiieeee e Cochlear Duct
A09.246.631.246.292.876.........cceeeecrieeecieecieeeeen Stria Vascularis
A09.246.631.246.292.938.........cooeiiiiiiiiiiees Tectorial Membrane
A09.246.631.246.577 ....c.oceveeiieeieeee e Organ of Corti
A09.246.631.246.577.325.....ccueiiiiiiieeeee e Hair Cells, Auditory
A09.246.631.246.577.325.315....cciveiiiiiieeee e Hair Cells, Auditory, Inner
A09.246.631.246.577.325.380....c.ccucierieieieieiieeeieie e Hair Cells, Auditory, Outer
A09.246.631.246.577.543......ccciiieeieieee e Labyrinth Supporting Cells
A09.246.631.246.814...c.ociieiieeecee e Round Window, Ear
A09.246.631.246.848........oooeiiiiiiieiieee e Scala Tympani
A09.246.631.246.874.....c..coieeeeeee e Scala Vestibuli
A09.246.631.246.900.........ccciiiiiiiieiiieiee e Spiral Ganglion
A09.246.631.246.930.......ccciriiieieieeeeee e Spiral Lamina
A09.246.631.246.965.........cccviiiieieiieee e Spiral Ligament of Cochlea
A09.246.631.455.....c..ciiieiieieeee e Labyrinthine Fluids
A09.246.631.663.......ccccveeeeeeeeeeeeen Semicircular Canals
A09.246.631.663.500.........cccviiiiiiiiiiiciee e, Semicircular Ducts
A09.246.631.663.500.500........ccccmirmiieieiriiiriarirens Hair Cells, Ampulla
A09.246.631.909.....c.cciiiiiiiiiieeeee e Vestibule, Labyrinth
A09.246.631.909.557......ocviiiiiiiiiiicieee e Oval Window, Ear
A09.246.631.909.625.........ccciiiiiiiiiiicee Saccule and Utricle
A09.246.631.909.625.125.......c.cciiiieiiciecieeee e Acoustic Maculae
A09.246.631.909.625.125.340......cccieiiiieeieieieiieeeienas Hair Cells, Vestibular
A09.246.631.909.625.125.680.......ccccervirveieieirinienieenes Otolithic Membrane
A09.246.631.909.957 ......ocuiiuiiiiiiieeee e Vestibular Aqueduct
A09.246.631.909.957.360........ccceruiriereiiriniirinreirens Endolymphatic Duct
A09.246.631.909.957.360.707....c.ccveiveiieieieieieeeiee e Endolymphatic Sac
A09.37 1 Eye
A09.371.060........eeeaiiiieaiieeeiee e Anterior Eye Segment
A09.371.060.067......ccoooveiieeieeeeeee e Anterior Chamber
A09.371.060.067.070........ceeiiiieiiiiieeiiieeeiee e Aqueous Humor
A09.371.060.067.318......coeiieeiiieieeeeeceeeene Endothelium, Corneal
A09.371.060.160.....c..cieieiieiieiieieeeeeie e Ciliary Body
A09.371.060.200......cccmiereeieiiiieiieeieesiene Conjunctiva

A09.371.060.217 .o Cornea

A09.371.060.217. 113 Bowman Membrane
A09.371.060.217.228.....c..oiiiiiiiiiiieiieee e Corneal Stroma

A09.371.060.217.27 1 .ccceeeeeee e Descemet Membrane
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A09.371.060.217.318.....ccviieeiiiieeeeece e Endothelium, Corneal
A09.371.060.217.325....c.cciieeiieieieeeeee e Epithelium, Corneal
A09.371.060.217.659......ccocoiiiiieeeeeceeee Limbus Corneae
A09.371.060.450........cceieiiiiiieieeee e Iris
A09.371.060.450.780.......cccevmriririieieeniinieniena Pupil
A09.371.060.500........cccmmuireaiiiaeiiieeeiiieeeas Lens, Crystalline
A09.371.060.500.155.....c..ciiiiiiiieieeiiece e Lens Capsule, Crystalline
A09.371.060.500.155.500.......ccccmiumeeaiiiieaiiieeeiiee e Posterior Capsule of the Lens
A09.371.060.500.225.........ccouiiiiiiiieiieeee e Lens Cortex, Crystalline
A09.371.060.500.670........cccceeiriiiiiiiiii Lens Nucleus, Crystalline
A09.371.060.932......ccooiiiiieeceee e Trabecular Meshwork

A09.371.067 e Anterior Capsule of the Lens
A09.371.199...ciiiie Axial Length, Eye

A09.371.337 it Eyelids
A09.371.337.168.....ceeieiiiiiiieieieeeeeee e Conjunctiva
A09.371.337.338..c.ccieieiieieeeeeee e Eyelashes

A09.371.337.614 ..o Meibomian Glands
A09.371.4683.....iieieeee e Lacrimal Apparatus
A09.371.463.640......cccccviiieieieeeeeeeen Nasolacrimal Duct
A09.371.613....ciiii e Oculomotor Muscles
A09.371.670....cciiiiiieiieeieee e Pigment Epithelium of Eye
A09.371.670.500........cceimiereiiiieeiiiee e Retinal Pigment Epithelium

A09.371.714 i Posterior Eye Segment
A09.371.714.500........cceiiiiiiieeeee e Vitreous Body
A09.371.729..ciiiiiiieiiieee Retina
A09.371.729.055......ccciiiiiiiiicee Blood-Retinal Barrier
A09.371.729.313..eceeeee e Fundus Oculi
A09.371.729.522.....cooiiiiiieeeee e Macula Lutea
A09.371.729.522.436......ccocovieiiieeeieeceeen Fovea Centralis
A09.371.729.690.....c.cciieieieiiiieeeee e Optic Disk

A09.371.729.831 ..o Retinal Neurons
A09.371.729.831.500........ccoiiiiiiiiieiiicee e Amacrine Cells
A09.371.729.831.625........cciiiiieeiiee e Photoreceptor Cells
A09.371.729.831.625.660........ccceiumeeaiiiieaiieaeieeees Photoreceptor Cells, Invertebrate
A09.371.729.831.625.670........ccceiieeeiiieeeiieeeeiiee s Photoreceptor Cells, Vertebrate
A09.371.729.831.625.670.049........cooiiiiiiiiiieaiiee e Photoreceptor Connecting Cilium
A09.371.729.831.625.670.100........cccciireeiiireeiieeeiiieeenns Retinal Cone Photoreceptor Cells
A09.371.729.831.625.670.237 ..eveeeiiiieeeiiie e Retinal Photoreceptor Cell Inner Segment
A09.371.729.831.625.670.375....ccceeeiiiiieiiiiee e Retinal Photoreceptor Cell Outer Segment
A09.371.729.831.625.670.375.500.......ccceiuerieieiiaiiaiiieiceene Rod Cell Outer Segment

A09.371.729.831.625.670.650........cccccvveeeiiieeeiieeeiieeeanns Retinal Rod Photoreceptor Cells
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A09.371.729.831.625.670.650.650........cccrveveieiiriiirirereineene Rod Cell Outer Segment
A09.371.729.831.750....c.cceeueeeeieieeieeee e Retinal Bipolar Cells
A09.371.729.831.875....ccoeiiieiiieee e Retinal Ganglion Cells
A09.371.729.831.937 ..ot Retinal Horizontal Cells
A09.371.729.887.....eeeiiiiiiiiiieeeeeeeee Retinal Pigment Epithelium
A09.371.784 .. Sclera

A09.371.839...ccciieeee e Tenon Capsule

A09.371.894 ..ot Uvea
A09.371.894.030......c.ccceeiiireeieeeciiee e Blood-Aqueous Barrier
A09.371.894.223.....c.cciiiiieeeeee e Choroid
A09.371.894.223.250......cccccvieiirieeiieeceeen Bruch Membrane
A09.371.894.280.....c.cciieieiiiiieieeeee e Ciliary Body
A09.371.894.513....ciiiiiiicceee e Iris
A09.371.894.513.780....c.ccviueeeieiiieieeee e Pupil

A09.531 .. Nose

A09.531.623....iiiiiii e Olfactory Mucosa
A09.531.623.580......cccuiiiiiiiiiiieiieeiee e Olfactory Receptor Neurons
A09.531.940......oiiiiiiiieeeee e Vomeronasal Organ
A09.846........ccooeiiiiiii Taste Buds
A0 Tissues

AT10.082....ceiiiiiiiieee e Body Fluid Compartments
A10.082.500........ccemiiiieiieaeeiiee e Extracellular Space
A10.082.750......c..ceeeiiieeeiee e Intracellular Space
A10.165...iii Connective Tissue

A10.165. 114 oo Adipose Tissue
A10.165.114.322.....cccoee Adipose Tissue, Brown
A10.165.114.830....cccuieeiiireeiee e Adipose Tissue, White
A10.165.114.830.500.......cceereirieieieieeeienerienea Abdominal Fat
A10.165.114.830.500.500........ccceruermereeirininrenrerenens Intra-Abdominal Fat
A10.165.114.830.500.750.......ccoeiiiiiiiiiieiieiieeiies Subcutaneous Fat, Abdominal
A10.165.114.830.750......cccceieiiieeceeeeceeeen Subcutaneous Fat
A10.165.114.830.750.500........ccceouiiiiiiiiiiiiiieeies Subcutaneous Fat, Abdominal
AT10.165.189...cciiiiiiiieiiiccee Adventitia
A10.165.265.......cooeiiiiiiiiicee Bone and Bones
A10.165.265.166.......ccccveeieeeceeeceeen Bone Matrix
A10.165.265.183......niiiiiiieeie e Bone-Implant Interface
A10.165.265.200......ccc0imirieiiieiieiieeieeseeene Bony Callus
A10.165.265.507...ccuueeeeiieieeiiie e Haversian System
A10.165.265.746.......cccoveieeeeeeeeeeen Periosteum
AT10.165.382...c.ciiiiiiicieiiiieeeee Cartilage

A10.165.382.300......cccuierieriiiiieiieeieesieene Elastic Cartilage
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A10.165.382.350.....ccccmiiriiiiiiiieiie e Fibrocartilage
A10.165.382.350.200.......cceuerueeeerieieienienienieeas Palmar Plate
A10.165.382.350.400.......cccccumimririreneiiniinienena Plantar Plate
A10.165.382.350.800........cccimmieaiiiieaiiieeeiieeeee Triangular Fibrocartilage
A10.165.382.400......cccceimimiiiiiiiieiieeieesieene Hyaline Cartilage
A10.165.400.......ccociiiiiiiiiiiic e Elastic Tissue
A10.165.450......ccciiiiiiiiiieeeee Granulation Tissue
A10.165.450.300........cceieiiiiriiieeeeeeee e Cicatrix
A10.165.450.300.125.......cciiiiieeeciee e Cicatrix, Hypertrophic
A10.165.450.300.425.......ccociiiiiiieieeee e Keloid
A10.165.450.300.425.125......c.ccciiiiriiiieiiiiesreees Acne Keloid
A10.165.887 ... Subcutaneous Tissue
A10.165.970....cciiiiiiiiiieiee e Wharton Jelly

AT0.272 i Epithelium
A10.272.220.....ccciiiiiiiieiee e Basement Membrane
A10.272.220.250......cccciiiiiiiiiceeee Bruch Membrane
A10.272.497 .o Endothelium
A10.272.491.318.. e Endothelium, Corneal
A10.272.491.332..cceeiiiiiiieeee Endothelium, Lymphatic
A10.272.491.355... oo Endothelium, Vascular
A10.272.491.677 oo Pericytes

AT10.272.497 ..ot Epidermis
A10.272.497.500........ccceiiiiiiiriirieeeeeee e Hair Follicle
A10.272.510....cccc Epithelium, Corneal
A10.272.640.....ccciiiieiiiiiiiee e Pigment Epithelium of Eye
A10.272.700......eeieiiieeeee e Seminiferous Epithelium
A10.272.850......cciiiiiiieiiieeieeeee Urothelium
A10.336..cceeiiiieiiiiiee Exocrine Glands
A10.336.095......cccciiiiieee e Bartholin's Glands
A10.336.197 ..o Bulbourethral Glands
A10.336.422.......eeieeieeeee e Lacrimal Apparatus
A10.336.482......ccccoieeiii Mammary Glands, Animal
A10.336.532....ccciiiiiiiiiee Mammary Glands, Human
A10.336.645........cccceiiiiiii Pancreas, Exocrine
A10.336.707.....occiiieiiiieieeeee e Prostate
A10.336.779..ccciieeee e Salivary Glands
A10.336.779.464........ccoeiiiiiiiieee e Parotid Gland
A10.336.779.640.....ccieiiiiiiieeeeece e Salivary Ducts
A10.336.779.650......cccuiiriiiiieiieiieeeesiene Salivary Glands, Minor
A10.336.779.687 ..c.ceeeeeieeeeee e Sublingual Gland

A10.336.779.812..cccceeeeeeeeeeee e Submandibular Gland
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A10.336.779.906.......cccveeiieeeieeeeeeee von Ebner Glands
A10.336.827 ... Sebaceous Glands
A10.336.827.600.......cccceevirrieieeieceeene Meibomian Glands
A10.336.899......cciiiiiieiiieeeeee Sweat Glands
A10.336.899.206........cccceuereeiiieeiiieeeiieeeens Apocrine Glands
A10.336.899.480.......cccuiiiiiiriiiiiiiiieee e Eccrine Glands
A10.549..iii Lymphoid Tissue
AT10.549.100......cciiieieieereeeeeee Adenoids

A10.549.175. o Bursa of Fabricius
A10.549.400......cccooieieiiiieeeeee Lymph Nodes
A10.549.400.500.......cccccveieiriiieiieeeeeen Germinal Center
A10.549.400.500.200.......cceeruerreeeeeeeieeienieneeeas Dendritic Cells, Follicular
A10.549.580......ccciiiiiieiiieeeeee Palatine Tonsil
A10.549.600........ccemiiiiiiiieeiee e Peyer's Patches
A10.549.700.......c.cceeiiieeiiee e Spleen
AT10.549.750......ccciiiiieiiiieeeeeeee Thymus Gland

A10.615.. e Membranes

A10.615.179. o Basement Membrane
A10.615.179.124 ..o Basilar Membrane
A10.615.179.250......ccciiiiiiiiiiiciceeeee Bruch Membrane
A10.615.179.437 ..o Descemet Membrane
A10.615.179.625.......cciiiiiiiiiiieee Glomerular Basement Membrane
A10.615.284. ... Extraembryonic Membranes
A10.615.284.147 .o Allantois

A10.615.284.277 ..o Amnion
A10.615.284.375......ccciiiiiiiiiiccieee Chorioallantoic Membrane
A10.615.284.473 ... Chorion
A10.615.284.473.200.......cccceiiaieieeieeeeeeeieeas Chorionic Villi
A10.615.284.981.....coiiiiiiiiiccceeeee Yolk Sac
A10.615.550.....ccciiiiiiiiiiiiiice Mucous Membrane
A10.615.550.291.....cccviiiiiiiee e Gastric Mucosa
A10.615.550.291.150....c.cceeueieiieieieieeee e Chief Cells, Gastric
A10.615.550.291.162......ccocoiiiiiieeeeeceeene Enterochromaffin Cells
A10.615.550.291.300........cceiiiieaiiiiaeiiiee e Gastrin-Secreting Cells
A10.615.550.291.650.......ccccvvvviiiiieieieceeene Parietal Cells, Gastric
A10.615.550.291.825........ciiiiiiiiiiieeee e Somatostatin-Secreting Cells
A10.615.550.368........cccevriiriinririeeeeee e Hymen
A10.615.550.444.......ccoiiiiiiiiiiiiiee Intestinal Mucosa
A10.615.550.444.290........cccciiiiiiiiiiiieie e Enterocytes
A10.615.550.444.327 .o Goblet Cells

A10.615.550.444.700........ccccooiiiiiriniiiiriee Paneth Cells
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A10.615.550.599......ccccviiiieeee Mouth Mucosa
A10.615.550.760........ccemiiiieeiiieeiiiee e Respiratory Mucosa
A10.615.550.760.520.....c..ccciuriiiiiiieiieeiee e Laryngeal Mucosa
A10.615.550.760.520.320......c0cceiuerieieieinieiesienieene Goblet Cells
A10.615.550.760.600.........cceeveirieieieieceeeene Nasal Mucosa
A10.615.550.760.600.320........cccemrrurrieieiniaieaienieens Goblet Cells
A10.615.550.760.600.640........c.cccveeieeiiiiiiiiiieieenns Olfactory Mucosa
A10.615.550.760.600.640.640........ccccceeeeiiiriaiieiaiiieeas Olfactory Receptor Neurons
A10.615.789.....ccciiiiiiiiiiiieeeee Serous Membrane
A10.615.789.470.....cciiiieiiiieeeeee e Pericardium
A10.615.789.470.500.......cc0ccumrimririeeieiniinienienna Pericardial Fluid
A10.615.789.596.......cceeiiiiiiiiciiiiiee Peritoneum
A10.615.789.736.....coeiiiiiiiniercceeee e Pleura
A10.690......ccoiiiiiiiiiiie Muscles
A10.690.467......ccooieiiieieieeee Muscle, Smooth

A10.690.467.491 ... Muscle, Smooth, Vascular
A10.690.467.500.......ccc0emmmiiiiiiiiiiieeieenieene Myometrium
A10.690.552.......cccciiiiii Muscle, Striated
A10.690.552.500.......cccccveiiiieriiieieieeen Muscle, Skeletal
A10.690.552.500.500.......ccceruerieeeeeierenienienieneas Muscle Fibers, Skeletal
A10.690.552.500.500.600.........ccerveiriiieiiiienieeeene Muscle Fibers, Fast-Twitch
A10.690.552.500.500.700........cccemererreeieiniaienienieeens Muscle Fibers, Slow-Twitch
A10.690.552.500.500.850........cccciveeeirieeaiiieeeiieeannns Sarcoplasmic Reticulum
A10.690.552.500.750.......cccceruerieiiieieinienienieeas Muscle Spindles
A10.690.552.750......cccmieiiiiiiiiieiieeiee e Myocardium
A10.690.552.750.500.......ccccueruerieeeeeieienienieneeeas Myoblasts, Cardiac
A10.690.552.750.570....cccuuiiiiiiiiiiieiieeee e Myocytes, Cardiac
A10.690.552.875.....cccieieiiiieeeeeee e Myofibrils
A10.690.552.875.700.......ccccveveiiieeieeieieeeene Sarcomeres

A10.755. Nerve Tissue
A10.755.260.....ccceiiiiiiiiiiiiiie e Ependyma
AT10.755.503.....cciiiiiieieiiie e Myelin Sheath
A10.755.503.550......cccccveiiiiiiiieeeeeee Neurilemma
A10.755.503.700.......cccuiiiiiiiiiieiiieiee e Ranvier's Nodes
A10.802...ceiiiiiiiiiieee Organoids
A10.810..cciiiiiiiiece Peritoneal Stomata
A10.850.....cciiiiiiiiiiieiee e Surgically-Created Structures
A10.850.200.......ccceiiiiiiiiiieie e Colonic Pouches
A10.850.700......ccccciiiiieiineeieeeee Skeletal Muscle Ventricle
A10.850.710. .. Surgical Flaps

A10.850.710.500........ccccmiereeiiieeiiieeeiieeeens Free Tissue Flaps
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A10.850.710.625......cccviiiiiiiiiieeeeeieesee Myocutaneous Flap
A10.850.710.750.....c.ceeieiiiieeieeeiiiee e Perforator Flap
A10.850.720.....cccuieiiiiiieiiee e Surgical Stomas
A10.850.750.......cccceiiiiii Urinary Reservoirs, Continent
AT Cells

AT1.031 Acinar Cells

AT1.083..ciiiiieeeee e Antibody-Producing Cells
A11.063.438.......eiiieiiiieee e B-Lymphocytes
A11.063.438.450......ccccuimiiiiiiiiieiieeiee e B-Lymphocyte Subsets
A11.063.438.450.300........cccmmmiriiiiiaaiiieeaieeeees B-Lymphocytes, Regulatory
A11.063.438.725......ccoieeiieeeeeeee e Plasma Cells
AT1.086....cceiieiiieeiie e Antigen-Presenting Cells
A11.066.270......cciiiiiiieiiieeeeeee Dendritic Cells
A11.066.270.500........ccemmuereaiiieeiiiee e Langerhans Cells
A11.066.275......cciiiiiiieieeeeeeee Dendritic Cells, Follicular

AT A8 i Blood Cells
AT11.118.188...ceeeeeee Blood Platelets
A11.118.290...ccciieie e Erythrocytes
A11.118.290.270.....cceiiiiiieiiieiieeeeeesee Erythrocyte Membrane
A11.118.290.330. ... Erythrocytes, Abnormal
A11.118.290.330.100.....cueeiiieirieieeiieeiee e Acanthocytes
A11.118.290.330.315. ..o Erythrocyte Inclusions
A11.118.290.330.315.335.....ccuiiiiriiriiieieieceeeeee Heinz Bodies
A11.118.290.330.537 ..o Megaloblasts
A11.118.290.330.802.....c..ceiiiiiiieiieiieeee e Spherocytes
A11.118.290.760........eeeeiiieeieeciieeeeeeee Reticulocytes
A11.118.480....cciiiiiiiiiiiec e Hemocytes

AT1.118.637 e Leukocytes

A11.118.637.415. . oo Granulocytes
A11.118.637.415.120....cociieiiieieeeeee e Basophils
A11.118.637.415.345.......ooiiiieeiceeece e Eosinophils
A11.118.637.415.583 ... Neutrophils
A11.118.637.555......cciiiiiiiiiiiceeeee Leukocytes, Mononuclear
A11.118.637.555.283......cciiiiiiieieieeceee e Cytokine-Induced Killer Cells
A11.118.637.555.283.500.......ccc0emviiiiieiiiiiiiiieeieeas Killer Cells, Lymphokine-Activated
A11.118.637.555.283.750.......ccovveeeeeiieeeeeeeeeeeeee, Monocytes, Activated Killer
A11.118.637.555.283.875......ccciiiiiiiieiiecc e T-Lymphocytes, Cytotoxic
A11.118.637.555.567....c.ccuveueeiieieeieeeie e Lymphocytes
A11.118.637.555.567.537 .....ocvvuiriiiiieieiiieiearerces Killer Cells, Natural
A11.118.637.555.567.537.500.......ccceruereeeeieiaiiienieneeneas Killer Cells, Lymphokine-Activated

A11.118.637.555.567.550.......cc0ciuiiiiiiiiiiiiiiieeieenns Lymphocyte Subsets
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A11.118.637.555.567.550.450........cccviiriiiiiiiieiieeiieee. B-Lymphocyte Subsets
A11.118.637.555.567.550.450.300........cccmeeeieiraiinieieieeanene B-Lymphocytes, Regulatory
A11.118.637.555.567.550.500........cccviirmiiriiaiieiieeiieee T-Lymphocyte Subsets
A11.118.637.555.567.550.500.200........cccrerieierraiinieieeceanene T-Lymphocytes, Cytotoxic
A11.118.637.555.567.550.500.400.........cccrumirrieiieiiienienieenns T-Lymphocytes, Helper-Inducer
A11.118.637.555.567.550.500.400.900.......cc0crereurareieenieieeeeenienns Th1 Cells
A11.118.637.555.567.550.500.400.905..........coeverriririiriecieiniees Th2 Cells
A11.118.637.555.567.550.500.400.915.......ccuiiiiiiiirieieeeeeeiee Th17 Cells
A11.118.637.555.567.550.500.700......c.ccerurirriaiieirieiienieenens T-Lymphocytes, Regulatory
A11.118.637.555.567.562......c.cceieeiiieieiaiiaieaieeiene B-Lymphocytes
A11.118.637.555.567.562.200........cccuiiriiiiiaiieiieenieen B-Lymphocyte Subsets
A11.118.637.555.567.562.200.300........ccccruereeierrriiiriieieeanene B-Lymphocytes, Regulatory
A11.118.637.555.567.562.725.......ccocceriieeicieieinenieen Plasma Cells
A11.118.637.555.567.562.800........ccciiurreiiiiiaaiiiiaiiieeaes Precursor Cells, B-Lymphoid
A11.118.637.555.567.5609.......cc0evviiiiiiiiiiiiiieeies T-Lymphocytes
A11.118.637.555.567.569.200.......cccceruereerieieiaiinienieieneas CD4-Positive T-Lymphocytes
A11.118.637.555.567.569.200.400.........cccrvirrieiieiiieiienieene T-Lymphocytes, Helper-Inducer
A11.118.637.555.567.569.200.400.900........c0crereuearirienieieeeeeeienes Th1 Cells
A11.118.637.555.567.569.200.400.905..........coeviriurnienriicieirieees Th2 Cells
A11.118.637.555.567.569.200.400.915.......coviiiirieiiieeieeeeeeeiees Th17 Cells
A11.118.637.555.567.569.200.700.........0cerurirmiaiieirieieenieenes T-Lymphocytes, Regulatory
A11.118.637.555.567.569.220.......cccceruereerieeeiaiieienieneeneas CD8-Positive T-Lymphocytes
A11.118.637.555.567.569.220.200.........cccrumirrieieeiiieiieneeene T-Lymphocytes, Cytotoxic
A11.118.637.555.567.569.290.......cccceruererririeiaiiiienieeenas Natural Killer T-Cells
A11.118.637.555.567.569.360........cccviirmririiaiieiieeiieee, Precursor Cells, T-Lymphoid
A11.118.637.555.567.569.360.800........cccoerieieuraiiiriieieeanene Thymocytes
A11.118.637.555.567.569.500........ccccuiirmririiiiiiiiieeniieee. T-Lymphocyte Subsets
A11.118.637.555.567.569.500.200........cccrurreeieriaiiireieieeanene T-Lymphocytes, Cytotoxic
A11.118.637.555.567.569.500.400.........cccrumirrieiieirieiienieenes T-Lymphocytes, Helper-Inducer
A11.118.637.555.567.569.500.400.900........c0crereurrrerienienieeeeeienns Th1 Cells
A11.118.637.555.567.569.500.400.905..........coereriirnrinriecieiniines Th2 Cells
A11.118.637.555.567.569.500.400.915.......ccueriiriiiiieaieieeeeeiees Th17 Cells
A11.118.637.555.567.569.500.700.........0ccrmmirrieiieirieiienieenes T-Lymphocytes, Regulatory
A11.118.637.555.567.622.....ccucciieiieieieieiiaieaieeeene Lymphocytes, Null
A11.118.637.555.567.650.......ccccmviiiieiiiiiiiiiieieenns Lymphocytes, Tumor-Infiltrating
A11.118.637.555.652.......cciuiiiiiiieeee e Monocytes
A11.118.637.555.652.500.......c.ccccevimmieiiiiiiiiiieieens Monocytes, Activated Killer

ATT A48 Bone Marrow Cells

AT1A48 174 i Endothelial Progenitor Cells
A11.148.350.....ceiiiiiiieeeeee e Granulocytes

A11.148.350.350.....ccccmiiieiiiiiiieiieeeesee Granulocyte Precursor Cells
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A11.148.378..cccceeeeeeeee e Hematopoietic Stem Cells

A11.148.378.294 ... Lymphoid Progenitor Cells
A11.148.378.294.374. ..o Precursor Cells, B-Lymphoid
A11.148.378.294.750........cciiiiiiiiiiieiiieeeeeee Precursor Cells, T-Lymphoid
A11.148.378.294.750.800.......ccccemriiiiieiiieiienieeieens Thymocytes
A11.148.378.590........eeiiiiiieeieciiee e Myeloid Progenitor Cells
A11.148.378.590.675.....cceviiiiiiieieieee e Granulocyte-Macrophage Progenitor Cells
A11.148.378.590.675.500........cccmiumieaiiiieaiiieeeiiee s Granulocyte Precursor Cells
A11.148.378.590.675.750......cccueirieiieiiieiie e Monocyte-Macrophage Precursor Cells
A11.148.378.590.837....iveieiiiieeiiee e Megakaryocyte-Erythroid Progenitor Cells
A11.148.378.590.837.250.......ccceireeiiieiieeiie e Erythroid Precursor Cells
A11.148.378.590.837.250.200.......cceerrererreeeereaiinienieneeneas Erythroblasts
A11.148.378.590.837.250.200.500........ccccrererriririnrirereineiene Megaloblasts
A11.148.378.590.837.625........cciiiiieiiiiieeiiee e Megakaryocyte Progenitor Cells
A11.148.479 ..o Megakaryocytes
A11.148.580....ccceiieiiiiiieieeee e Monocytes
A11.148.580.500......ccc0imriiiiiiiiiiiieiiesieene Monocyte-Macrophage Precursor Cells
A11.148.790...ccceieieee e Reticulocytes

AT1.251 e Cells, Cultured

AT11.251.210 i Cell Line
A11.251.210.100.....cccieiiiiiirerceeee e 3T3 Cells
A11.251.210.100.080.......ceeuervieeieieieieeieeerieeas BALB 3T3 Cells
A11.251.210.100.550.......cc0eiiviriiiicieiinineeene NIH 3T3 Cells
A11.251.210.100.775....coeieiieieeeeeeee e Swiss 3T3 Cells
A11.251.210.100.775.800........ccctmerieeeieiniireareereens 3T3-L1 Cells

A11.251.210172. oo, Cell Line, Transformed
A11.251.210.172.500.......cc0cireiiririicieieineeene COS Cells
A11.251.210.172.750....ccciiiiieiieeiec e HEK293 Cells
A11.251.210.172.875....cociiiiiieeccee e RAW 264.7 Cells
A11.251.210.190.cccciiieieiceeeeee e Cell Line, Tumor
A11.251.210.190.160......cccovieiiieieeeeceeeee Caco-2 Cells
A11.251.210.190.380....c.cceeueieieieieieeeie e HCT116 Cells
A11.251.210.190.400.......cceoiiiririeieirireeee Hela Cells
A11.251.210.190.400.500........ccceieririeieiaiiesieieeene KB Cells
A11.251.210.190.465.......ccoiiiiiiieieincrcee HL-60 Cells
A11.251.210.190.475....cooiiiieeeeeeee e HT29 Cells
A11.251.210.190.495.......ciiiiiiiiiiceeec e Jurkat Cells
A11.251.210.190.510....ceeuieeeieieieieeeeeeee e K562 Cells
A11.251.210.190.830.....c.ccviurivirieieeieiecnenee MCF-7 Cells
A11.251.210.190.750....c.cceeueieiieieieieeee e PC12 Cells

A11.251.210.190.880.......ccccviiiiiiiiiiicicice U937 Cells
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A11.251.210.200.....c.ccciiiiiiireiceeeeee e CHO Cells
A11.251.210.505.....ccciiiiiiiieeeeee e L Cells (Cell Line)
A11.251.210.520.....ccciiiiiiiiiccceeece LLC-PK1 Cells
A11.251.210.827 ..o Madin Darby Canine Kidney Cells
A11.251.210.897..coiiiiiiiiiccce Sf9 Cells
A11.251.210.955.....cciiiiiieeeeeeee e Vero Cells

A11.251.353 . Clone Cells
A11.251.353.485.....cciiiieiiiieeeeee e Hybridomas

A11.251.476. ..o Cytokine-Induced Killer Cells
A11.251.838. ..o Feeder Cells
AT11.251.600......cccciieiiiiiiriciceeiene Hybrid Cells
A11.251.600.485.....c.cciiieiiiieeeeee e Hybridomas
A11.251.800.......c.ccieiireeiieee e Spheroids, Cellular
A11.251.860........ccccceiiiiiiiii, Tumor Cells, Cultured
A11.251.860.180......cccciviiiieiieeeeeee e Cell Line, Tumor
A11.251.860.180.160.......cceeurreereririeieeeieeenienea Caco-2 Cells
A11.251.860.180.380......cceeuriririiiiciriiriereenes HCT116 Cells
A11.251.860.180.400.......cccceruerieieieieiiaienieneneas Hela Cells
A11.251.860.180.400.500........cccemirmerieieiniirinrennenns KB Cells
A11.251.860.180.432......ccueiuiiiiiiiieieieee e Hep G2 Cells
A11.251.860.180.465.......ccocvrriirieieeeeincnceeee HL-60 Cells
A11.251.860.180.475....c.ociiiiiieieieeeieee e HT29 Cells
A11.251.860.180.495.......coiiiiiiiicieincrceee Jurkat Cells
A11.251.860.180.510....cccieureeieieieieeeie e K562 Cells
A11.251.860.180.750.......ccccerriiririicieiiniircnnene PC12 Cells
A11.251.860.180.880.......cceurrvereieieieiieienienienas U937 Cells
A11.251.860.590......cccuiiiiiiiiiiiieiieeieeene Embryonal Carcinoma Stem Cells
AT1.270. i Cells, Immobilized

A11.284 e Cellular Structures

A11.284.074 ..o Cell Body

A11.284.149 .o Cell Membrane
A11.284.149.165......ociiiiiiiiiee Cell Membrane Structures
A11.284.149.165.165......cccoiiicieecececeeee Cell-Matrix Junctions
A11.284.149.165.165.142......ccciiiiiiiiiiiiiicieeees Costameres
A11.284.149.165.165.285........ccciiieiiecieeceeeee Focal Adhesions
A11.284.149.165.165.360........cccecviiiiiiiiiiiiiiieies Hemidesmosomes
A11.284.149.165.175.....ccoiiiiiieeeeeeceeee Coated Pits, Cell-Membrane
A11.284.149.165.175.160......cccoeriiiiieiiiieeeene Caveolae
A11.284.149.165.355.....cueiiiiiiieeeieee e Glycocalyx
A11.284.149.165.420.....c.ccciiiiiiiiiiiie e, Intercellular Junctions

A11.284.149.165.420.020........cccoiiieeiiieeeiieeeeiiee e Adherens Junctions
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A11.284.149.165.420.297 ......ceeiiiecieeeeeee e Desmosomes
A11.284.149.165.420.471..coeiiiiiiiiiieee e Gap Junctions
A11.284.149.165.420.471.180....cccveeiiiiiiiiiiecieeeeeee Electrical Synapses
A11.284.149.165.420.548........coiiiiiiiiieieeeeiee e Immunological Synapses
A11.284.149.165.420.625........c.cciieeiieecieece e Plasmodesmata
A11.284.149.165.420.780......ccceieeriiieieiaeaeeaeeeieene Synapses
A11.284.149.165.420.780.180....ccueeiviiieiiiieiieeeesieeee Electrical Synapses
A11.284.149.165.420.780.550........cccviiiiiiiiiiiiiieieee, Neuroeffector Junction
A11.284.149.165.420.780.550.550........cccviivveriiieeiecee s Neuromuscular Junction
A11.284.149.165.420.780.550.550.500.......cc0crvemeeurieiaieieiieeeeenienes Motor Endplate
A11.284.149.165.420.780.700........cciviiriiiiieiieeieeieeee Presynaptic Terminals
A11.284.149.165.420.780.800........ceeiurreaiiiiaaiieeeiieeeees Synaptic Membranes
A11.284.149.165.420.780.800.500.........ccerumrrriaiiieirienieenieene Post-Synaptic Density
A11.284.149.165.420.820......c.ccceiiriiiiieieiieseeiene Tight Junctions
A11.284.149.165.570......cccivieiiieeceeeceeene Membrane Microdomains
A11.284.149.165.570.160......cccceriieieieiieieesieeiene Caveolae
A11.284.149.165.600........coccomimririieiriniricienes Myelin Sheath
A11.284.149.165.630........ceiiiiiiiiiiieeiiieeeieeee Nuclear Envelope
A11.284.149.165.630.500........ccccemveiiiiieiiiicneeieene Nuclear Lamina
A11.284.149.165.695.......ccoiiieiiiiieeeee e Phycobilisomes
A11.284.149.165.760.......cccoveeiiieeceeeceeeene Ranvier's Nodes
A11.284.149.356........oeiiiiiiieieeiiee e Erythrocyte Membrane
A11.284.149.450......cccooiviiiiiiiieeee Intracellular Membranes
A11.284.149.450.349.....cccoiiiiiiiiiic e, Mitochondrial Membranes
A11.284.149.450.700........cccomieeeriieeeiiieeesiieeeenns Nuclear Envelope
A11.284.149.648........ooiiiiiiieieee e Purple Membrane
A11.284.149.707 ..o Sarcolemma
A11.284.149.844.......oooiiiiieiieeeeieee Synaptic Membranes
A11.284.180.....ccciiiiiiiieiceeeeeeee Cell Surface Extensions
A11.284.180.075..c..cceieeeeeeeeee e Axons
A11.284.180.075.249......ccciiiiiieeieeeceeee Growth Cones
A11.284.180.120.....cccciiiiiiiiiiicciceeeseee Cellulosomes
A11.284.180.165.....cocieiiiiiiirerceeee e Cilia
A11.284.180.225.....cccciieiiieeeee e Dendrites
A11.284.180.225.169........cciiiiieeiiiee e Dendritic Spines
A11.284.180.225.340.......ccuieieieiieieeee e Growth Cones
A11.284.180.285......ccocoeeeeeeceeeeee Fimbriae, Bacterial
A11.284.180.290.....c.cciieieiiiieeeeeeee e Flagella
A11.284.180.290.835.......ceiiiiiieiieceeeeereee Sperm Tail
A11.284.180.565........cceeieiiiieieeeeeee e Microvilli

A11.284.180.610.....c..ceeiiiiiecieeeiiiee e Neurites
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A11.284.180.610.345......ccociiiiiieeeeeceeee Growth Cones
A11.284.180.690.....c..cieiiiiiiiieeeeeee e Pili, Sex
A11.284.180.695.......ccoveieeeceeeeee Podosomes
A11.284.180.700.....c..coeieiiirieieeeee e Pseudopodia
A11.284.180.800.......cccccveeireeeieeieeeeeen Stereocilia
A11.284.180.900........cceeiiiieiiiieeiiiee e Telopodes

A11.284.183 .. Cell Wall
A11.284.183.200.....c..cceieiiiieeieeeeeee e Cell Wall Skeleton

A11.284.187 .. Chromosomes

A11.284. 187167 ..o Chromosomes, Archaeal

A11.284.187. 178 Chromosomes, Atrtificial

A11.284.187 178170, Chromosomes, Artificial, Bacterial
A11.284.187.178.190......cccciiiiiieeceeeceeee Chromosomes, Atrtificial, Mammalian
A11.284.187.178.190.117 .o Chromosomes, Atrtificial, Human
A11.284.187.178.195. ..o Chromosomes, Atrtificial, P1 Bacteriophage
A11.284.187.178.200..........ccceeiiiiiiiiiii, Chromosomes, Artificial, Yeast
A11.284.187.190.....cccciiieiieeceeeeeee e Chromosomes, Bacterial
A11.284.187.190.170.......cccooiiL Chromosomes, Artificial, Bacterial
A11.284.187.360......cccuiiieiiiiiiieiiieieeaene Chromosomes, Fungal
A11.284.187.360.800..........cccceeiiiiiiiiiiiii, Chromosomes, Artificial, Yeast
A11.284.187.440......cccoiiiiieieieeeeeeen Chromosomes, Insect
A11.284.187.440.500........ccceiiieiiiiiaeiiieaieeee Polytene Chromosomes
A11.284.187.520.....ccciiieiieeeieeeeeeene Chromosomes, Mammalian
A11.284.187.520.190..........cccoiiiiiiiiL Chromosomes, Artificial, Mammalian
A11.284.187.520.190.117 ..o Chromosomes, Atrtificial, Human
A11.284.187.520.300........ccciiiiiiiieiiieiie e Chromosomes, Human
A11.284.187.520.300.117 ..o Chromosomes, Atrtificial, Human
A11.284.187.520.300.235......ccceiiiiiiiiiiieiiceeees Chromosomes, Human, 1-3
A11.284.187.520.300.235.240.......c.ccciivecriiieiiiieeeeeene Chromosomes, Human, Pair 1
A11.284.187.520.300.235.245........cccciiiiiiiiieiceeee, Chromosomes, Human, Pair 2
A11.284.187.520.300.235.250........ccciieeriiieieiieieeneeene Chromosomes, Human, Pair 3
A11.284.187.520.300.280.......cccoeiviiiiiiiieiiciieeiies Chromosomes, Human, 4-5
A11.284.187.520.300.280.285.........ccceeeeiieieieeeceeeene Chromosomes, Human, Pair 4
A11.284.187.520.300.280.290.......coccuiiriiiiiieiciieeseeee, Chromosomes, Human, Pair 5
A11.284.187.520.300.325......ccccoiieeiieeeceeeece e Chromosomes, Human, 6-12 and X
A11.284.187.520.300.325.330......c.cccimiiiiiiiieicciee e Chromosomes, Human, Pair 6
A11.284.187.520.300.325.335......ccciiieeiieieieeeeeeeene Chromosomes, Human, Pair 7
A11.284.187.520.300.325.340.......ccciviiiiiiiieiiciieeeeee Chromosomes, Human, Pair 8
A11.284.187.520.300.325.345.......c.coiiiieieieeeee e Chromosomes, Human, Pair 9
A11.284.187.520.300.325.345.500........cccmerieieieiiaieieeceeeene Philadelphia Chromosome

A11.284.187.520.300.325.350......c0ccciiuieeeiiieeeiieeeiiiee s Chromosomes, Human, Pair 10
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A11.284.187.520.300.325.355......ccccciiiiiiiiceeeeeeee Chromosomes, Human, Pair 11
A11.284.187.520.300.325.360........ccccuiiiiiiiieiiiiieseee, Chromosomes, Human, Pair 12
A11.284.187.520.300.325.680........cccerveeriiieiiiieeeieene Chromosomes, Human, X
A11.284.187.520.300.370......cccviiiiiiiiiiieiie e Chromosomes, Human, 13-15
A11.284.187.520.300.370.375.....ccoeiiieerieieieeeeeeeeene Chromosomes, Human, Pair 13
A11.284.187.520.300.370.380.......ccccuiiiiiiiieiiccieeeeeen Chromosomes, Human, Pair 14
A11.284.187.520.300.370.385......cccciiierieieieieeeeeene Chromosomes, Human, Pair 15
A11.284.187.520.300.415......ccciiiiiiiiiiicii e Chromosomes, Human, 16-18
A11.284.187.520.300.415.420......cccciiieiiiieciiieeneene Chromosomes, Human, Pair 16
A11.284.187.520.300.415.425........ooiiiiiiiiiiiciee, Chromosomes, Human, Pair 17
A11.284.187.520.300.415.430.....cccciirieiiiieieniecee e Chromosomes, Human, Pair 18
A11.284.187.520.300.460........c.cceviriiiiiiiiiiiiieiies Chromosomes, Human, 19-20
A11.284.187.520.300.460.465........c.cceeveeieieiiieceeeene Chromosomes, Human, Pair 19
A11.284.187.520.300.460.470.....cccceviiiiiiiiieieeieeeeeeen Chromosomes, Human, Pair 20
A11.284.187.520.300.505........cccciieeiiiieiieieeeeeene Chromosomes, Human, 21-22 and Y
A11.284.187.520.300.505.510....ccceeiiiiiiiiiieiiccieeeeee Chromosomes, Human, Pair 21
A11.284.187.520.300.505.515......ccciiiieiiieieneeec e Chromosomes, Human, Pair 22
A11.284.187.520.300.505.515.500.......0ccceiereeieiraiiiiiieiceaeene Philadelphia Chromosome
A11.284.187.520.300.505.757 .....ccveiiiiieieieeeee e Chromosomes, Human, Y
A11.284.187.560...........cccceeiiiiiiiii, Chromosomes, Plant
A11.284.187.570.....ccciiieiieeieceeeeeeee Isochromosomes
A11.284.187.788......eeeeeiieeeeceee e Ring Chromosomes
A11.284.187.865......ccoieeiieeeceeeeeee Sex Chromosomes
A11.284.187.865.800.......ccccuerueeriiieeeienienienieneas Sex Chromatin
A11.284.187.865.982......c.cccviiiiieieeceee X Chromosome
A11.284.187.865.982.500........c.cccviriiiiiiiiiiiiiieiies Chromosomes, Human, X
A11.284.187.865.983......c.ocoeiiiieeeeeceee Y Chromosome
A11.284.187.865.983.500........c.cccviriiiiiiiiiiciiiees Chromosomes, Human, Y
A11.284.295........oiiiiieeeee e Extracellular Space
A11.284.295.260........ccciiiiiiiiiieeeee e Extracellular Fluid
A11.284.295.310.....ccciiiiiiieeceee e Extracellular Matrix
A11.284.295.310.279....ccciiiiiiiiiiiee e Glomerular Basement Membrane
A11.284.295.310.560.......ccccvivirieiecreinieneniene Microfibrils
A11.284.295.310.990.......cceiiruiieiiieieeeie e Zona Pellucida
A11.284.295.495........coiiiiieeee e Extracellular Traps
A11.284.295.588.......ccoiiiiiiiiiciee Extracellular Vesicles
A11.284.295.588.500........ccccciueeeriieeeiiieeeiiieeeannes Cell-Derived Microparticles
A11.284.295.588.750.......cccceiueiieiiieieieeeeeeieas Exosomes
A11.284.295.680........cccccuireiiieeiiieeeiiieeens Periplasm
A11.284.420.....c.ccoiiiiiiic Inclusion Bodies

A11.284.420.204.......ccoiiiiiiiieieeeee Erythrocyte Inclusions
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A11.284.420.204.335.......ccoiiiiiiiieee e Heinz Bodies
A11.284.420.390.........cccceiiiiiiiiiii, Inclusion Bodies, Viral
A11.284.420.400.......ccccceiiiiiieeeeeeee Intranuclear Inclusion Bodies
A11.284.420.460........cceiieiiiiiieeeeeee Lewy Bodies
A11.284.420.500........cccoimiiinririereenees Mallory Bodies
A11.284.430.....ceiiiiiiiieeeee e Intracellular Space
A11.284.430.106......cccoveeeieeeieeeseeen Cell Nucleus
A11.284.430.106.279....ccceiiiiiiiiieciee e Cell Nucleus Structures
A11.284.430.106.279.345........cceiiiieeiieeeciee e Intranuclear Space
A11.284.430.106.279.345.175....c.ooiieieieieeeeeeeeea Cell Nucleolus
A11.284.430.106.279.345.190......cccciiieiiiiecieeeeceeeene Chromosomes
A11.284.430.106.279.345.190.160......ccceeeiiiriiiiiciiciec e Chromosome Structures
A11.284.430.106.279.345.190.160.165.......cccovevirireiriirieceeieiees Centromere
A11.284.430.106.279.345.190.160.165.500.........cceeererierierieieiaineanens Kinetochores
A11.284.430.106.279.345.190.160.175.......cceiviriiiiiieieeceeeeiees Chromatids
A11.284.430.106.279.345.190.160.180.......ccververerieeiieaieieieeeienes Chromatin
A11.284.430.106.279.345.190.160.180.270......cocveerrererierieieieineanins Euchromatin
A11.284.430.106.279.345.190.160.180.270.500.......cc0coveuerreaieierieeieeeienienes Chromosomal Puffs
A11.284.430.106.279.345.190.160.180.383......c.coccvvmririirierieieieiieanas Heterochromatin
A11.284.430.106.279.345.190.160.180.383.800.......cc0ceveuerrerieierieeeeeeienieneas Sex Chromatin
A11.284.430.106.279.345.190.160.180.625.........ccoeovreririirieieieiieanns Nucleosomes
A11.284.430.106.279.345.190.160.650........cceeiirreiiiiieiiieeeiieeee Nucleolus Organizer Region
A11.284.430.106.279.345.190.160.830........coeeirreeeiiieeeiiie e Synaptonemal Complex
A11.284.430.106.279.345.190.160.845........cociereiiiieeeeeeiee Telomere
A11.284.430.106.279.345.190.580......cc.0cvrivirriiiieiiieieeseee Polytene Chromosomes
A11.284.430.106.279.345.190.580.500.......cc0ciereurrieaieaieieeeeenienes Chromosomal Puffs
A11.284.430.106.279.345.195......ocviiiiiiieieieceeeee Coiled Bodies
A11.284.430.106.279.345.447 ... Gemini of Coiled Bodies
A11.284.430.106.279.345.700.......ccoccemirereeieirinenreeeanas Nuclear Matrix
A11.284.430.106.279.345.700.700........cceiereeieiiaiiareeieeeaeene Nuclear Lamina
A11.284.430.106.279.345.850........cccviuireeiiieeeiieeeiieeeans Spliceosomes
A11.284.430.106.279.692........cciiiiieaiiiieaiiie e Nuclear Envelope
A11.284.430.106.279.692.314......cooeiiiieiiiceeee e Nuclear Lamina
A11.284.430.106.279.692.630.......cccerrereerieieriaiinieieeeeneas Nuclear Pore
A11.284.430.106.550......cccccvieiiieieieeceeene Macronucleus
A11.284.430.106.570.....cceiiiiiiiiiieiiieee e Micronuclei, Chromosome-Defective
A11.284.430.106.575......cccoeeeiiieeeeeceee Micronucleus, Germline
A11.284.430.214 .o Cytoplasm
A11.284.430.214.190.....cceiiiiiiiieeeceee e Cytoplasmic Structures
A11.284.430.214.190.500........ceiiiieeaiiiieaiie e Cytoplasmic Granules

A11.284.430.214.190.500.207 ......eveeeireeeeiieeeeiiee e Chromaffin Granules
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A11.284.430.214.190.500.560........ccceeveeririeiiiieieeneens Melanosomes
A11.284.430.214.190.500.585.......coooeiiiierieeeieiieiecieienas Microbodies
A11.284.430.214.190.500.585.250......cc.0eerurirriiiieiiienieeneens Glyoxysomes
A11.284.430.214.190.500.585.600........ccccrereeieriaiieiieieeanene Peroxisomes
A11.284.430.214.190.500.610......ccerereireereeinirinienieeenes Nissl Bodies
A11.284.430.214.190.500.950.......cccemiererrieieieinieneeeneas Weibel-Palade Bodies
A11.284.430.214.190.750......cccviirieiieiieeiie e Cytoskeleton
A11.284.430.214.190.750.050.......cceerieieeieieieiieieseeena Actin Cytoskeleton
A11.284.430.214.190.750.050.414......cooiriiiiiiiiirccceee Filamins
A11.284.430.214.190.750.050.830.....cc0eruereeeerieiraieieeieieeaieae Stress Fibers
A11.284.430.214.190.750.410.....cceeiiiieieicceeeee e Intermediate Filaments
A11.284.430.214.190.750.585.......ooeiiiiieiiiiieeiee s Microtubule-Organizing Center
A11.284.430.214.190.750.585.079.....cccririieiiiiiiireerceeeee Basal Bodies
A11.284.430.214.190.750.585.160........ccereerieieiieiiiiiieeeeieae Centrosome
A11.284.430.214.190.750.585.160.130.......ccerveriririireiriieceeeniees Centrioles
A11.284.430.214.190.750.585.580.......0ccereereerieiieiiaieieiceaiee Spindle Pole Bodies
A11.284.430.214.190.750.602.......ccoccirrrrereiiininienieenee Microtubules
A11.284.430.214.190.750.602.309.......0ccereerieieiiaiiaieieeeeeae Axoneme
A11.284.430.214.190.750.602.620........ccccrerrerriiiiriirerereeene Neuropil Threads
A11.284.430.214.190.750.620.......cccceruereeieieieieieieneeneas Myofibrils
A11.284.430.214.190.750.640.......ccomcerireireeiiinineneeaae Neurofibrils
A11.284.430.214.190.750.640.520........cccererieieiiiieieieeeene Neurofibrillary Tangles
A11.284.430.214.190.750.820........cccvcvireeiiireeiieeeeieee s Spindle Apparatus
A11.284.430.214.190.750.820.500........ccccrereeierraiirieieeeeaeene Spindle Poles
A11.284.430.214.190.750.820.500.500.........c0ccvereririnriirieceeiniees Centrosome
A11.284.430.214.190.750.820.500.500.130......ccveeeuerierrerierieieeeiaieaneas Centrioles
A11.284.430.214.190.750.820.500.750.......cc0coveriririiriiriiecieinienes Spindle Pole Bodies
A11.284.430.214.190.875.....cceiiiiieieieiee e Organelles
A11.284.430.214.190.875.080.......0cccviuireeiiieeeiieeecieeeanns Bacterial Chromatophores
A11.284.430.214.190.875.117 e Cell Nucleus
A11.284.430.214.190.875.117.550......ccccciiieiiieeiecee s Macronucleus
A11.284.430.214.190.875.117.570.....ccooevveeeeeeeeeeeeeeeeee, Micronuclei, Chromosome-Defective
A11.284.430.214.190.875.117.575.....ccveiiiieiiiecee e Micronucleus, Germline
A11.284.430.214.190.875.190.......oeeiiiiiaeiiieeeiee e Cytoplasmic Vesicles
A11.284.430.214.190.875.190.190......cceiiiiiiiiieieceieee e Cytoplasmic Granules
A11.284.430.214.190.875.190.190.207 .....oerveeeeeeiieaieeieeeeeeeiees Chromaffin Granules
A11.284.430.214.190.875.190.190.560.......ccccveverireiiiirieeieiniees Melanosomes
A11.284.430.214.190.875.190.190.755.......coveiieiiiiieceeieeeeeeienes Microbodies
A11.284.430.214.190.875.190.190.755.250......c0ccvemrereirierieieieinieanns Glyoxysomes
A11.284.430.214.190.875.190.190.755.600.........cceeererierierieiieiaiaeanens Peroxisomes

A11.284.430.214.190.875.190.190.950........ccccoeviviriiiiiccecn, Weibel-Palade Bodies
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A11.284.430.214.190.875.190.550......cc0eiriiriiiieiieeieeeee Lysosomes
A11.284.430.214.190.875.190.550.040.......ccucrvereeiiaieaiiieeeieiees Acrosome
A11.284.430.214.190.875.190.700........cccererreieiriirireieneiene Phagosomes
A11.284.430.214.190.875.190.880.......0ccireeeeieiieiiiieieeeieae Transport Vesicles
A11.284.430.214.190.875.190.880.180.......ccccveuririiiiriiricieiriees Coated Vesicles
A11.284.430.214.190.875.190.880.180.160.......c.coveuereerierierieiieieieieneas Caveolae
A11.284.430.214.190.875.190.880.180.170......ccocvrerreiririerieieieiieanins Clathrin-Coated Vesicles
A11.284.430.214.190.875.190.880.180.180......ccucveuereereerierieieieiaieneas COP-Coated Vesicles
A11.284.430.214.190.875.190.880.337.......coveveuriiiriireireieceeieiees Endosomes
A11.284.430.214.190.875.190.880.337.500.........cceeuerrereerirrieieieeaennins Multivesicular Bodies
A11.284.430.214.190.875.190.880.495.......cccoveviririnieiieceeieiees Exosomes
A11.284.430.214.190.875.190.880.810.......ccuereeueeiieaiesieieeeeeieees Secretory Vesicles
A11.284.430.214.190.875.190.880.830.......cc0ccveuriurirrireirieeieerieens Synaptic Vesicles
A11.284.430.214.190.875.190.920......c00iirierieieieieiecieceee Vacuoles
A11.284.430.214.190.875.248........oeeoeieeeiiie e Endoplasmic Reticulum
A11.284.430.214.190.875.248.300........ccciereeienieiaieieieeaieae Endoplasmic Reticulum, Rough
A11.284.430.214.190.875.248.300.610.......ccverveureeriiriieiriiceeeeiees Nissl Bodies
A11.284.430.214.190.875.248.310.....ccueiuiieeeieieeeeeeeee Endoplasmic Reticulum, Smooth
A11.284.430.214.190.875.248.310.800........ccceviureeeiiireeiiiieeeiieeenns Sarcoplasmic Reticulum
A11.284.430.214.190.875.336....c.cceeuerieieeieieieieiesieiena Golgi Apparatus
A11.284.430.214.190.875.336.850......cc0cereirriiiieiieeiieneeen trans-Golgi Network
A11.284.430.214.190.875.393......ccuiiiiiieieieeeeeee e Lipid Droplets
A11.284.430.214.190.875.450.....cc.cciviiiiiiiieiieiieeeeen Magnetosomes
A11.284.430.214.190.875.564......cceieieieieieieieeeeeea Mitochondria
A11.284.430.214.190.875.564.461......coovriiiiiiiiirirceee Mitochondria, Liver
A11.284.430.214.190.875.564.627 .....ccoviereeieieiiiieeeeeeee Mitochondria, Muscle
A11.284.430.214.190.875.564.627.603.......ccocoveuverieiiriiriecieieieees Mitochondria, Heart
A11.284.430.214.190.875.564.755....ccoiiieeieieieeeeeee Mitochondrial Ribosomes
A11.284.430.214.190.875.564.882........cccoviveieiiiieiicieieens Submitochondrial Particles
A11.284.430.214.190.875.700.......cceeeieieieieieieeseiena Plastids
A11.284.430.214.190.875.700.069........cccervereeriiiiirirecriene Apicoplasts
A11.284.430.214.190.875.700.140.....cceiiieiieieeeeeeee Chloroplasts
A11.284.430.214.190.875.700.140.800.......cccoveririirieiriecieinieees Thylakoids
A11.284.430.214.190.875.811...cueiuiiiiiieieieee e Ribosomes
A11.284.430.214.190.875.811.370.....ccceevviiieriiieereeee e Mitochondrial Ribosomes
A11.284.430.214.190.875.811.740...c.cciiiiiieieeeeeeeee Polyribosomes
A11.284.430.214.190.875.811.740.300.......cccciiiiiiiieiiieiieeieeien Endoplasmic Reticulum, Rough
A11.284.430.214.190.875.811.740.300.610......ccueeeuererieieieieieiaeens Nissl Bodies
A11.284.430.214.190.875.811.870.....cceririiieiiiircrcceee Ribosome Subunits
A11.284.430.214.190.875.811.870.700.......cccrereeiiieeieieieeeienes Ribosome Subunits, Large

A11.284.430.214.190.875.811.870.700.349......ccoiiiiiiiiiiieieeeeeee Ribosome Subunits, Large, Archaeal
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A11.284.430.214.190.875.811.870.700.700......cccemviemeiiiieiieeeenieene Ribosome Subunits, Large, Bacterial
A11.284.430.214.190.875.811.870.700.750......ccocoeeerieieieieieieiaenins Ribosome Subunits, Large, Eukaryotic
A11.284.430.214.190.875.811.870.750.......cccoveririiiriiieeieieiee Ribosome Subunits, Small
A11.284.430.214.190.875.811.870.750.349......cocoiieieiiiiieieieeeeeas Ribosome Subunits, Small, Archaeal
A11.284.430.214.190.875.811.870.750.700.........cccervreeiiiieiiieeieeiens Ribosome Subunits, Small, Bacterial
A11.284.430.214.190.875.811.870.750.750......ccocoeeereieieiieieieiaeeas Ribosome Subunits, Small, Eukaryotic
A11.284.430.214.190.875.820........cccieeeiiiieieiieeeieene Sarcomeres
A11.284.430.214.190.875.930.......eeeiiiiiaiiiieeeiiee e Vault Ribonucleoprotein Particles
A11.284.430.214.200.......cccciiiiirieieieineeee Cytosol

A11.284.430.429.....ccoiiiiiiiieeee e Intracellular Fluid
A11.284.430.429.200.......cc0ccumiaririeeieinineeee Cytosol

A11.284.835. ... Subcellular Fractions

A11.284.835.168......cccuviiiiiiiiiiieiieeiee e Cell-Free System

A11.284.835.450........ccciiiiiiiiiieeeee e Intracellular Fluid
A11.284.835.450.200.......c.cccumimririeeiriniinienienna Cytosol

A11.284.835.514....oooiiiiiiiiicee Intracellular Membranes
A11.284.835.514.349......cciiiiiiieeeeeeee Mitochondrial Membranes
A11.284.835.514.700........ccemiiiiiiiaeiieeeiieeeee Nuclear Envelope
A11.284.835.514.700.500.........ccemeeiiiieiiiieeeeeene Nuclear Lamina
A11.284.835.540......cccceiiiiiiiiiiiiiiiieee Microsomes

A11.284.835.540.541.....ocviiiiiiieeeeee e Microsomes, Liver
A11.284.835.626........ccccieiiiiieeeee e Mitochondria

A11.284.835.626.461......coeiviiiieeeeeceeeee Mitochondria, Liver

A11.284.835.626.627 .......ccceoeeeeeeeieeiieee Mitochondria, Muscle
A11.284.835.626.627.603........ccccivirmieiiiiniiisreens Mitochondria, Heart
A11.284.835.626.882.........cccoiiiiiiiiiiciee Submitochondrial Particles
A11.284.835.859.....ccccmiiiiiiiiiieeeeee e Synaptosomes

A11.284.917 oo Trichomes

A11.299.. e Chromaffin Cells

AT11.299.500......cceieeeeieiieinieseeeeeiae PC12 Cells

A11.329 e Connective Tissue Cells

A11.329. 114 e Adipocytes

A11.329.114.249.....cooiiiiiiieeeee Adipocytes, Brown
A11.329.114.500.....cc.coiiiiiiiieeeeeee e Adipocytes, White

A11.329.17 1 e Chondrocytes

A11.329.228.....cciiieiiieeeee Fibroblasts

A11.329.228.100.....c..cciiriirinreieeeeee e 3T3 Cells

A11.329.228.100.080.......cceuereeeeiiieieiieienieeieeas BALB 3T3 Cells
A11.329.228.100.550.......c0cirviririieieiiniineniene NIH 3T3 Cells
A11.329.228.100.775....cociieeeeieieeeeeee e Swiss 3T3 Cells

A11.329.228.100.775.800........cccccuriiriiriiiiiiccie 3T3-L1 Cells
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A11.329.228.109.....ccciiiiiiiiiieieeeeeee e Corneal Keratocytes
A11.329.228.220.....c.cciiiiiiiieiieeeeee e COS Cells
A11.329.228.505........cceiiiiiirireeeeee e L Cells (Cell Line)
A11.329.228.950........cciiiiiieeiieeiiiee e Mesangial Cells
A11.329.228.975......cciiiiiiiieeeee Myofibroblasts
A11.329.372. e Macrophages
A11.329.372.300.....ccccmiririinrereeeeee e Epithelioid Cells
A11.329.372.368.....ccciiieiiiieeeeee e Foam Cells
A11.329.372.376..c.eeeiiiiiiiiiieeeeeeee Giant Cells, Foreign-Body
A11.329.372.380.....ccccceiiiiiiiiii Giant Cells, Langhans
A11.329.372.385.....cciiiiiiiiiiieeeeee Histiocytes
A11.329.372.588.....cccieiiiiiiieeee e Kupffer Cells
A11.329.372.600......cccciiiiiiiiiiieiieeieeaee Macrophages, Alveolar
A11.329.372.630....cccueieiiiieeiie e Macrophages, Peritoneal
A11.329.372.700.......ccooeiiiieieee e Osteoclasts

AT11.329.427 ..ot Mast Cells
A11.329.522.....cciiiiiiiee Odontoblasts
A11.329.629.....ccciiiiiiii Osteoblasts
A11.329.629.500.......cccuimimiiiiiiiieiieeeeaieene Osteocytes
A11.329.830....cccciiiiiiiiiii e Stromal Cells
A11.329.830.500......cccuimriiieiiiieiieeieesieene Mesenchymal Stromal Cells
A11.329.830.750.....ccciieieieiirieieeeeee e Telocytes
A11.329.830.750.500.......cccrmrimririieeeienienienrene Telopodes
AT11.329.850......cciieieieiiieeeeeee Theca Cells

A11.382. e Endocrine Cells
A11.382.249......ciiiiiiiiieee APUD Cells
A11.382.500........ccceiireeiieeeeiiee e Corticotrophs

A11.382.625. ... Enteroendocrine Cells
A11.382.625.031 ..o Enterochromaffin Cells
A11.382.625.047.....ooiiiiiiiiiiiiiciieeee Enterochromaffin-like Cells
A11.382.625.055......cccuiiiiiiiiiieeeeeeee Gastrin-Secreting Cells
A11.382.625.064........ccoiiiiiiiiieiiee e Glucagon-Secreting Cells
A11.382.625.092......cccviiiiiiiiiieeieeeeee Insulin-Secreting Cells
A11.382.625.900........cccmmiiieiiiieeiiieeeiiieeee Pancreatic Polypeptide-Secreting Cells
A11.382.625.950......ccccuimiiiiiiiiiieiieeeeaee Somatostatin-Secreting Cells
AT11.382.750...ccceiieiieeee e Gonadotrophs
A11.382.812..ceciicieee e Granulosa Cells
A11.382.812.500.....c.cccciiiiiiiiieieeeeeee e Cumulus Cells
AT11.382.875...cccieeeeeeee e Lactotrophs
AT11.382.906......cciiiieieiiiiieeeeeee Leydig Cells

AT11.382.9270 i Luteal Cells
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AT11.382.937 ..o Melanotrophs

A11.382.944 ..o Neuroendocrine Cells
AT11.382.952. ..ot Sertoli Cells
A11.382.968........oeiiiiiiiiiieeee e Somatotrophs

A11.382.984. ... Thyrotrophs
A11.382.992...ciiiiiie e Trophoblasts
AT1436.iiie Epithelial Cells

A11.436.107 ..o, Ameloblasts

A11.436.123. e Atypical Squamous Cells of the Cervix
A11.436.140......cciiieiiiieeeeeee Caco-2 Cells
A11.436.150......ccciiiiiiieiiieeeeee Chief Cells, Gastric
AT11.436.155..cciiiieeeee CHO Cells
AT11.436.265......c..ceeeiiiieeceee e Chromatophores
A11.436.265.531 ..o Melanophores
A11.436.265.531.560........ccccveveiiieienieieieeene Melanosomes
A11.436.267 ..o Corticotrophs
A11.436.270.....ccciiiiiiieieieeeeeee Dendritic Cells
A11.436.270.545......oeiiiiiiecee e Langerhans Cells
A11.436.275.....ccciiieiieeee e Endothelial Cells
A11.436.275.182. e Endothelial Progenitor Cells
A11.436.275.365......cccviiiiiiiiiiieieeeesee Hemangioblasts
A11.436.275.682......ccceiiiiiiiiiciieieee Human Umbilical Vein Endothelial Cells
A11.436.275.841 ..o Podosomes
A11.436.290........ceiiiiiiiiieeee e Enterocytes

A11.436.294 ... Enteroendocrine Cells
A11.436.294.031..cceiiiiiiiiiieiceeee Enterochromaffin Cells
A11.436.294.047 .....ocoviiieiiieeeeeeen Enterochromaffin-like Cells
A11.436.294.055........oiiiiiiiiiecee e Gastrin-Secreting Cells
A11.436.294.064.......ccooiiiiiiiiieiieeeee Glucagon-Secreting Cells
A11.436.294.092.......cciiiiiieiie e Insulin-Secreting Cells
A11.436.294.900.......ccc0imiiiiiiiiieiieeieeaee Pancreatic Polypeptide-Secreting Cells
A11.436.294.950........ccommiiiiiiiaiiiee e Somatostatin-Secreting Cells
A11.436.298......cceiiiiiiiiieceee Goblet Cells

A11.436.319. i Gonadotrophs
A11.436.329.....ccciiiiiiiiieee e Granulosa Cells
A11.436.329.500........ccciiiiiiieiieeeee e Cumulus Cells

A11.436.334 ..ot HEK293 Cells
A11.436.340......cciiieiiiiiieeeeee HeLa Cells
A11.436.340.500........cccccvmiiinririeineiees KB Cells
A11.436.348...c.niiiiiiee e Hepatocytes

A11.436.348.500.........cccccnviiiiiiiiiicici Hep G2 Cells
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AT11.436.365......cciiiiiiiiiiiccee HT29 Cells

A11.436.397 ..o Keratinocytes
A11.436.495. ... Labyrinth Supporting Cells
A11.436.507 ... Lactotrophs

A11.436.513 e Leydig Cells
AT11.436.520......cciiieieieiieeeeeee LLC-PK1 Cells
A11.436.566.......ccccveiieeiiieeeeeen Luteal Cells
A11.436.589....c..ceiiiiiiiceee e Madin Darby Canine Kidney Cells
A11.436.613 ... Melanocytes
A11.436.613.560.......cccoceiuiiiiiiiiiiiiiiienee Melanosomes
A11.436.636....cccuveeiiiieciiieeeiiee e Melanotrophs
AT11.436.660......cccceeiriiiiiieieeeee Merkel Cells
A11.436.690........ccceiiieeiiieeeiee e Neuroepithelial Cells
A11.436.690.550........ccemiiiiiiiiieiiiiee e Neuroepithelial Bodies
A11.436.700......ccccoiiiiieiiieeieeeeee Paneth Cells
A11.436.708.....ccoiiiiiiiiiecee Parietal Cells, Gastric
A11.436.714 oo Pneumocytes
A11.436.720....cciiiiieeeeee e Podocytes
AT11.436.837...ceiiiiiiiiiiieeee Sertoli Cells
A11.436.896........eeiiiiiiiieeiee e Somatotrophs
A11.436.925.....ccciiiiiiiie Thyrotrophs
AT11.436.955......cciiiiiiiieeee Vero Cells

AT1.443 i Erythroid Cells
A11.443.240......coiiiiiieee e Erythrocytes
A11.443.240.330.....ccccmiiiiiiiiiieeiieeeesee Erythrocytes, Abnormal
A11.443.240.330.100........eeeiiieeaiiieeeiiiee e Acanthocytes
A11.443.240.330.531...ccoiiiiiiiiiieeee e Megaloblasts
A11.443.240.330.802.......cceeiiieeaiiieeeiieee e Spherocytes
A11.443.240.497 ..coveiiiiiiieeeeeee Erythroid Precursor Cells
A11.443.240.497.200.......ccccoiiiaeiieeeeee e Erythroblasts
A11.443.240.497.200.500........cccemirmirriieiniiriareeenns Megaloblasts
A11.443.240.497 .480.......ccooeiiiieieee e K562 Cells
A11.443.240.665.......ccooviiiiiiiiiiieeeee Reticulocytes

A11.450...c i Eukaryotic Cells

A11497 e Germ Cells

A11.497 124 oo Embryonic Germ Cells
A11.497.248.....ociiiiieeee Germ Cells, Plant
A11.497 497 oot Ovum
A11.497.497.600.......cccomiiiiiiiiiieeeeaee Oocytes
A11.497.497.600.500.......ccccemirreieeeeieeaienenieneas Polar Bodies

A11.497.497.650......cccciiiiiiiiiiieeeeaee Oogonia
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A11.497.497.900.......cccoiiiiiieieeeeeee e Zona Pellucida
A11.497.497.950.....c.coiiiiiiiieeeee e Zygote
A11.497.760.......ccoeeieeeeeee e Spermatozoa
A11.497.760.400........ccomiiieiiiaiiiieeeiieeees Sperm Head
A11.497.760.400.100.......ccccovmiiiieienieeceeeen Acrosome
A11.497.760.450........ccomiiiiiiiiiieeeiiieeee Sperm Midpiece
A11.497.760.500........cccivmiiinririereeienene Sperm Tail
A11.497.760.600.........ccemiirieiiiriiiieeeiiieees Spermatids
A11.497.760.700......ccccuiiiiiiieieiieeieeseene Spermatocytes
A11.497.760.800........ccemiuireeiieeiiiee e Spermatogonia
A11.500.....ccciiiieee e Giant Cells
AT11.500.376...ccceiieiiiieeieee e Giant Cells, Foreign-Body
A11.500.380.....ccuiiiiiiiiiiieeiee e Giant Cells, Langhans
AT1.567 i Hepatic Stellate Cells
AT11.600......ccoiiiiiiiieee e Mesophyll Cells
AT1.620......ciiiiiiiiiecc Muscle Cells

A11.620.124 ..o Interstitial Cells of Cajal
A11.620.249.....cccoiiiiiiii, Muscle Fibers, Skeletal
A11.620.249.400.......cccccveviiiieiieeeeeene Muscle Fibers, Fast-Twitch
A11.620.249.700........coeiiiiiieieeeee e Muscle Fibers, Slow-Twitch
A11.620.249.850........cccciiiirinrerieeeeeiees Myofibrils
A11.620.249.850.700........cccciiiiiiiiiiieiee e Sarcomeres
A11.620.500.......c0cciiiiiieiieeie e Myocytes, Cardiac
A11.620.500.500........cceiieirririiieeeeee s Myofibrils
A11.620.500.500.700........ccccveeeiieienieieceeeene Sarcomeres
A11.620.520.......ceiiiiiiiieiieeeee e Myocytes, Smooth Muscle
A11.620.520.500......ccc0mmmreiiiiiiieiieeieesieene Myofibroblasts

AT1.627 e Myeloid Cells

A11.627.340. ..o Granulocytes
A11.627.340.120..c..ceeieieiieeeeeee e Basophils
A11.627.340.345.....c..ooiiiieeeeee e Eosinophils
A11.627.340.360........cceiiiiiiiiiaeiiiee e Granulocyte Precursor Cells
A11.627.340.360.500.......cccemimririecieinineniena HL-60 Cells
A11.627.340.583.....ccciiiiiiiieeeee e Neutrophils

AT11.627.482 ... Macrophages
A11.627.482.300.....c..cceiiiiiiiieeeee e Epithelioid Cells
A11.627.482.368........ccveieiiiiriceeeeee Foam Cells
A11.627.482.376...ccneieiiieeeeceee e Giant Cells, Foreign-Body
A11.627.482.380......cccuiiieiiiiiiieiieeieesee Giant Cells, Langhans
A11.627.482.385.....cccieieeieeeeee e Histiocytes

A11.627.482.588........ceeeciereeiieeeiee e Kupffer Cells
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A11.627.482.600.......cccceeiiiiiiiiiiiiieieeiiene Macrophages, Alveolar
A11.627.482.630........cciiiiiiiiiiee e Macrophages, Peritoneal
A11.627.482.665.......ccoeviiiiiiiieiieeee Monocyte-Macrophage Precursor Cells
A11.627.482.665.500.......ccccemuirieiiieieenieeenieeas U937 Cells
A11.627.482.700.......cccceiiiiiiiieeeeeen Osteoclasts

A11.627.624 ... Monocytes
A11.627.624.249......cccoiiiiiiiiiiieee Monocyte-Macrophage Precursor Cells
A11.627.624.249.500.......ccccoeiiieriiieieeeeee e U937 Cells
A11.627.624.500.......ccccmiiiiiiiiiiiiieieeaiene Monocytes, Activated Killer
AT11.627.635...cciiiieeee e Myeloid Progenitor Cells
A11.627.635.675.....cccciiiiiiiiiiieieeeee Granulocyte-Macrophage Progenitor Cells
A11.627.635.675.500........ccceiiiiiiiiiaiiiiieeieeee Granulocyte Precursor Cells
A11.627.635.675.750.....cccciiiiiiiiiiiiiiee e Monocyte-Macrophage Precursor Cells
A11.627.635.675.750.500........ccceniririiiaiiiaiaieeieens U937 Cells

AT1.642. i Neoplastic Cells, Circulating

AT1.650....ccc i Neuroglia
A11.650.200.....c.c0cemiiiiieiiieieeeee e Astrocytes

A11.650.300........ccieiiiiiaiiiie e Ependymoglial Cells
A11.650.400.......ccciiiiiiiiiiiieeeeeee Microglia
A11.650.500......cc0ieeeieiiiieieieeeeae Neuropil
A11.650.500.550........ccccmiuireiiiieeiiieeeiiieeens Neuropil Threads
A11.650.600........ccemiiiiiiiiieeieeeeeeeae Oligodendroglia
A11.650.600.500........cccccvmirrinririreeneieeenes Myelin Sheath
A11.650.775.....ccco Satellite Cells, Perineuronal
A11.650.800.......ccccviiiiieiiieieeeeen Schwann Cells
A11.650.800.500........ccciriririiiiieeeeee s Myelin Sheath
A11.650.800.500.550.......cccveeiiieieieeieieeene Neurilemma
A11.650.800.500.700........cccciiiiiiiiiiieiie e Ranvier's Nodes

AT1.671 e, Neurons

A11.671.050......ceiiiiiiiiieee e Adrenergic Neurons

A11.671.137 e Axons
A11.671.137.340.....ccociiiiiiiiiiicieee Growth Cones
A11.671.137.560........ccceiireeieeeiiiee e Mossy Fibers, Hippocampal
A11.671.137.750...ccceiiiiieiie e Presynaptic Terminals

AT1.671.188 . Cholinergic Neurons
A11.671.240.....ccciiiiiii Dendrites

A11.671.240.169......c..ceiiiieeeee e Dendritic Spines
A11.671.240.340......cccoiiiiiiiiicieeee Growth Cones

AT1.671.270 i Dopaminergic Neurons

A11.671.285.. i GABAergic Neurons

AT11.671.358...ccciieeiieecee e Interneurons
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A11.671.358.050......cccccviiiiriiieeceeeen Amacrine Cells
A11.671.358.212...ceoiiiiiiiicee Commissural Interneurons
A11.671.358.375.....ccciiiiiieeceeeeeee Renshaw Cells
A11.671.358.700........cceiiiiiieiieeiiieeecieeees Retinal Bipolar Cells
A11.671.460.....cccoiiiiiiiiiiiiceeee Lewy Bodies

AT1.671.487 ..o Mirror Neurons

A11.671.501 .. Nerve Fibers

A11.671.501.075. ..o Adrenergic Fibers
A11.671.501.075.800.....c..ccciiiiiiiiieiiienieeeeeee Sympathetic Fibers, Postganglionic
A11.671.501.100........ceiiiiieiiee e Autonomic Fibers, Postganglionic
A11.671.501.100.700.....c.ccmiiiiiieiieiieeniee e Parasympathetic Fibers, Postganglionic
A11.671.501.100.800........ccemiieraiiiiaaiiieeeiieeees Sympathetic Fibers, Postganglionic
A11.671.501.145....oooiieeee Axons
A11.671.501.145.500.......ccceeririeieieieeeieneeea Neurites
A11.671.501.145.750.....ccoiiiiiiiiiieiece e Presynaptic Terminals
A11.671.501.145.750.500........cciiiieeaiiiiaiiiieeeiiee s Mossy Fibers, Hippocampal
A11.671.501.234..c.ooiiiiiiiieeeeeee Cholinergic Fibers
A11.671.501.234.060........cceeiieriiiiiaaiiieeaieeees Autonomic Fibers, Preganglionic
A11.671.501.234.700.....c.cccciiiiiiiiieiieeiee e Parasympathetic Fibers, Postganglionic
A11.671.501.512. ... Nerve Fibers, Myelinated
A11.671.501.512.560.......cc0ccumriiririieieiriincienes Myelin Sheath
A11.671.501.512.560.550........cccemererrieiainiaieieaieens Neurilemma
A11.671.501.512.560.700........c.cccemiuerriieeiirieieeienns Ranvier's Nodes
A11.671.501.756........cccccoeiiiiiii, Nerve Fibers, Unmyelinated
AT1.671.514 i Nerve Fibers, Myelinated

A11.671.514.553 .o Myelin Sheath
A11.671.514.553.640......cccccviveiiiieiieieeene Ranvier's Nodes

AT1.671.543 i Neurites

A11.671.573 e Neurofibrils
A11.671.573.520.......cciiiiiiiiieceeeeeeeee Neurofibrillary Tangles
A11.671.650......cccciiiiiiiiiicieeee Neurons, Afferent
A11.671.650.250.....c.ccceiiiiiieeeeeee e Hair Cells, Auditory
A11.671.650.250.250.....c..ccciiiiiiiiiiieiiieiieeeeeee Hair Cells, Auditory, Inner
A11.671.650.250.315....c.cciieiiiieieieeeeee e Hair Cells, Auditory, Outer
A11.671.650.395.......ccoviiiiieeeeeee Hair Cells, Vestibular
A11.671.650.675......ccccviiiiiiiiiiiieiee Posterior Horn Cells
A11.671.650.675.800........c.ccceevviiieienieieieeeene Substantia Gelatinosa
A11.671.650.850.......ccceeiiiiiiiiiiiiiiiiiee Retinal Neurons
A11.671.650.850.500........c.ccceevveiieieniiieieeieene Amacrine Cells
A11.671.650.850.625........cccoiiiiiiiiiiiiiieeieeee Photoreceptor Cells

A11.671.650.850.625.660..........cccuveeerrieeaiiieeniieeanns Photoreceptor Cells, Invertebrate
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A11.671.650.850.625.670........cccccveeeiiieeaiiieeeiieeenns Photoreceptor Cells, Vertebrate
A11.671.650.850.625.670.049........cceiiiiiiiiiiaiiiieiieeees Photoreceptor Connecting Cilium
A11.671.650.850.625.670.100........ccccvvremieirenrieeeirieennns Retinal Cone Photoreceptor Cells
A11.671.650.850.625.670.237.......oeeiiieieiiiiieaiiee e Retinal Photoreceptor Cell Inner Segment
A11.671.650.850.625.670.375....ccccceiviiriiiiiieiieeieesieeee Retinal Photoreceptor Cell Outer Segment
A11.671.650.850.625.670.375.500........cccrerieieiiaiiieiieieeanene Rod Cell Outer Segment
A11.671.650.850.625.670.650........cccccvvreeiiereiiieeeiiieennns Retinal Rod Photoreceptor Cells
A11.671.650.850.625.670.650.650........ccccrereeieurriiniiieieeanene Rod Cell Outer Segment
A11.671.650.850.750........ccccmiuereiiriieeiiieeeiiieeens Retinal Bipolar Cells
A11.671.650.850.875........cciiiiiiiiiiiaeiieeeeeee Retinal Ganglion Cells
A11.671.650.850.937......ccociiiiiiiieiieeceeene Retinal Horizontal Cells

A11.671.650.915. ... Sensory Receptor Cells
A11.671.650.915.500........ccccmiuieiriieeeiiieeeiieeeenns Chemoreceptor Cells
A11.671.650.915.500.530.....cc0cceriereeieieiaeiesieniens Neuroepithelial Cells
A11.671.650.915.500.530.550.......ccccviuireeiiieeniieeeiieeennns Neuroepithelial Bodies
A11.671.650.915.500.540........ccceiiieiiiiiaiiiiieaieeees Olfactory Receptor Neurons
A11.671.650.915.500.600.......ccccceviemmieiiiiiiiiieeiienns Paraganglia, Nonchromaffin
A11.671.650.915.500.600.050.......ccccervererreeieriainienieienas Aortic Bodies
A11.671.650.915.500.600.150.......cccccerurruerieiririnienreennas Carotid Body
A11.671.650.915.500.600.350.......cccervererreeeariaiinienieieneas Glomus Jugulare
A11.671.650.915.500.600.360........cccviermririianiieiieeniieee. Glomus Tympanicum
A11.671.650.915.500.800........cccemerurreeieinieaiiaienieens Taste Buds
A11.671.650.915.750........cccomieeiiiieeiiieeeiieeens Mechanoreceptors
A11.671.650.915.750.300........ccemimieaiiiiaaiiieeaiieeees Golgi-Mazzoni Corpuscles
A11.671.650.915.750.425........cccoviriiiiiiiiiiaeee Merkel Cells
A11.671.650.915.750.500........cccemiriieieiniiiseiene Muscle Spindles
A11.671.650.915.750.600........cccccveeeiiireaiiieeciieeanns Neuroepithelial Cells
A11.671.650.915.750.600.350.......cccervererreeianiniinienieieneas Hair Cells, Auditory
A11.671.650.915.750.600.350.350......ccccemurirriiiiiiiienieenieene Hair Cells, Auditory, Inner
A11.671.650.915.750.600.350.365........ccciueeemieriaiiaieieeeeeeene Hair Cells, Auditory, Outer
A11.671.650.915.750.600.675.......ccoccerirerieieirinicnreeenas Hair Cells, Vestibular
A11.671.650.915.750.700........ccciiieeaiiiieaiiieeeiiee s Pacinian Corpuscles
A11.671.650.915.750.750........cccoiiiieeiiireeiiieeeieee s Pressoreceptors
A11.671.650.915.750.780........ceiiiieeaiiiieaiiee e Pulmonary Stretch Receptors
A11.671.650.915.875.......ccciiiiieeiiieecee e Nociceptors

A11.671.650.915.937 ... Photoreceptor Cells
A11.671.650.915.937.650........cccccivieeiiireeiieeeciieeenns Photoreceptor Cells, Invertebrate
A11.671.650.915.937.670........ceiiiiiiiiiiieaiie e Photoreceptor Cells, Vertebrate
A11.671.650.915.937.670.049........ceiiiiiiiiiieiieieeeen, Photoreceptor Connecting Cilium
A11.671.650.915.937.670.100........ceiiiiireiiiiieaieeeieee s Retinal Cone Photoreceptor Cells

A11.671.650.915.937.670.237....cccuveiiiiiiiiiieiieeeeee Retinal Photoreceptor Cell Inner Segment
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A11.671.650.915.937.670.375....cccoeeiiiiiiiiiieieeeeeee Retinal Photoreceptor Cell Outer Segment
A11.671.650.915.937.670.375.500........cccererieiaiaiiieiieieeeene Rod Cell Outer Segment
A11.671.650.915.937.670.650........cccccvreeiiireiiieeeiiieeenns Retinal Rod Photoreceptor Cells
A11.671.650.915.937.670.650.650........cccererieieiaiiriieieeaeene Rod Cell Outer Segment
A11.671.650.915.968........ccccciveeiiieeiiieeeiieeens Thermoreceptors
A11.671.655....... Neurons, Efferent
A11.671.655.500.......cccccveiiiiiiiieieneeene Motor Neurons
A11.671.655.500.050.........cccviiiiiiiiiiiiiicieee, Anterior Horn Cells
A11.671.655.500.525........c.ccveiiiieeieeeceeen Motor Neurons, Gamma
AT1.671.685...cciiiiiieieieeeee Neuropil
A11.671.685.550........ccccciuireiiiieeiiieeeiiieeens Neuropil Threads

AT1.671.693 ... Nissl Bodies

AT1.671.738 e Nitrergic Neurons

AT1.671.784 i Purkinje Cells

AT11.671.790. ..o Pyramidal Cells

A11.671.895. . Serotonergic Neurons
AT11.690......ciiiiiiiiiiiee e Oxyphil Cells

AT1.700..c i Pancreatic Stellate Cells

ATT.710. e Pericytes

AT1.733 e Phagocytes

A11.733.397 e Macrophages
A11.733.397.300.....ccceieiieieceeeee e Epithelioid Cells
A11.733.397.368.....ccciiiriiiiriiieeeee Foam Cells

A11.733.397.376. ..o Giant Cells, Foreign-Body
A11.733.397.380.....ccciiiiiiiiiieieeeeeeeee Giant Cells, Langhans
A11.733.397.385.....ciieeeeeeeee e Histiocytes
A11.733.397.588.....c.ceeveeiereeiee e Kupffer Cells
A11.733.397.600........cceiiiiiaiiiaeiiiee e Macrophages, Alveolar
A11.733.397.630.....ccciiiiiiiiiiiieeeeeeeee Macrophages, Peritoneal
A11.733.397.815. ..o RAW 264.7 Cells

AT1.733.547 oo Monocytes
A11.733.547.500........cciiiiiiiiieiieeeeeeeee Monocytes, Activated Killer
A11.733.689...ccciiieeiieeee e Neutrophils

AT1.750. i Plant Cells

AT1.760..c i Prokaryotic Cells
AT1.789.iie e Protoplasts

AT1.828..ciiiiiiiieeee Reed-Sternberg Cells
AT1.868...ciieeiiieeieeee e Spheroplasts

AT1.870. e Spores

A11.870.700.........cccooiii Spores, Bacterial

A11.870.710.c..ciiiieiiiieeee e Spores, Fungal



2016 MeSH Tree Hierarchy

Tree location

A11.870.740.....ccieeieeeee e Spores, Protozoan
A11.870.740.600........ccciieiiiiiieeeeeee e Oocysts
A11.870.740.600.800........ccccmiureerrieeeiiieeeniieeeennes Sporozoites
A11.870.740.800........cceieiiiiiieeeeeee e Schizonts
A11.870.740.800.500........c.ccveeerieeieieceeene Merozoites
A11.870.740.900........ccemiiieiiieeiiee e Trophozoites

AT1.872. e Stem Cells
AT11.872.040......ccciiiiieiiieeeeeeee Adult Stem Cells
A11.872.040.500........ccccmiereeiieeeiiieeeiiieeens Induced Pluripotent Stem Cells
A11.872.205. ... Endothelial Progenitor Cells
A11.872.220.....ccciiiiiiieeiiieeeee Fetal Stem Cells

AT1.872.378.ccceeee e Hematopoietic Stem Cells
A11.872.378.270...c..cceiiiiiiiiiieeeieeeeee Hemangioblasts

A11.872.378.294 ... Lymphoid Progenitor Cells
A11.872.378.294.500........cccciiiiiiiiiiieeiee e Precursor Cells, B-Lymphoid
A11.872.378.294.750........cciiiiiiiiiaiiieeeieeee Precursor Cells, T-Lymphoid
A11.872.378.294.750.800........cccerirueeiieiniiiareerens Thymocytes
A11.872.378.590.......cceiiiieiieiieeiiee e Myeloid Progenitor Cells
A11.872.378.590.635........cciiiiiiiiiieiieee e Granulocyte-Macrophage Progenitor Cells
A11.872.378.590.635.500........ccciiimeeaiiiieiiiieeaiieees Granulocyte Precursor Cells
A11.872.378.590.635.875......cccviiiiiiieiieiiie e Monocyte-Macrophage Precursor Cells
A11.872.378.590.817 ..o Megakaryocyte-Erythroid Progenitor Cells
A11.872.378.590.817.250......ccccuiiiiiiiieiieiiie e Erythroid Precursor Cells
A11.872.378.590.817.625........cciiiiiaiiiiieeiiee e Megakaryocyte Progenitor Cells
A11.872.590........ciieiiieeiiee e Multipotent Stem Cells
A11.872.590.500........ccemiireaieaeiiiee e Mesenchymal Stromal Cells
A11.872.645.....ceiiiiiiieeeee Myoblasts
A11.872.645.470.........ccccoiiiiiil Myoblasts, Cardiac
A11.872.645.500.......ccc0ceiiiiiiiiiiiiieiesee Myoblasts, Skeletal
A11.872.645.500.700.......cccceierieieeieieieeneneeas Satellite Cells, Skeletal Muscle
A11.872.645.510.....ccciiiiiiiiiiieiieeeee Myoblasts, Smooth Muscle
AT11.872.650......ceiiiiiiiiieeiee e Neoplastic Stem Cells
A11.872.650.500.......cc0emimiiiiiiiiiiiieieeiieene Embryonal Carcinoma Stem Cells
A11.872.653. ... Neural Stem Cells
A11.872.700.......c.cceeiiieeiiee e Pluripotent Stem Cells
A11.872.700.250........cciiiiiieiiieeiiiee e Embryonic Stem Cells
A11.872.700.250.130......ccciiieiiiieieieeeeceeeene Blastomeres
A11.872.700.250.260.......ccceuereerieieieieieeieneeieeas Embryoid Bodies
A11.872.700.250.500........ccciiiiiieiieiieeiee e Embryonal Carcinoma Stem Cells
A11.872.700.250.625........ccoiiiiiiiiieeiiieeeeee Embryonic Germ Cells

A11.872.700.250.750.....cc.ceiiiiiiiiieiie e Human Embryonic Stem Cells
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A11.872.700.250.875.....cceiiiiiiieeeeieeeeee e Mouse Embryonic Stem Cells
A11.872.700.500........ccemmireiiieeiiiee e Induced Pluripotent Stem Cells
AT1.872.785...ccceeeeeeeeee e Side-Population Cells
AT1.872.870..ccc i Totipotent Stem Cells
AT11.900....c.cc i Thymocytes
A2 Fluids and Secretions
A12.098......cciiiiiie e Amniotic Fluid

A12.200....c e Bodily Secretions

A12.200.087 ..ot Bile

A12.200.147 ..o Cerumen

A12.200.194 ..o Colostrum
A12.200.250......ccceieieieieieeeeeeee Dander
A12.200.307....coeiiieiiieeieee e Gastric Juice
A12.200.307.603.....cceiemieiiiiiieeieeeeee e Gastric Acid
A12.200.390......ccciiiiiiiieiiee e Intestinal Secretions
A12.200.455......ccciiiiiiiieeee Milk

A12.200.467 ..ot Milk, Human
A12.200.503.....cccuiiiiiieieee e Mucus
A12.200.503.339.....ccciiiiiiiieeee e Cervix Mucus
A12.200.567.....ccceiiiiiiiiic e Pancreatic Juice
A12.200.666.........ccueeerieiiriiriiieeeiene Saliva
A12.200.702...cciiiiieieieieeeeee Sebum
A12.200.732....ccciiieiiie e Semen
A12.200.769....ccueieeiieeeee e Smegma
A12.200.808........ceeeiiireeiieee e Sputum
A12.200.849......cciiiiiiiiieeee Sweat
A12.200.882......cceiiiiiiieiiee e Tears
A12.200.935......ccoiiiii Venoms
A12.200.946......ccoeviiiiiiiee e Vernix Caseosa

AT12.207 oo Body Fluids

A12.207. 119 it Ascitic Fluid

A12.207 152 Blood
A12.207.152.200.....c.cccmiiiiinriieeeeee e Fetal Blood
A12.207.152.693.....ceiiieiiieeeeee e Plasma
A12.207.152.693.600.......cccccumrimririicieinicnenena Platelet-Rich Plasma
A12.207.152.846.....c.ocoieieiiieeeee e Serum
A12.207.152.846.500........c.ccceeveiiiienieeceeene Immune Sera
A12.207.152.846.500.203........ccceieiiieieiiiae e Antilymphocyte Serum
A12.207.180. ..o Body Fluid Compartments
A12.207.200......ccceieeieieiieseeeeeae Body Water

A12.207.270..ccccceieeeie e Extracellular Fluid
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A12.207.270.040......c..cceiiireeie e Aqueous Humor
A12.207.270.210..cccceeeeeeeeeee e Cerebrospinal Fluid
A12.207.270.300.....ccccmiereeiiieieeiieeieesieene Extravascular Lung Water
A12.207.270.340..cc.ceeieeieieeeee e Follicular Fluid
A12.207.270.517 oo Labyrinthine Fluids
A12.207.270.517.324 ..o Endolymph
A12.207.270.517.878....c.ociiiiieieiiceeiee e Perilymph
A12.207.270.606........ccoeieiiiieiiieeeece e Lymph
A12.207.270.606.350.......c.ccccemrimririeeieiniineniene Chyle
A12.207.270.657 ..o Pericardial Fluid
A12.207.270.695.....c.ocoveiiiiiirerceeee e Plasma
A12.207.270.695.600.......ccccoeruiieiiieicieeieeieeeeas Platelet-Rich Plasma
A12.207.270.847 ..o Synovial Fluid
A12.207.515. i Intracellular Fluid
A12.207.7270 oo Nipple Aspirate Fluid
A12.207.927 .ot Urine

A12.383.. e Exudates and Transudates
A12.383.200......cceieieieiieiieeieeeeeae Cyst Fluid
A12.383.250......cciiiiiiiiiinieceeee Dentinal Fluid
A12.383.500.......cceeeiiiieaiiee e Gingival Crevicular Fluid
A12.383.800......cccceiiiiieieieeeeeeen Subretinal Fluid
A12.459. i Feces
A12.459.529.....ccciiiiiiiiie e Meconium
A12.459.764......oiiieeieieeeee Melena

A12.519. i Gastrointestinal Contents
AT12.580...cciiiieiieiiee e Hyalin
A3 Animal Structures
A13.048.....ooiiii Air Sacs

A13.073. e Anal Sacs

A1B.077 oo Animal Fins

A13.079. e Animal Shells

A13.093 .. Arthropod Antennae
A13.114 e Beak
A1B163.. Bursa of Fabricius

A13.223. e Cloaca

A1B.242. i Comb and Wattles
A13.246...cccciieeeieeeee e Compound Eye, Arthropod
A13.250... i Corpora Allata
AT13.265...cccciieeeie e Crop, Avian

AT13.316. i Egg Shell

A13.332. i Electric Organ
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A13.350..c i Embryo, Nonmammalian
A13.350.150..cc0ciiiiieieieiee e Chick Embryo
A13.350.575.....ccciiieiieiee e Chorioallantoic Membrane
AT13.365.eiiieiee e Fat Body

A13.370. e Feathers

A13.395. Forelimb
A13.395.248.......coiieieeee e Carpus, Animal
A13.395.823.....cccciiiii Wings, Animal
A13.408.....eeiiiiiiiiiieee Ganglia, Invertebrate
A13427 i Gills

A13.445. i Harderian Gland

A13.449 i Head Kidney

A13.453 . Hemolymph
A13.4B3...ciiieee e Hepatopancreas
A134B8.....eeiiiiiiiiiee High Vocal Center
AT3AT3 e Hindlimb
AT13.473.683...c.ciiiiiiieiieeeee Stifle

A13.473.821 e Tarsus, Animal
A13.497 Hoof and Claw

A1B.507 ..o Horns
A13.507.288......cceiviiiieeiiieeeee e Antlers

A13.518. e Imaginal Discs

A13.530.. e Interrenal Gland
A13.564....ciiiiieee e Lateral Line System
A13574 i Malpighian Tubules
A13.589...ciiiie e Mammary Glands, Animal
A13.600......ccciiiiiiiiee e Metrial Gland

A1B.647 Mushroom Bodies
A13.655.. i Nematocyst
A13.660......ceeiiiiieeieie e Nictitating Membrane
A13.686...ccccvieeciiieeiiie e Optic Lobe, Nonmammalian
AT13.706...coeiieieieieeee e Oviducts
A13.706.500........cccemireeiiiee e Fallopian Tubes
A1B.734 Perianal Glands

AT13.750. e Photoreceptor Cells, Invertebrate
AT13.81T i Salt Gland
A13.820.....cciiiieiieee e Scent Glands

A13.825.. i Sensilla
A13.853..c e Stomach, Avian
A13.853.363...c.cciiiiieieieee e Gizzard

A13.853.710. .. Proventriculus
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A13.869.....cciiiiiiic e Stomach, Ruminant
A13.869.106........coeiiiiiiiiiiiiie e Abomasum

A13.869.524 ..o Omasum

A13.869.697 ..ot Reticulum
A13.869.804......cciiiiiiieee Rumen

A13.895... i Tail
A13.939..cii Ultimobranchial Body
A13.950......ciiiiiiii Vibrissae
AT13.970.ciiie Wool

Al e Stomatognathic System

AT4A94 i Cheek
AT14.363...iiiiiiiee Facial Muscles

A14.527 e Jaw

A14.521.125. Alveolar Process
A14.521.125.800.......cccciiiiinriiieesenees Tooth Socket
A14.521.320...ccciiiiiieiieeeeeeee Dental Arch
A14.521.632...cccciiiiiiiiiiieeeee Mandible
A14.521.632.300.....c.ccccieiiiiiieieeee e Chin
A14.521.632.600.......ccc0cmmiiiiiiiiiiieeieeiene Mandibular Condyle
A14.521.645.....coiiiiiiiiiece Maxilla
A14.521.658......cciiiiiiiiiiiiicee Palate
A14.521.658.660........cccciveuiiiieiiiieeeeaeens Palate, Hard
AT14.530..cccciiiiiiiiiieee e Masticatory Muscles
A14.530.630.....ccccceiiiiiiiiiiie e Masseter Muscle
A14.530.790.....ccciiiiiiiiee e Pterygoid Muscles
A14.530.940......cooiiiiiiie e Temporal Muscle
AT4.549 i Mouth

AT4.549167 .o Dentition
A14.549.167.229.....cociiiiiiiiceeee e Dentition, Mixed
A14.549.167.237 ..o Dentition, Permanent
A14.549.167.646.......ccoveieieieeeeeen Periodontium
A14.549.167.646.094.........cociiiiiiiiiiiee, Alveolar Process
A14.549.167.646.094.800........ccccoirmerieieiriiriarerens Tooth Socket
A14.549.167.646.267 .....c..oeoceiiiiiiieiiicece Dental Cementum
A14.549.167.646.374.....c.ocviiiiiiieeieee Epithelial Attachment
A14.549.167.646.480.......ccccviiiiieieeeeeeee Gingiva
A14.549.167.646.700..........cccvveeriieeeiiieeeiieeeens Periapical Tissue
A14.549.167.646.7710 .coiiiiiiie e Periodontal Ligament
A14.549.167.860........cccviiiriiririceeeeees Tooth
A14.549.167.860.150.......ccccererriiieieieeeieneeieeas Bicuspid

A14.549.167.860.200........cccccriiiiiiiniiiinienne Cuspid
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A14.549.167.860.425.......ccoccviiiriiicieiecncee Incisor
A14.549.167.860.525.......cooiiiieiieieeee e Molar
A14.549.167.860.525.500........ccccriruerieiriiiirinrenenns Molar, Third
A14.549.167.860.700.......ccccerereeieieeeieneieneas Tooth, Deciduous
A14.549.167.860.700.500........ccccmuirmerieininiirinrerenns Natal Teeth
A14.549.167.860.715....c.ociieiiieieeeeeee e Tooth, Unerupted
A14.549.167.900........cccciiireeiieeeeiieeeciieeens Tooth Components
A14.549.167.900.250........cccciiiiiiiiiiiiee e, Dental Cementum
A14.549.167.900.255.......cccviiiiieeeeeceeee Dental Enamel
A14.549.167.900.255.500........cccemerierieieiniaiesienieens Dental Pellicle
A14.549.167.900.260.......cccccemimrrrieciriiniireniena Dental Pulp
A14.549.167.900.265.......ccoceiuiieieieieeeeneeiees Dental Pulp Cavity
A14.549.167.900.280.......cccccvmririeiieeriniirenenas Dentin
A14.549.167.900.280.280........cccoevveeeieeeeeeeeeeeeeeeeeeeae Dentin, Secondary
A14.549.167.900.700.......cccctiirririeerrinirenrenne Tooth Cervix
A14.549.167.900.710....cccieeueieiaieieeieeee e Tooth Crown
A14.549.167.900.720.......ccocciiriaririeeieinineniene Tooth Germ
A14.549.167.900.720.250......c.ccceiiieieieiaiaieaieaieens Dental Papilla
A14.549.167.900.720.255......ccccceriiiiiiieiniiiareees Dental Sac
A14.549.167.900.720.265........ccoeieiiieieiaiaeaeeeene Enamel Organ
A14.549.167.900.750.......cc0ccviriaririicieinieneniee Tooth Root
A14.549.167.900.750.700......ccccererrrieieiaiaiesieieeeens Tooth Apex
A14.549.336......cciiiiiiiiiieee Lip
A14.549.336.505........ccciiiriiieeeeee e Labial Frenum
A14.549.441 i Mouth Floor

A14.549.512. ..o Mouth Mucosa
AT4.549.617 .oeiiiiiiiiiecee Palate
A14.549.617.623......cccviiiiiiiiiciieee Palatal Muscles
A14.549.617.660........cccvvriiinriicinerees Palate, Hard
A14.549.617.780..c..cciiieieiieeeeee e Palate, Soft
A14.549.617.780.729....c.occviiiiiiieieie e Uvula
A14.549.760........coiiiiiiiiieeieeeeeeee Salivary Glands
A14.549.760.464........ccocoviiiiiiceee Parotid Gland
A14.549.760.640.......cceieiiiiiieceeeee e Salivary Ducts
A14.549.760.650......cccuemiiiiiiiiieiieeieaee Salivary Glands, Minor
A14.549.760.687 .....ceeieneieiiieeeee e Sublingual Gland
A14.549.760.812.....ccciiiiiiieeceeeeee e Submandibular Gland
A14.549.760.906.......cccoeeiiiiiiiiiiiiieiieeiee von Ebner Glands
A14.549.885........coeiiiiiiiie e Tongue

A14.549.885.431 ..o Lingual Frenum

A14.549.885.779......ccciiiiiiic Taste Buds
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ATAT24. oo, Pharynx
A14.724.490........ooiiiiiiiieeee e Hypopharynx

AT4.724.557 ..o Nasopharynx
A14.724.557.500........cccciiiiiiiiieeeeeeees Adenoids
A14.724.603.....c.ooeeeieee e Oropharynx
A14.724.603.925........cocieiiiieeeee e Palatine Tonsil

A14.724.617 .o Pharyngeal Muscles
A14.724.617.360........ccoiiiieiiiciieeeiieeee Esophageal Sphincter, Upper
A14.724.617.680......ccccoeiieiiiiiiiiieeeee Velopharyngeal Sphincter

AT4.907 ..o Temporomandibular Joint
A14.907.900........ccceiiireeiiee e Temporomandibular Joint Disc
A5 Hemic and Immune Systems

AT15.145 i Blood

A15.145.229..ccciiiiiiieeee Blood Cells
A15.145.229.093.....c.ociiiiiiiiieeeee e Blood Buffy Coat
A15.145.229.188.....ceiiiieiiiieeeeee e Blood Platelets

A15.145.229.334 ..o Erythrocytes
A15.145.229.334.270.....coeiiiiiiiiiee e Erythrocyte Membrane
A15.145.229.334.330....ccueiiiiiiiieeeee e Erythrocytes, Abnormal
A15.145.229.334.330.100......c.cccereeririeieinieae e Acanthocytes
A15.145.229.334.330.340......cccviiiieiieiieeee e Erythrocyte Inclusions
A15.145.229.334.330.340.335......cceiiiiiiiieeeee e Heinz Bodies
A15.145.229.334.330.531....ccocuiiiiiiiiiiiiies e Megaloblasts
A15.145.229.334.330.802......cccceiuriieieieieieeie e Spherocytes
A15.145.229.334.760.....c..ccoviiiiiiiieiiee e Reticulocytes
A15.145.229.480........cciiiiiieiiiiiiee e Hemocytes

A15.145.229.637 ..c..eoeiiiiiiiieeee e Leukocytes

A15.145.229.637.415. ... Granulocytes
A15.145.229.637.415.120.....cceiiriiiiicieiicieereee Basophils
A15.145.229.637.415.345.....ocuiiiiiiiiiee e Eosinophils
A15.145.229.637.415.583......cccciriiiiicieiii i Neutrophils
A15.145.229.637.555.......ociiiiiiiiieeiee e Leukocytes, Mononuclear
A15.145.229.637.555.283......ccciiiiiiiieiieeee e Cytokine-Induced Killer Cells
A15.145.229.637.555.283.500.......cceertereeieieiieiinienieeenea Killer Cells, Lymphokine-Activated
A15.145.229.637.555.283.750.....c0ceiviiiiiiiieiie e Monocytes, Activated Killer
A15.145.229.637.555.283.875......cccvieiieiiieieiee e T-Lymphocytes, Cytotoxic
A15.145.229.637.555.567......cccviiiiiiiiiiiiiie e Lymphocytes
A15.145.229.637.555.567.537 ....c.ccueiueiieeieieieeeieeie e Killer Cells, Natural
A15.145.229.637.555.567.537.500......c.ccervirriiiiiiiieiieneen Killer Cells, Lymphokine-Activated
A15.145.229.637.555.567.550.......cccccerueieeieieiainienenienea Lymphocyte Subsets

A15.145.229.637.555.567.550.450......cc.cceiiiriiiiieiiieiiee B-Lymphocyte Subsets
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A15.145.229.637.555.567.550.450.300.......ccccvemriiriiiiieiieeieeeenn B-Lymphocytes, Regulatory
A15.145.229.637.555.567.550.500........ccccrerieieiiiniiieiceeeene T-Lymphocyte Subsets
A15.145.229.637.555.567.550.500.200........cccceimriiriiiiieiieeieenenenn T-Lymphocytes, Cytotoxic
A15.145.229.637.555.567.550.500.400........ccceiiureeiiiiiaiiiiiaeiiieaeas T-Lymphocytes, Helper-Inducer
A15.145.229.637.555.567.550.500.400.500.........ccoecmrrririerieiainineanns Th1 Cells
A15.145.229.637.555.567.550.500.400.750......ccoccueuerierierieiieieieiaeanens Th2 Cells
A15.145.229.637.555.567.550.500.400.770......ccoccvvmreririerieieinineanns Th17 Cells
A15.145.229.637.555.567.550.500.700.......cc0creremriieaieieeieeeaeeienes T-Lymphocytes, Regulatory
A15.145.229.637.555.567.562.......ccoccevireireeieiiinieneeaa B-Lymphocytes
A15.145.229.637.555.567.562.200........ccccierieieriaiieiieeeeeene B-Lymphocyte Subsets
A15.145.229.637.555.567.562.200.300........ccccvemrieriiiiienieiieeennn B-Lymphocytes, Regulatory
A15.145.229.637.555.567.562.725......cccceieieieiiiiceeee Plasma Cells
A15.145.229.637.555.567.569.......ccoccerireerieieieinenieena T-Lymphocytes
A15.145.229.637.555.567.569.200........ccccrerieieiiaiinieieieeaiene CD4-Positive T-Lymphocytes
A15.145.229.637.555.567.569.200.400........cccceemirimieiiiieiieeieenienn T-Lymphocytes, Helper-Inducer
A15.145.229.637.555.567.569.200.400.500.........cceeererrerierierieiaiaeanins Th1 Cells
A15.145.229.637.555.567.569.200.400.750......c.c0ccvvmreririerieieinineanns Th2 Cells
A15.145.229.637.555.567.569.200.400.770......ccocoeeereieierieiieieiaeaneas Th17 Cells
A15.145.229.637.555.567.569.200.700........cccveiriiiiiiiieiieeieeinenn T-Lymphocytes, Regulatory
A15.145.229.637.555.567.569.220........cceierieieiiiiiiiieeeeee CD8-Positive T-Lymphocytes
A15.145.229.637.555.567.569.220.200........ccccvemriiieeiiieiieeieeienn T-Lymphocytes, Cytotoxic
A15.145.229.637.555.567.569.360........cccruerieieiiiriniiieieeaeee Natural Killer T-Cells
A15.145.229.637.555.567.569.500.........ccciuvirriiiiiiiieiienieene T-Lymphocyte Subsets
A15.145.229.637.555.567.569.500.200........c0civeeeurireaieieeieeeeeeienes T-Lymphocytes, Cytotoxic
A15.145.229.637.555.567.569.500.400........cccceemiriireiiiiiiiiiieenennnn T-Lymphocytes, Helper-Inducer
A15.145.229.637.555.567.569.500.400.500.........ccceererrerirrieriaiaiaeanins Th1 Cells
A15.145.229.637.555.567.569.500.400.750......c.c.ccvemreririerieieininianns Th2 Cells
A15.145.229.637.555.567.569.500.400.770......ccocoeeereieieieeiieieeaeanens Th17 Cells
A15.145.229.637.555.567.569.500.700........ccccveiriiniiiiieiieeieeninnn T-Lymphocytes, Regulatory
A15.145.229.637.555.567.584.......cociiiiiiiieieieeeea Lymphocytes, Null
A15.145.229.637.555.567.650........cccviiiiiiiieiieiieesen Lymphocytes, Tumor-Infiltrating
A15.145.229.637.555.652.....ccueieieeiieieieiaieaie e Monocytes
A15.145.229.637.555.652.500........cccmiiriiiiieiieiieeiieen Monocytes, Activated Killer
A15.145.300......cciieieieiieieeeeeee Fetal Blood

A15.145.693......ccoiiiiiieieeee e Plasma

A15.145.693.600.......ccc0ceiiiiiiiiiiiiiiieee Platelet-Rich Plasma
A15.145.846......ccoiiiiiiiiieeee Serum

A15.378.cciee e Hematopoietic System
A15.378.316....ccciieiiieeeeeeeee e Bone Marrow Cells
A15.378.316.340.....c.ceiiiiieiieieee e Granulocytes

A15.378.316.340.350.....c..cciiiiiiiiiiieiiiee e Granulocyte Precursor Cells
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A15.378.316.378...ccceeeeeeeeeee e Hematopoietic Stem Cells
A15.378.316.378.550........cciiiiiiiiiiieeiiieeeiee e Lymphoid Progenitor Cells
A15.378.316.378.590.....c..ceiiiiiiiiiieiieee e Myeloid Progenitor Cells
A15.378.316.378.590.675.......oceiiiieiiiiieeiiie e Granulocyte-Macrophage Progenitor Cells
A15.378.316.378.590.675.500........cccviiriiiiieieiieeiieeen Granulocyte Precursor Cells
A15.378.316.378.590.675.750.......cceiiiiieiiiiieaiieeeeieeees Monocyte-Macrophage Precursor Cells
A15.378.316.378.590.837.....ccoiiiiiiiiieiieee e Megakaryocyte-Erythroid Progenitor Cells
A15.378.316.378.590.837.250.......cceiiiieaiiiiieaieeeieeees Erythroid Precursor Cells
A15.378.316.378.590.837.250.200........ccccrermririrriirirerereene Erythroblasts
A15.378.316.378.590.837.250.200.500.......cc0coveeeurrieaieaieiieeeeeieees Megaloblasts
A15.378.316.378.590.837.625........ceiviiiiiiiieieeeee Megakaryocyte Progenitor Cells
A15.378.316.479...cciiiiiiieeieceee e Megakaryocytes
A15.378.316.580......cccuiiriiiiiiiieiieeieeeiee Monocytes
A15.378.316.790.....c.eeiieiieiieeceee e Reticulocytes
A15.382..ciiiie Immune System

A15.382.032...cciiiiiiiee e Antibody-Producing Cells
A15.382.032.438......ccciiiiiiiiiiieeee e B-Lymphocytes
A15.382.032.438.450........cceiiiiiiiiiiaiiieeeee e B-Lymphocyte Subsets
A15.382.032.438.450.300.......ccc0emmieiiieiiieiie e B-Lymphocytes, Regulatory
A15.382.032.438.725.....c.ccciiiiieieeeee e Plasma Cells
A15.382.066........ceeiiiiiiieiiieiie e Antigen-Presenting Cells
A15.382.066.270.....c.cciieieiiiiiieeeeeee e Dendritic Cells
A15.382.066.270.500........ccccriiiiiiieiieenie e Langerhans Cells
A15.382.066.275.......cccceeiiiiiiiiiiL Dendritic Cells, Follicular
A15.382.216.....cccuiiiiiiieieeeeee Bone Marrow
A15.382.250.....cccciiiiiiiiii Enterochromaffin Cells

A15.382.370. ..o Immunological Synapses
A15.382.490........coiiiiiiiieeee e Leukocytes
A15.382.490.315.....coiiiiiiiiiieee e Granulocytes
A15.382.490.315.120....c.ccieueriiieieieieeee e Basophils

A15.382.490.315.257 ..o Eosinophils
A15.382.490.315.583....c.ccuiiieiiiiieieeeeee e Neutrophils
A15.382.490.555......ccciiiiiiiiieeee Leukocytes, Mononuclear
A15.382.490.555.283......cceiuiiiieieeee e Cytokine-Induced Killer Cells
A15.382.490.555.283.500.......cc00emmiiiiieiiieiiiiieeees Killer Cells, Lymphokine-Activated
A15.382.490.555.283.750.......cccoveeeeeeieeeeeeeeeee, Monocytes, Activated Killer
A15.382.490.555.283.875......ccciiiiiiiieiieeee e T-Lymphocytes, Cytotoxic
A15.382.490.555.567....c.ccviueieiieiiieieeeie e Lymphocytes

A15.382.490.555.567.537 .....cceririiriiiiieiniieareees Killer Cells, Natural
A15.382.490.555.567.537.500.......ccccemuereeieieiaiinienienieneas Killer Cells, Lymphokine-Activated

A15.382.490.555.567.550.......ccc0cmmieiieiiiiiienieeieeans Lymphocyte Subsets
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A15.382.490.555.567.550.300.......ccccmiermririiaiiieiieeiieenn B-Lymphocyte Subsets
A15.382.490.555.567.550.500.......ccceruerurrieiariniinienieneeneas T-Lymphocyte Subsets
A15.382.490.555.567.550.500.200......c..ccemurirrieiieirieiienieenes T-Lymphocytes, Cytotoxic
A15.382.490.555.567.550.500.400.........cccmiureeiiiiraaiiiiaaiieaens T-Lymphocytes, Helper-Inducer
A15.382.490.555.567.550.500.400.900........c.ccererriirinrieeieinienes Th1 Cells
A15.382.490.555.567.550.500.400.905.......ccocreremrieeaieaieieeieeeienes Th2 Cells
A15.382.490.555.567.550.500.400.915.......cccirerirnriniiniieeieeeiees Th17 Cells
A15.382.490.555.567.550.500.700........cccererieieiainiiieeeeenene T-Lymphocytes, Regulatory
A15.382.490.555.567.562.......cccceuiiiiiiiiiiiiiiieeies B-Lymphocytes
A15.382.490.555.567.562.450.......ccccemeriereieieinieneiena B-Lymphocyte Subsets
A15.382.490.555.567.562.450.300.........cccnmirriiiiiiiieiienieenn B-Lymphocytes, Regulatory
A15.382.490.555.567.562.725.......ccoceienieeieieieeeeiena Plasma Cells
A15.382.490.555.567.5609.......cccceuiiiiiiiiiiiiiieeees T-Lymphocytes
A15.382.490.555.567.569.200.......ccceruererrieieiaiinienienieneas CD4-Positive T-Lymphocytes
A15.382.490.555.567.569.200.400.........cccnmirrieiiiiiienienieene T-Lymphocytes, Helper-Inducer
A15.382.490.555.567.569.200.400.900........c0crereuerreaienieieeeeeeienns Th1 Cells
A15.382.490.555.567.569.200.400.905.........ccceriririnrinriecieinieees Th2 Cells
A15.382.490.555.567.569.200.400.915.......ccuiiiiiiiiiieieeeeeeeiees Th17 Cells
A15.382.490.555.567.569.200.700......c..ccenmirreaiieiiienienieenn T-Lymphocytes, Regulatory
A15.382.490.555.567.569.220.......cccceruereerieieniaienienieienas CD8-Positive T-Lymphocytes
A15.382.490.555.567.569.220.200.........cccmurirmieiieiiieiienieene T-Lymphocytes, Cytotoxic
A15.382.490.555.567.569.440.......cccccemeieeiiieieiienieiena Jurkat Cells
A15.382.490.555.567.569.470.......ccocceriruereeieirinenreneanas Natural Killer T-Cells
A15.382.490.555.567.569.500.......ccccemuerurrieieiiniinienieeenea T-Lymphocyte Subsets
A15.382.490.555.567.569.500.200.........cccrurirrieiieirieiienieene T-Lymphocytes, Cytotoxic
A15.382.490.555.567.569.500.400.........cccmireeiiiiraaiiiiaaiieaens T-Lymphocytes, Helper-Inducer
A15.382.490.555.567.569.500.400.900..........ccererrriirinrireeeirienes Th1 Cells
A15.382.490.555.567.569.500.400.905.......ccociererreeiieaiinieeeeeienes Th2 Cells
A15.382.490.555.567.569.500.400.915.......ccciveriririiiiiceeeniees Th17 Cells
A15.382.490.555.567.569.500.700........cccererieiariainieieieeanene T-Lymphocytes, Regulatory
A15.382.490.555.567.622......c.ccemuirueiiieiniiieareeens Lymphocytes, Null
A15.382.490.555.567.650........ccciiiieiiiiiaaiiiieeiiee s Lymphocytes, Tumor-Infiltrating
A15.382.490.555.652......c..cciiiiiiiiieee e Monocytes
A15.382.490.555.652.500........ccccevvieviieiiiiiieieeeeieeien, Monocytes, Activated Killer
A15.382.520.....ccciiiiiiiieiee e Lymphatic System
A15.382.520.150.....cceiemieiiiiiseesieeeeee e Lymph
A15.382.520.150.350......cc0crmririeiieieini e Chyle

A15.382.520.307 i Lymphatic Vessels
A15.382.520.301.500.....c..ccimiiiiiieiieiieeiie e Endothelium, Lymphatic
A15.382.520.301.750....c.cccuerrueieieeieeee e Thoracic Duct

A15.382.520.604.......ccoiiiiiiiiiiieiieeeeee Lymphoid Tissue
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A15.382.520.604.100.......cccccumimririieirininienrennes Adenoids
A15.382.520.604.114...cooiiiiiieeeeeee e Bursa of Fabricius
A15.382.520.604.412....c.ocviiiiiiiieieie e Lymph Nodes
A15.382.520.604.412.500.......ccc0ceiuiiiiiiiiiiiiiieeees Germinal Center
A15.382.520.604.412.500.200.......cccccemimmereeiririnenieeennas Dendritic Cells, Follicular
A15.382.520.604.580.......cccueiueriiiiieieieeiene e Palatine Tonsil
A15.382.520.604.600.........ccceimriiiieiieeiienieeee Peyer's Patches
A15.382.520.604.700.......ccccoereaieiieeeieieaieneneeeas Spleen
A15.382.520.604.750.......ccoccomimririeaiiinineirene Thymus Gland
A15.382.652...c..cciiiiiiiiiieeee Mast Cells
A15.382.680.....cccieiiiiiiieiieie e Phagocytes

A15.382.680.397 ... Macrophages
A15.382.680.397.300.......cccccumririeieeieinienenees Epithelioid Cells
A15.382.680.397.368.......cceeueriiiiiiieieeee e Foam Cells
A15.382.680.397.376....ccceeiiiiiiiiieiieee e Giant Cells, Foreign-Body
A15.382.680.397.380......ccccceeiiiiiiiiiiii Giant Cells, Langhans
A15.382.680.397.385.......ccoiiiiiiiiieeeee e Histiocytes
A15.382.680.397.588.......cceuiriiiiiiiiieeee e Kupffer Cells
A15.382.680.397.600........ccccriiiiiiiiiiieiie e Macrophages, Alveolar
A15.382.680.397.630........cciiiiiiiiiiieeiiee e Macrophages, Peritoneal
A15.382.680.547......ccoiiiiiiiiiiiieeeee Monocytes
A15.382.680.547.500..........cccceeiiiiiiiiii Monocytes, Activated Killer
A15.382.680.689........cccciiiieiiieeiiee e Neutrophils

A15.382.812. i Mononuclear Phagocyte System
A15.382.812.260.....c.cccuciiiirinririieiecees Dendritic Cells
A15.382.812.260.500........ccciimeriiiiiaaiiieeaieees Langerhans Cells
A15.382.812.522.....ccciiiiiiiiiieeee Macrophages
A15.382.812.522.300.......ccccueruiieieieieieeienenieeas Epithelioid Cells
A15.382.812.522.368.......cccciiuiriiieeeieeee Foam Cells
A15.382.812.522.376.......oeiiiiiiiiiieeeeieeeiee e Giant Cells, Foreign-Body
A15.382.812.522.380.....ccciiiiiiiiiieieee e Giant Cells, Langhans
A15.382.812.522.385.......ceiiiiiieeee e Histiocytes
A15.382.812.522.588.......ccociiiiiiiiieeeee Kupffer Cells
A15.382.812.522.600........cccemueeiiiiiaaiiiieaiieeeee Macrophages, Alveolar
A15.382.812.522.630.....c.cciiiiiiiiiieiieee e Macrophages, Peritoneal
A15.382.812.547 ..o Monocytes
A15.382.812.547.500.....c..ccciiiiiiiiieiiieie e Monocytes, Activated Killer
A6 Embryonic Structures

A16.094 ..o Blastomeres

A16.142. e Branchial Region

AT1B.166....eeeiiiieieee e Cleavage Stage, Ovum
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A16.178. e Cloaca

A16.254 ... Embryo, Mammalian
A16.254.500.......ccciiiiiieiiiiee e Blastocyst
A16.254.500.533.......coiiiiiiieeiee e Blastocyst Inner Cell Mass
A16.254.500.766........ccccevuereeiieeeeiieeeiiieeanns Trophoblasts
A16.254.750......ceeiiiiiiiieeee e Extraembryonic Membranes
A16.254.750.147 .o Allantois
A16.254.750.277 ..o Amnion
A16.254.750.473....ccveieiiiiieeeee e Chorion
A16.254.750.473.200.......cccceiiaieieiieieeeieeeeeas Chorionic Villi
A16.254.750.981.....cviiiiiiiiieceeee e Yolk Sac
A16.331..cci Embryo, Nonmammalian
A16.331.024 ... Blastoderm
A16.331.042...ccoiiiiiieiiiieeeee Blastodisc
A16.331.099.....ccciiiiiiiiiie e Blastula
A16.331.200.....cciieeieieeieeeeeee Chick Embryo
A16.331.400......cccoiiiiiieiiieeeeee Chorioallantoic Membrane
A16.331.800......cciieeeeieiiriiieieieeeeiae Yolk Sac
A16.378...eiieieeee e Fetus
A16.378.099......cciiiiiiiiiieeee Aborted Fetus
A16.378.149. ..ot Amniotic Fluid
A16.378.200......cceieeeeieiieiiriecieeeieae Fetal Blood
A16.378.303...c.ciiiiiiiieiieeee Fetal Heart
A16.378.303.395......ccciiiiiieee Ductus Arteriosus
A16.378.303.662.......c.ccveiiieeeeeen Endocardial Cushions
A16.378.303.930.....ccccuiiiiiiiiiiieeeee e Truncus Arteriosus
A16.378.529.....cccuiiiiiiiiiie e Meconium

A16.378.693 ... Umbilical Cord
A16.378.693.641.....cviiiiiiiieccee e Umbilical Arteries
A16.378.693.807.....cceienieieiiieieeeee e Umbilical Veins
A16.378.857 ... Vernix Caseosa

A16.440 i Gastrula

A16.504 .. ..o Germ Layers
A16.504.273.....cociiiiii Ectoderm
A16.504.407......cciiiiiiieieeee Endoderm
A16.504.660........ccccviiiiiiiiic e Mesoderm
A16.504.660.600.......cc.0cemmeirriiiiiiiieieeiieene Pericytes
A16.504.660.750........cceieiiiieiiieeeeeee e Somites
A16.535.....cciii e Gestational Sac

ATB.567 ..o Limb Buds

A16.599.....cciiiiiieeee e Mesonephros
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A16.615.. i Morula
A16.623.....eeiiiiiie Mullerian Ducts
A16.627 ... Neural Crest
A16.629......ciiiiiiiiiiie Neural Plate
A16.630.....ccciiiiiiiiiee e Neural Tube
A16.660.......ccceiiiiiiiiiiei e Notochord

AT1B.675.. i Organizers, Embryonic
AT16.690.....ciiirieiiee e Ovum
A16.690.325......ccuiiiiiiiiiiiee Egg Yolk
A16.690.886.........occieiiiiiiiiceee Vitelline Membrane
A16.690.900.......cccceiiiieiiiieeieeee Zona Pellucida
A16.710.. i Placenta
A16.710.189..ciiiiiciiieeee Chorionic Villi
A16.710.289...cciiiiiiiieiieeeeeee Decidua
A16.710.289.500.......cccccveeireiieieeeeeee e Deciduoma
A16.710.802...c.eiieeiiieeeee e Trophoblasts
A16.830.....ccciiiiiiiieee e Primitive Streak
A16.835...ciiiiee e Pronephros
A16.835.400......ccccceiiiiiiiiieeeeane Head Kidney
A16.890......ccoiiiiiiiieiice Urachus
A16.920.....ccciiiiiie e Vitelline Duct
A16.935..... Wolffian Ducts
A16.950......cciiiiiiiiiiee e Zygote

AT e Integumentary System
AT17.360...cciiiiiiiiieieeeee e Hair
A17.360.296......cceiiieieiieiirieeeeeee Eyebrows
A17.360.427 ..o Eyelashes
A17.360.710..ccceiiiieieieeeeeeeeee Hair Follicle
A17.360.855......cceiiiiiiiiiiccee Wool
AT7.600.....ccoieieieiieeeeeeee e Nails

AT7.815 i Skin
AT17.815.180..ccuiiiiieieieeeeeeeee Dermis
A17.815.180.040......ccciveiiieieeeceee Acellular Dermis
A17.815.250..cccciiiieieieeeeeeeee Epidermis
A17.815.250.500........ccciimiiinriirieenecees Hair Follicle
A17.815.805.....ccceiiiiiiiiiiice Sebaceous Glands
A17.815.830.....ccciiiiiiiieiiieere e Sweat Glands
A17.815.830.206........cceeiiiieiiiiaeiiiee e Apocrine Glands
A17.815.830.480......cccccveiiiiiiiieieceeen Eccrine Glands
A8 Plant Structures

A18.005.....ccieeeie e Chromosomes, Plant
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A18.024.....c..eeeeeieeeee e Plant Components, Aerial
A18.024.249........ooiiiiiiiee e Flowering Tops
A18.024.249.500........cccovmiiinririeeeie s Flowers
A18.024.249.500.249.......ccooiiieieeee e Germ Cells, Plant
A18.024.249.500.249.249........ccciiiiiiiiiiieee Ovule
A18.024.249.500.249.500........cccemerurieeieiniaeaeeeene Pollen
A18.024.249.500.249.500.500.......c0ccerurruereeieiiniinienieeenas Pollen Tube
A18.024.249.500.624...........ccooiiiiiiiiie e Inflorescence
A18.024.500......ccccciiieiiirieeiene Fruit
A18.024.500.500........cceiiiiiiriiieeeee e Nuts
A18.024.500.750.....c..ccmriiirinreirieeeee e Seeds
A18.024.500.750.333....ccccuiiiriiieieeeeee e Cotyledon
A18.024.500.750.500.......ccccumrimririeeieiinienennenne Edible Grain
A18.024.500.750.666.........cceeoueeeiiieaaiiiieaiieeeee Endosperm
A18.024.750........ceeeiieeeeeee e Plant Epidermis
A18.024.750.200........cceieiiiieeeeee e Plant Bark
A18.024.750.650.......ccccveiiiiiieeeeee Plant Stomata
A18.024.750.825.......cccoiiiiiiiiiiee Trichomes
A18.024.812...ccciiiiee e Plant Leaves
A18.024.812.324 ..o Mesophyll Cells
A18.024.812.650......cccccveeiieiiiieeeeeen Plant Stomata
A18.024.812.700.....c..cieieieiirieeieeeeee e Pulvinus
A18.024.875......cciiieiiieieeeee Plant Shoots
A18.024.875.500........ccciiiiiiiiieieeeeee e Cotyledon
A18.024.875.750.....cccccmiiiiiiiieiieiieeiee e Hypocotyl
A18.024.875.875.....ceeeieiiieeeeee e Meristem
A18.024.875.875.500.......ccccumuiaririeeieiniinieniee Cambium
A18.024.937 ..o Plant Stems
A18.024.937.249......cciiiiiiiiie Hypocotyl
A18.024.937.500........cceieiiiieiieieeee e Meristem
A18.024.937.750.....ccciiiiiiinriceeee e Rhizome
A18.400......cccoiiiiiiece Plant Roots
A18.400.500.......cccccviiirieiieeeeeee Meristem
A18.400.500.299.....c.cciemiiiiiieeeeee e Cambium
A18.400.500.600.........ccceiuireiiiieeiiieeeiiieeenns Plant Root Cap
A18.400.525.......coiiiiiiiiee e Mycorrhizae
A18.400.625.......c.coviiiieeee e Plant Tubers
A18.400.750......cceiieieieiieeeeeee Rhizome
A18.400.875......cciiiiiiieieeeeeee e Root Nodules, Plant
A18.450......cciiiiiiiic Plant Vascular Bundle

A18.450.250.......ccccoiiiiiiiiice Phloem
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A18.450.500......cccciiiiiiriiriieeienae Xylem
A18.450.500.500........ccciiririiriiiieeee e Wood
A18.550......cciiiiiiiieee e Seedlings
A18.550.500......ccccieeeeeiiiiiiieieieeeeaiae Hypocotyl
A18.560......ccciiiiiiiieiieeee e Sporangia
A1 Fungal Structures

AT19.311 Chromosomes, Fungal
A19.311.800.........cccceiiiiii, Chromosomes, Atrtificial, Yeast
A19.374 .o Fruiting Bodies, Fungal
A19.374.500........cciiiiiiiiiieiiee e Spores, Fungal
A19.530..cciiiiiiiiiieee Fungal Capsules

AT9.887 .. Mycelium
A19.687.400.......cccciiiiiiiiiieie e Hyphae
AT19.690.....cciiiiiiiee e Mycorrhizae
AT19.800......cciiiiiiiiiieieeee e Sporangia

A20.. Bacterial Structures
A20.186...ccceieeeiiieeeie e Bacterial Capsules

A20.374 ..o Bacterial Chromatophores
A20.812..iieee e Chromosomes, Bacterial
A20.812.170 ..o Chromosomes, Atrtificial, Bacterial
A20.843......coiii Fimbriae, Bacterial
A20.859....cciiiiiee e Magnetosomes

A20.867 ..ot Pili, Sex

A20.871 e Purple Membrane
A20.873...cieeee e Ribosome Subunits, Large, Bacterial
A20.874 ... Ribosome Subunits, Small, Bacterial
A2 Viral Structures

A21.249 i Virion

A21.249.500........ccceiireeiiee e Nucleocapsid
A21.249.500.250.....c.ccieieiiiirieeeeee e Capsid

BOT .o Eukaryota

BO1.043. ... Alveolata
B01.043.075......cciiieeeceeeeee e Apicomplexa
B01.043.075.189...c.ceiiiiiiiiiiieeeeeieine Coccidia
B01.043.075.189.250........cceimuirriirercreirsie e Eimeriida
B01.043.075.189.250.150.......ceiiruerieieieeeiceiese e Cryptosporidiidae
B01.043.075.189.250.150.160.......cccveeevireeeiiieeeriiee e Cryptosporidium
B01.043.075.189.250.150.160.170.....ccciureeaiiieaaiiieeeieee e Cryptosporidium parvum
B01.043.075.189.250.250.......cccccemuimreeiieiniiricnenenes Eimeriidae
B01.043.075.189.250.250.200........cccerereeieianiaieaienieneeens Cyclospora

B01.043.075.189.250.250.250.........ccccviimiiniiiiiiiiiiicns Eimeria
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B01.043.075.189.250.250.250.250.......c.ccemvieeeriiriinienieieienas Eimeria tenella
B01.043.075.189.250.250.400........cccererueieianiaieaienieneeene Isospora
B01.043.075.189.250.750........ceiiiiiiiiiienie e Sarcocystidae
B01.043.075.189.250.750.550........cccerereeieiaiaiiaienieieens Neospora
B01.043.075.189.250.750.750......ccceceieiiiieiieiiic e Sarcocystis
B01.043.075.189.250.750.800........cccererueierieiaicaienieieeeans Toxoplasma
B01.043.075.189.275.....cocoiiiiiirereceeeeie e Eucoccidiida
B01.043.075.380.....ccceiiiieaiiiieeiiiee e Haemosporida
B01.043.075.380.611..c..cviiiiiiiriceiceeee e Plasmodium
B01.043.075.380.611.467....c.ooiiiiiiiiieeecee e Plasmodium berghei
B01.043.075.380.611.490.......ccccoiviviiiiiiieeseeeee Plasmodium chabaudi
B01.043.075.380.611.505......ccciiiiiiiiieeiiiee e Plasmodium cynomolgi
B01.043.075.380.611.561......ccccveeeiiieeeiieeeciiee e Plasmodium falciparum
B01.043.075.380.611.576.....cccccveieiiiiaaiiieeeieeeien Plasmodium gallinaceum
B01.043.075.380.611.610......ccccviiiiiiieieeeceeee Plasmodium knowlesi
B01.043.075.380.611.667........ceviiiiiiiiieicceeee Plasmodium malariae
B01.043.075.380.611.700.......ccccouivirieiiieeseeeee Plasmodium ovale
B01.043.075.380.611.767....cooiiiiiieiieeecec e Plasmodium vivax
B01.043.075.380.611.780....ccccceiiiiiiiiieiieeiee e Plasmodium yoelii
B01.043.075.600......ccccceieiiiiieeiiieeeiiee e Piroplasmia
B01.043.075.600.580........cccccvmmimrinriieiiirnierieeenns Piroplasmida
B01.043.075.600.580.070.......cccemuereeeeieeeiirienesieneas Babesia
B01.043.075.600.580.070.100........ccccrerueieininrinrenrerenns Babesia bovis
B01.043.075.600.580.070.550........cccererueieiaiaeinienieneeens Babesia microti
B01.043.075.600.580.700........ccccoeimreeemeiririeriennennas Theileria
B01.043.075.600.580.700.100........cccerereeieiairiiaienienieene Theileria annulata
B01.043.075.600.580.700.500........cccccermeieininiinrinrireees Theileria parva
B01.043.185.....ceiieiieieieiiesieeeeee e Ciliophora
B01.043.185.375....cciiiiieieeieeece e Kinetofragminophorea
B01.043.185.375.650.......ccceiviiiiiiiiiiiciiieeee Trichostomatida
B01.043.185.375.650.650.......cccccceevvireiieeieneeee Trichostomatina
B01.043.185.375.650.650.153......c0cieiuerieieieiiesiesieieene Balantidium
B01.043.185.650........ccccviiiiiiieiieeieeeieee Oligohymenophorea
B01.043.185.650.375.....ccciiiiieiiiieeeiiee e Hymenostomatida
B01.043.185.650.375.550.......ccccimimreeiieieniiricnienienes Peniculina
B01.043.185.650.375.550.637 .....ccereruerieieiaiiaiiaieaieieens Paramecium
B01.043.185.650.375.550.637.074.......ccveviieeeciececeee Paramecium aurelia
B01.043.185.650.375.550.637.150........cccciriiiiiiiiiiiiiieeeen Paramecium caudatum
B01.043.185.650.375.550.637.700.........cccovreeriiieiiceereaien Paramecium tetraurelia
B01.043.185.650.375.750.......cceiieieeeeieeeieienie e Tetrahymenina

B01.043.185.650.375.750.850.........cccevimiiiiiiiiiiiiins Tetrahymena
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B01.043.185.650.375.750.850.700........cccceemiuririiriieiieenieennnn Tetrahymena pyriformis
B01.043.185.650.375.750.850.875.....cccceveeiiuiiieaiiie e Tetrahymena thermophila
B01.043.185.700........cciiiiiiiaiieiieeie e Polymenophorea
B01.043.185.700.400........ccceoiiuirieiieeeeieaieeeeeens Hypotrichida
B01.043.185.700.400.750.......ccccueeeeiieeeiiieeeiieeeeieenn Sporadotrichina
B01.043.185.700.400.750.375.....cceierieieieiaiieaieeieeene Euplotes
B01.043.185.700.400.750.600........cccccerueirininiinrenrinenes Oxytricha

B01.043.214 .o Dinoflagellida
B01.043.214.600.......ccccvveiiiireeiiieeciee e Pfiesteria piscicida
BO1.046.......coiiiiiiiiiiiiicceee Amoebozoa
B01.046.060........cccciiieieiiiiiiceeee Archamoebae
B01.046.090.......ccceiiiiiiiiiieiiieiecee Balamuthia mandrillaris
B01.046.500........ccccciiiiiiiiiecieee e Lobosea
B01.046.500.100......ccccieeeririirieieieiaiaieens Amoebida
B01.046.500.100.075.......ccccvvreiiieeeeiiee e Acanthopodina
B01.046.500.100.075.080.......cccirverieiiieieeiceieniesienas Acanthamoeba
B01.046.500.100.075.080.150.......ccccvveieeiieieiieieceeeene. Acanthamoeba castellanii
B01.046.500.100.200........ccceieuiriereereeieaieeeeieenes Blastocystina
B01.046.500.100.200.200........cccemrimreeeeeieririeniennenas Blastocystis
B01.046.500.100.200.200.375.....ccceiceruerieieiaiaieaienieneeens Blastocystis hominis
B01.046.500.100.700........ccecuruimrinrirereirnieseereenes Tubulina
B01.046.500.100.700.089.......cccciriieeiieeeicriese e Amoeba
B01.046.500.100.700.325.......ccocimimriecieienirienenenas Endolimax
B01.046.500.100.700.335.......ceiuireieirieeeeeie e Entamoeba
B01.046.500.100.700.335.330......ccucerurerieeniieiiieiieeieees Entamoeba histolytica
B01.046.500.100.700.430.......cceimuerieeeiereecrieniesienea Hartmannella
B01.046.500.700........ccccveiiiiiieiieenie e Schizopyrenida
B01.046.500.700.710.....ccciiiieiiieieieeeeeie e Naegleria
B01.046.500.700.710.375....ccciiiiiiiiiiieeie e Naegleria fowleri
B01.046.550......cccciiiiiiieiiieeeee e Mycetozoa
B01.046.550.200.........cccimmiririinieieiiiaienne Dictyosteliida
B01.046.550.200.300........ccceieuiriirreereeieaieeeeseens Dictyostelium
B01.046.550.550........cccciiiiiiiieiiieieeeee e Myxomycetes
B01.046.550.550.600........cccccvmuirieriiireeieaieneeieenns Physarida
B01.046.550.550.600.700........ccccemimrermeeeinirieriennennas Physarum
B01.046.550.550.600.700.550........cccceeamirieiiiiieaiiie e Physarum polycephalum
B01.050.......ciiiiiieeeeee Animals

B01.050.050......cciiiiieaiiiieeiee e Animal Population Groups
B01.050.050.116.......cciiieiiiieeeece e Animals, Domestic
B01.050.050.116.500........cccecvruirirriiireaieaieeieneenes Livestock

B01.050.050.116.600.........cccccoviiiiiiiiiiiirinne Pets
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B01.050.050.116.625........ccoeiriiirerirceeeeieree s Poultry
B01.050.050.126......ccceieeeerieiiiieieieeeesieens Animals, Exotic
B01.050.050.136........ceiieeiirieiieiieeriee e Animals, Genetically Modified
B01.050.050.136.500.......cccueieiiiiiieiiieeeiiiee e Mice, Transgenic
B01.050.050.136.500.500.........ccccemimremeerenieriirieriennennas Mice, Knockout
B01.050.050.136.700......ccccuiieaiiiaeiiieea e Rats, Transgenic
B01.050.050.199.....cueiiiiiiiieieecieee e Animals, Laboratory
B01.050.050.199.520.......ccoeiiiiiiiiiiiiiiiiieee Animals, Inbred Strains
B01.050.050.199.520.040........cccouiiriiiiiieiieiieeieeee Animals, Congenic
B01.050.050.199.520.040.500........ccccrerueierainiinienienieenns Mice, Congenic
B01.050.050.199.520.520.......cccccemviareeeiniiniirienienrenas Mice, Inbred Strains
B01.050.050.199.520.520.200........ccerereeieianiaieaiesieneeeans Mice, Hairless
B01.050.050.199.520.520.300........ccccruerueieininrinrenreeenes Mice, Inbred A
B01.050.050.199.520.520.318......cccirirrieieieiiieeiesieeene Mice, Inbred AKR
B01.050.050.199.520.520.338........ccceruermeiriririiinrenreeenes Mice, Inbred BALB C
B01.050.050.199.520.520.388........cccererueieiaiiiiinienieneeens Mice, Inbred C3H
B01.050.050.199.520.520.420........cccccuerueieinininrenrieenes Mice, Inbred C57BL
B01.050.050.199.520.520.420.500.......c.ccerereeenrerieriesieriaeaneas Mice, Inbred mdx
B01.050.050.199.520.520.440........ccceoirueiriiiiinrenreeenes Mice, Inbred CBA
B01.050.050.199.520.520.445........ccceiiiiieiaiiiaeseene Mice, Inbred CFTR
B01.050.050.199.520.520.500........cccccuerueieininiinrenrerenes Mice, Inbred DBA
B01.050.050.199.520.520.510.....cccierueieieieieiesiesieeens Mice, Inbred ICR
B01.050.050.199.520.520.555........cccererveieininiinrenreeenes Mice, Inbred MRL Ipr
B01.050.050.199.520.520.565........cccerereeieiaiiinienieieens Mice, Inbred NOD
B01.050.050.199.520.520.580........ccccruerueririniiniinrenrerenes Mice, Inbred NZB
B01.050.050.199.520.520.600........ccccreereeraeireaieneeneeens Mice, Inbred SENCAR
B01.050.050.199.520.760........ccccverrrreiieeieneeeene Rats, Inbred Strains
B01.050.050.199.520.760.080........cccerereeieraneaiiaienieieaeans Rats, Inbred ACI
B01.050.050.199.520.760.090........ccccruemeieininiiirenrinenes Rats, Inbred BB
B01.050.050.199.520.760.110.....ccererereeieieieieeiesieieeane Rats, Inbred BN
B01.050.050.199.520.760.130.......ccceruerueieiniriinrenreeeiees Rats, Inbred BUF
B01.050.050.199.520.760.165........cccerereeieiainieaienieeeene Rats, Inbred Dahl
B01.050.050.199.520.760.200........cccccerueirininiinrenrenenes Rats, Inbred F344
B01.050.050.199.520.760.275......ccccceiereieiaiaieaiesieeeene Rats, Inbred LEC
B01.050.050.199.520.760.280........ccccrerueieiniriinrenreeenes Rats, Inbred Lew
B01.050.050.199.520.760.290........cccerereeeeianiieinienieeeeans Rats, Inbred OLETF
B01.050.050.199.520.760.300........cccccerueieiniriinrenrenenes Rats, Inbred SHR
B01.050.050.199.520.760.360........cccccerueieianeriiaienieieeeans Rats, Inbred WF
B01.050.050.199.520.760.390........ccccruerueieriiniinrenreeenes Rats, Inbred WKY
B01.050.050.282.........ccceiiiiiiiiiiiciic e Animals, Newborn

B01.050.050.284........ccevveeieeeee e Animals, Outbred Strains
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B01.050.050.286.........cccceevirreiiiieieeeeeee Animals, Poisonous
B01.050.050.286.500........cc0uummmmmrmennnnnnnnnnnnnnnnnn Fishes, Poisonous
B01.050.050.293........coiiiieiiieieeieee e Animals, Suckling
B01.050.050.300......cccciueeeririirieieieeeieaieaens Animals, Wild
B01.050.050.448........ccoccviiieiiieeieeeee Animals, Zoo
B01.050.050.565.......cccueveiiiiieiiiiee e Endangered Species
B01.050.050.580.......cccvvveiiiireiiiieeciiee e Introduced Species
B01.050.150.....cceieieiiiiiiieieieeeecee e Chordata
B01.050.150.200........cccecueiiiiiiiiieieeeeeee Chordata, Nonvertebrate
B01.050.150.200.199.....ccoiiiiiiiiieeeiiee e Cephalochordata
B01.050.150.200.199.500.......cccimvimreeeeeieriirierienrenas Lancelets
B01.050.150.200.400........ccceiiuirierieieeeieaeeaeeseenes Hyperotreti
B01.050.150.200.400.380.......ccccemrimreeeeeiiriirienienrenas Hagfishes
B01.050.150.200.727 .....oveuieiieiiieiieieeeie e Urochordata
B01.050.150.200.727.300.......cccceverrrrereieeeeneeeeee Ciona intestinalis
B01.050.150.900........cccciiiiiiiiiiieiieeieee Vertebrates
B01.050.150.900.090........ccoeiruiiriririreireeeiee e Amphibians
B01.050.150.900.090.180.......cueruirieieeeieieeieriesie e Anura
B01.050.150.900.090.180.210.....cccreruerieieiniiriiaresreeeiees Bufonidae
B01.050.150.900.090.180.210.080.......c.cceruereeeererieriesieieeanas Bufo arenarum
B01.050.150.900.090.180.210.108.......cevirviiiiriiriiricieieieis Bufo bufo
B01.050.150.900.090.180.210.580......cc0ccerueeereeririerierieieeanas Bufo marinus
B01.050.150.900.090.180.610.....cccoceruereeieieiiriinrenreeeees Pipidae
B01.050.150.900.090.180.610.500.......c.ccervereeerrerierierieieeanas Xenopus
B01.050.150.900.090.180.610.500.562...........coceovrurrinrinrireeerneene Xenopus laevis
B01.050.150.900.090.180.708........cccerereeieiaeeieaienieieeens Ranidae
B01.050.150.900.090.180.708.180.......ccceevereerreiiereceere e Rana catesbeiana
B01.050.150.900.090.180.708.210......ccuerereeeeeererierieieeieeanas Rana clamitans
B01.050.150.900.090.180.708.240........ccevvreerineeireciereeiens Rana esculenta
B01.050.150.900.090.180.708.310......ccueruereeeeeerieienienieieeanas Rana pipiens
B01.050.150.900.090.180.708.360.........ccerveeeerirriirierieieianeas Rana ridibunda
B01.050.150.900.090.180.708.420.....cccceeeemiuireaaiiieaaiiee e Rana temporaria
B01.050.150.900.090.608.........c.ceeimvieieeiririerenienes Urodela
B01.050.150.900.090.608.080........cccererueeerrareaienienieneenenne Ambystomatidae
B01.050.150.900.090.608.080.068...........cccereeerirriirierieiernnas Ambystoma
B01.050.150.900.090.608.080.068.525..........ccoerierrrurieiiieieeeeaeene Ambystoma mexicanum
B01.050.150.900.090.608.630........ccccruerueririniriinrinrerenes Proteidae
B01.050.150.900.090.608.630.510......ccuccerueerrerreniirienieieeanas Necturus
B01.050.150.900.090.608.630.510.508.........ccceiieireiinieiieieeeeee Necturus maculosus
B01.050.150.900.090.608.700........cccerereeeeiaiaeeaienieneeenne Salamandridae

B01.050.150.900.090.608.700.500...........ccevumeriiiriiniininnnnns Notophthalmus
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B01.050.150.900.090.608.700.500.480.......cccveeerrreeirieeeiieeeaenenns Notophthalmus viridescens
B01.050.150.900.090.608.700.540.........cccerereeerririirierieriaeanas Pleurodeles
B01.050.150.900.090.608.700.610.......cccerveeeeririiricrieieeanas Salamandra
B01.050.150.900.090.608.700.670.......c.ccerererenrerierienieieaeanas Triturus
B01.050.150.900.248........ccoecvriiririceereiereeens Birds
B01.050.150.900.248.050.........ccceiviiiiiiiiiiieiieee Anseriformes
B01.050.150.900.248.050.200........cccccerueierniniinrenrinenes Ducks
B01.050.150.900.248.050.350........cccerereeeemianiaieaienieneeens Geese
B01.050.150.900.248.150.......ccccrveiirreieieeeseeeee Charadriiformes
B01.050.150.900.248.165.......ccoeireiieiiieeeceiene e Columbiformes
B01.050.150.900.248.165.150........ccceruerueieiniiriirenreeeees Columbidae
B01.050.150.900.248.350.......ccccireieeeeieieeiesienesienea Galliformes
B01.050.150.900.248.350.150........ccceruerveieininiinrenreeeines Chickens
B01.050.150.900.248.350.650........cccerereeieiaiiaienienieneeens Quail
B01.050.150.900.248.350.650.300.........ccemveeerrirriirierieieiainas Colinus
B01.050.150.900.248.350.650.350.......c.cceruereeerrerierieiierieeanas Coturnix
B01.050.150.900.248.350.800........cccccuerveiriininiinrenrenenes Turkeys
B01.050.150.900.248.600.......cccueeeiiiiaaiiieeaiieeeieeann Palaeognathae
B01.050.150.900.248.600.200........cccccuerveirrniniinrenrinenes Dromaiidae
B01.050.150.900.248.600.750........ccceruereeiaiaiaieaienieneeens Rheiformes
B01.050.150.900.248.600.800.........c.cccveruereeienrerieneeeenne. Struthioniformes
B01.050.150.900.248.617....c.ccviuirieieiiieieeceese e Poultry
B01.050.150.900.248.617.192......cccicvriiriiiieiiiereereeeees Chickens
B01.050.150.900.248.617.345......cciiiiiiiieieeeeseee Ducks
B01.050.150.900.248.617.492........ccceviriiiiiiiiireereeeees Geese
B01.050.150.900.248.617.800........cccerereeeeiairiiaienieieeeans Turkeys
B01.050.150.900.248.620........ccccceevvrveiiieieneeeee Passeriformes
B01.050.150.900.248.620.750........ccceruereeieiaiaeiaieaieeeens Songbirds
B01.050.150.900.248.620.750.150.......cccccervieeiririiricrieieienas Crows
B01.050.150.900.248.620.750.250.......c.ccemerieerriniirieiieieeeanas Finches
B01.050.150.900.248.620.750.250.150........ccceruerririnrinrereeereene Canaries
B01.050.150.900.248.620.750.700.......c.cccerereeerririirierieieeeanas Sparrows
B01.050.150.900.248.620.750.712......ccevimvieeeriiriircnieeains Starlings
B01.050.150.900.248.620.750.725.......ccocceiereeeirineieeeenae Swallows
B01.050.150.900.248.710......ccccirieiiiieieieeee e Psittaciformes
B01.050.150.900.248.710.257.....cceieieeieeieieieeeeie e Cockatoos
B01.050.150.900.248.710.672......ccccceruerveiiiiiniareereeenes Parrots
B01.050.150.900.248.710.672.040.......ccccemerieiairiiieieieeanas Agapornis
B01.050.150.900.248.710.672.050.......ccccemvirveiriiriiricicieeeias Amazona
B01.050.150.900.248.710.672.650.......ccccerereeeriiriirieieieeanas Parakeets

B01.050.150.900.248.710.672.650.500..........cccccvrviiiiiiiiciiincne, Melopsittacus
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B01.050.150.900.248.710.672.650.650........ccccoevrrriirinrireierniens Psittacula
B01.050.150.900.248.815.......ceiuiieieieieieeeee e Raptors
B01.050.150.900.248.815.350.......ccccevveieereeieiieieceeene Falconiformes
B01.050.150.900.248.815.350.200.......c.ccererereererierienierieeanas Eagles
B01.050.150.900.248.815.350.400.........ccccemieeeririirierieieininas Hawks
B01.050.150.900.248.815.550........ccceruerueieiaiaiiaiesieieeeans Strigiformes
B01.050.150.900.248.860.........c.ceeemreeeeeiiririenienienes Spheniscidae
B01.050.150.900.493........coiiiriiriiieieeeeee e Fishes
B01.050.150.900.493.039.......cccerviiiriieieieeeeeeee Batrachoidiformes
B01.050.150.900.493.080.......cccueruereeeeiereeirienesieneas Catfishes
B01.050.150.900.493.080.148........cccererveiiiiiiiireereeeees Ictaluridae
B01.050.150.900.493.130.....c.0ciiiiiiiiiieiceiee e Characiformes
B01.050.150.900.493.130.150......cccceruerveeeiririinresreeenes Characidae
B01.050.150.900.493.200.......ccctrueieeeeeerencrieniesieneas Cypriniformes
B01.050.150.900.493.200.244..........coooerveiiiiiiiareereeenes Cyprinidae
B01.050.150.900.493.200.244.248..........ccoioeieieeiiiieieeanae Carps
B01.050.150.900.493.200.244.248.480........c.ccoevvrrriiiirirereniene Goldfish
B01.050.150.900.493.200.244.828.........ccceeereeeeiriineieiieeanas Zebrafish
B01.050.150.900.493.338........ccovimiireiiieienireneree Eels
B01.050.150.900.493.338.282.......c.cceiueieieieiiaieaiesieeeene Anguilla
B01.050.150.900.493.370......ccceeuimrireecieiniirienenienas Elasmobranchii
B01.050.150.900.493.370.853......c0cceiueieieieieiieaieaieeeene Sharks
B01.050.150.900.493.370.853.392......cceiirvieiiriiniiricieieieis Dogfish
B01.050.150.900.493.370.853.392.800........ccerueeeriaurrienieieeeeenene Squalus
B01.050.150.900.493.370.853.392.800.500..........ccvevrurrrinrieiieirinnienne Squalus acanthias
B01.050.150.900.493.370.870.....cceierueieieiaiaieaiesieieens Skates (Fish)
B01.050.150.900.493.370.935......c.ccceiirueiiiniiisrenreeeeen Torpedo
B01.050.150.900.493.378......c.ccviuiiieieiiieieeieeie e Electric Fish
B01.050.150.900.493.378.430......cccceeiuriiieiieiieeiieeieeis Gymnotiformes
B01.050.150.900.493.378.430.250.......ccceruereeeeieniirieieeieneanas Electrophorus
B01.050.150.900.493.378.682........cccerueruereiiiiriirenreeenes Skates (Fish)
B01.050.150.900.493.378.722......ceceiueieieieiaieaeesieeenene Torpedo
B01.050.150.900.493.385.......cccocovevivrieieieeeeeee Esociformes
B01.050.150.900.493.385.300........ccceruerueiemianeaieaienieeeens Esocidae
B01.050.150.900.493.385.850........ccceruerueiriniiniinrenrenenes Umbridae
B01.050.150.900.493.392.......ceiiiiieiiieieeieie e Fishes, Poisonous
B01.050.150.900.493.418........ccoviirirecieiecrcneiee Flatfishes
B01.050.150.900.493.418.438......ccciierieieiaiieaiesie e Flounder
B01.050.150.900.493.467.......ccooiminrieieeenireneienes Gadiformes
B01.050.150.900.493.467.400........cccecceruerieiaiairaeaeneens Gadus morhua

B01.050.150.900.493.516........ccccoivrivrierieniiiieiee Hagfishes
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B01.050.150.900.493.559.......0ceiiiiiiiiiieieeee e Lampreys
B01.050.150.900.493.559.600........cccererueieeainiinienieieeens Petromyzon
B01.050.150.900.493.595........ccocoviiiiieiieeeeeee Osmeriformes
B01.050.150.900.493.602.......cccciierieiiieeeiieneniena Perciformes
B01.050.150.900.493.602.105........cccerirueiriiiiiareireeeees Bass
B01.050.150.900.493.602.200........cccererueieianiaieaienieeeens Cichlids
B01.050.150.900.493.602.200.800.........ccemveeeerirriirierieieinnnas Tilapia
B01.050.150.900.493.602.600........ccceeerueieieniniirienieneeens Perches
B01.050.150.900.493.602.750........cccerueruereininiinreareeenes Sea Bream
B01.050.150.900.493.602.825........ccceierieieieiiisiesieeene Tuna
B01.050.150.900.493.817......ccciiiiiiiieieceeeeeeee Salmoniformes
B01.050.150.900.493.817.750.....ccccctruerieieiaiaieaieaieeeens Salmonidae
B01.050.150.900.493.817.750.705.......ccocimireeeniriiricicieieins Salmon
B01.050.150.900.493.817.750.705.580........ccerueeeueaiiiiraieieieeaeene Oncorhynchus
B01.050.150.900.493.817.750.705.580.400..........ccecvrrrininrieeirinianne Oncorhynchus keta
B01.050.150.900.493.817.750.705.580.410.......ccueiveeeueaieaieieeeeeeeeeneas Oncorhynchus kisutch
B01.050.150.900.493.817.750.705.790.....c..cceruerriniirenreeeeereene Salmo salar
B01.050.150.900.493.817.750.825.......ccceririeiaieaiiniesieieeanas Trout
B01.050.150.900.493.817.750.825.580........cccrverruirinrinriieieriene Oncorhynchus
B01.050.150.900.493.817.750.825.580.600..........ccereeuerrrrerieeiaenienienens Oncorhynchus mykiss
B01.050.150.900.493.850........cccouiiriiiiiieiieeiee e Smegmamorpha
B01.050.150.900.493.850.139......ccitruerieieieiaieaiesieeene Beloniformes
B01.050.150.900.493.850.139.650........c.ccervieeiriiriiricnieieieias Oryzias
B01.050.150.900.493.850.280.......cccuveeerirreaiiieeaiieeeeieennn Cyprinodontiformes
B01.050.150.900.493.850.280.214.......cecirveeeiriiriricieeeias Fundulidae
B01.050.150.900.493.850.280.500.......c.cceruereererrerierierieiaeanas Killifishes
B01.050.150.900.493.850.280.680.........ccceeveeeerirriirierieieienas Poecilia
B01.050.150.900.493.875........ccooeiiiiiiieiceeee e Tetraodontiformes
B01.050.150.900.493.875.800........ccccrerueirinirniinrenrinenes Takifugu
B01.050.150.900.649........ccoeiiiiieieeeee e Mammals
B01.050.150.900.649.077.......ccoviiinreeiieinirieneeene Artiodactyla
B01.050.150.900.649.077.380......cccceruereeieiaiaieaieaeeneeens Ruminants
B01.050.150.900.649.077.380.100.......cccccerieeerirriirierieieiaieas Antelopes
B01.050.150.900.649.077.380.120......cccceruerieeeieaiinieieeieeenas Bison
B01.050.150.900.649.077.380.135......cceiiiiiiiniiriiricnieeieis Buffaloes
B01.050.150.900.649.077.380.175.....c.cceiiriieinieeineieieeenae Camelids, New World
B01.050.150.900.649.077.380.201 ......ccueivirveieiriiriirienieeeieias Camels
B01.050.150.900.649.077.380.271....cocoueiieieiieieieeieniesieieeanae Cattle
B01.050.150.900.649.077.380.373......cceiirvieeiniiriinienieieieias Deer
B01.050.150.900.649.077.380.373.322.....ccccierieieiiaiaieaieieeeeanee Muntjacs

B01.050.150.900.649.077.380.373.644..........ccovvrririiiicic Reindeer



2016 MeSH Tree Hierarchy

Tree location

B01.050.150.900.649.077.380.443.......cocimiieirirircieieenas Giraffes
B01.050.150.900.649.077.380.513......ccueivireeieenienienienieieeenae Goats
B01.050.150.900.649.077.380.513.500........cccrerrrrinrinrireeerneene Rupicapra
B01.050.150.900.649.077.380.797 ......eoueiiiiiieieeeiieeseeieeene Sheep
B01.050.150.900.649.077.380.791.100........cccererririirinrerereeeene Sheep, Bighorn
B01.050.150.900.649.077.380.791.150.....c.cieriereerieiiiisieieeeeene Sheep, Domestic
B01.050.150.900.649.077.880........cccerueruerriririnrenreeenes Swine
B01.050.150.900.649.077.880.399.......cceciririeinieniiriesieieanas Sus scrofa
B01.050.150.900.649.077.880.399.800........c.coerrrrinrinrireierneene Swine, Miniature
B01.050.150.900.649.147 ....c.ooiiiiiieiiieeecee e Carnivora
B01.050.150.900.649.147.050........cccererueiernininrenreeenes Ailuridae
B01.050.150.900.649.147.153.....cciiiiiieieieieeee e Canidae
B01.050.150.900.649.147.153.150......ccecirvirieiriinircnieieieis Coyotes
B01.050.150.900.649.147.153.200.......cecerereeeererierieierieeanas Dogs
B01.050.150.900.649.147.153.250.......ccccemvieeiniiniiricneieiaias Foxes
B01.050.150.900.649.147.153.400.......ccccerereeeiriireieieeeanas Jackals
B01.050.150.900.649.147.153.700........ccccviiiiiiiiiiiieieeeieeeen Raccoon Dogs
B01.050.150.900.649.147.153.900.......ccccemerieereriiriesierieeanas Wolves
B01.050.150.900.649.147.320......cccccerirmeiiiiiiiarenieeenes Eupleridae
B01.050.150.900.649.147.354......ccooeiieiiieieiaeeeeene Felidae
B01.050.150.900.649.147.354.030.......cccemuireeeririiricnieieianeas Acinonyx
B01.050.150.900.649.147.354.250.......cccccererieeeiriirieieieeanas Felis
B01.050.150.900.649.147.354.250.125........ccccrveiriniiiireeeeene Cats
B01.050.150.900.649.147.354.500.......ccccemereererrerierienieniaeaneas Lynx
B01.050.150.900.649.147.354.600.........ccceeereeieriririreieiannns Panthera
B01.050.150.900.649.147.354.600.500........ccccoereerirrirnieieieeanens Lions
B01.050.150.900.649.147.354.600.800..........coervrrruinrinrireeerneens Tigers
B01.050.150.900.649.147.354.630.......cccemerirerriniinieieieeeanas Puma
B01.050.150.900.649.147.400........ccccccererimirniniirenreeenes Herpestidae
B01.050.150.900.649.147.410.....ccceiiririieieeeceeseeene Hyaenidae
B01.050.150.900.649.147.500........ccccrerueieirniiinrinrerenes Mephitidae
B01.050.150.900.649.147.550......ccccererierieiaiiiaieaieeeens Mustelidae
B01.050.150.900.649.147.550.350........cccemireeeririiricrieieiniens Ferrets
B01.050.150.900.649.147.550.500.......c.cccemereeerreriirierieriaeanas Mink
B01.050.150.900.649.147.550.600..........ccceereeeriririerieieinnnas Otters
B01.050.150.900.649.147.575.....ccceiiiiieiieieeeeeeeeee Nandiniidae
B01.050.150.900.649.147.600........ccccrerueirrnininrenrenenes Pinnipedia
B01.050.150.900.649.147.600.288.........ccceeerieerririirieiieieeanas Fur Seals
B01.050.150.900.649.147.600.670........ccccerireeeriririerieieiannas Sea Lions
B01.050.150.900.649.147.600.700........ccccerereeerreriirierieriaeanas Seals, Earless

B01.050.150.900.649.147.600.700.600..........cccocvrririiiiiiicnnnne Phoca
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B01.050.150.900.649.147.600.821......ccevirvieeiniiriiricnieieeeieas Walruses
B01.050.150.900.649.147.650.......cccerereerieiaiiiaienieieeens Procyonidae
B01.050.150.900.649.147.650.700........ccccemireereriririerieieininas Raccoons
B01.050.150.900.649.147.890........cccererieieieiieaiesieieens Ursidae
B01.050.150.900.649.147.900........cccererueirininiinrenrereees Viverridae
B01.050.150.900.649.189.......ceiiiiiiiieeecee e Cetacea
B01.050.150.900.649.189.267 ........ccceruerveieiniiiireirenenes Dolphins
B01.050.150.900.649.189.267.100.......c.cccerereeerririiriesieieianas Bottle-Nosed Dolphin
B01.050.150.900.649.189.267.150.......cccccemvireeiririircieieieias Common Dolphins
B01.050.150.900.649.189.267.750.......ccccerereeriiriirieieriaianas Stenella
B01.050.150.900.649.189.267.900..........ccemereeerrriirierieieieinas Whale, Killer
B01.050.150.900.649.189.267.920.......ccccemerieeeririirieiierieeanas Whales, Pilot
B01.050.150.900.649.189.566..........cccervererriniinrinrieenes Porpoises
B01.050.150.900.649.189.566.600...........ccccereererrererierieieianas Phocoena
B01.050.150.900.649.189.865........ccceoverveieiiiiiireireeenes Whales
B01.050.150.900.649.189.865.100.......c.cccerererereriirieiierieianas Balaenoptera
B01.050.150.900.649.189.865.100.350........cccrerruirinrinrireeerneene Fin Whale
B01.050.150.900.649.189.865.100.500........cccreeruraurriinieieieeanens Minke Whale
B01.050.150.900.649.189.865.110......ccecerviieiriiriirieiieieieias Beluga Whale
B01.050.150.900.649.189.865.130......cccceruerieeereriiriesieieeeanas Bowhead Whale
B01.050.150.900.649.189.865.400.........ccceeereeeriririirieieieinns Humpback Whale
B01.050.150.900.649.189.865.750.......c.cccerereeerririirienieieeanas Sperm Whale
B01.050.150.900.649.225.........coccovimvieiiiiniricnieienes Chiroptera
B01.050.150.900.649.400........ccccemereieiieeairienenieneas Hyraxes
B01.050.150.900.649.473.......ccceoiviiiiieeieeeeeeee Insectivora
B01.050.150.900.649.473.376.....ccceccerrreieieiaieaiesieeene Hedgehogs
B01.050.150.900.649.473.450........cccccermeririnininrinreeenes Moles
B01.050.150.900.649.473.757....c.cceieieieieieeeeaie e Shrews
B01.050.150.900.649.521......oeviiiiiiiiieieeee e Lagomorpha
B01.050.150.900.649.521.400........cccerereriaiaiaiiaieaienieens Hares
B01.050.150.900.649.521.700........ccccemerueirrnirinrenrenenes Rabbits
B01.050.150.900.649.573.....c.ccueiuiieieieieieeeeie e Marsupialia
B01.050.150.900.649.573.500........cccccerueirininiinrenreeenes Macropodidae
B01.050.150.900.649.573.575.....cceiiriieiiieeeeaiesieeene Opossums
B01.050.150.900.649.573.575.150......cccccirvieeiriiriricieeieis Didelphis
B01.050.150.900.649.573.575.500.......ccccemuererenririirienienieeanas Monodelphis
B01.050.150.900.649.573.587 ......cccocvrierueiiiiiiiirenreeenes Phalangeridae
B01.050.150.900.649.573.587.800.......c.cccerereeerreriirienieriaeanas Trichosurus
B01.050.150.900.649.573.590........cccerermeirininiinrenrinenes Phascolarctidae
B01.050.150.900.649.573.600........ccceseruerieiairiiaienieneaens Potoroidae

B01.050.150.900.649.627 .......cccvveeeirieeeiieeeiiieeeieenn Monotremata
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B01.050.150.900.649.627.300........cccccerueirininiinrenrinenes Echidna
B01.050.150.900.649.627.600........c.cccerueieiaiiinienieneeens Platypus
B01.050.150.900.649.709........cccoviiiiiiiieiieiee e Perissodactyla
B01.050.150.900.649.709.235......c.ccceiirieieieeieeesieeeee Equidae
B01.050.150.900.649.709.235.472......ccoviiuieiiiiiincieieiis Horses
B01.050.150.900.649.807.....c..ceiuiieieiiieeecee e Primates
B01.050.150.900.649.801.400........cccccoerueirrnininrinrenenns Haplorhini
B01.050.150.900.649.801.400.112.....c.cciiiiieiieinieienierieieeenae Catarrhini
B01.050.150.900.649.801.400.112.199.....ccccririerriiiiriireceriee Cercopithecidae
B01.050.150.900.649.801.400.112.199.120.......ccueiveeeuererieieeieeeiees Cercopithecinae
B01.050.150.900.649.801.400.112.199.120.120......cc0ccurirerieriiieieiiiareanne Cercocebus
B01.050.150.900.649.801.400.112.199.120.120.110....cc0eiveueeurrieieesieieeeieee e Cercocebus atys
B01.050.150.900.649.801.400.112.199.120.126........ccccovireriririeieiiiieanns Cercopithecus
B01.050.150.900.649.801.400.112.199.120.126.110.....c.coveeererierieieeieeeeee e Cercopithecus aethiops
B01.050.150.900.649.801.400.112.199.120.260.........ccoecerrrierieriereiniareanns Erythrocebus
B01.050.150.900.649.801.400.112.199.120.260.260..........ccveuerrereerereeeeienieneeneas Erythrocebus patas
B01.050.150.900.649.801.400.112.199.120.510......ccveomrrririiriiiieieieeeenns Macaca
B01.050.150.900.649.801.400.112.199.120.510.520.......ccveceeuerierieieieeeieeeene Macaca fascicularis
B01.050.150.900.649.801.400.112.199.120.510.550.......cc0ccvvurrirriiriicieircnicnes Macaca mulatta
B01.050.150.900.649.801.400.112.199.120.510.560.......cc0ccveurrrereeieeicieirenenes Macaca nemestrina
B01.050.150.900.649.801.400.112.199.120.510.570.......ccvevrurriienieicieiricnene Macaca radiata
B01.050.150.900.649.801.400.112.199.120.530......cceeceerereeririieiieieiaeaieaens Mandrillus
B01.050.150.900.649.801.400.112.199.120.610......cceecvrirrririiiieieiiiieanne Papio
B01.050.150.900.649.801.400.112.199.120.610.050.......cc0coveurrrereeierieieerienienas Papio anubis
B01.050.150.900.649.801.400.112.199.120.610.150......ccvveeiirreeeiireecieee e Papio cynocephalus
B01.050.150.900.649.801.400.112.199.120.610.400.......ccocceeuerereiereeieerienena Papio hamadryas
B01.050.150.900.649.801.400.112.199.120.610.600.........c.ccvvrririrreecirirencnes Papio papio
B01.050.150.900.649.801.400.112.199.120.610.800.......cccccveurrrereererieeeiireniena Papio ursinus
B01.050.150.900.649.801.400.112.199.120.730......cceecvrrririiriirieieineareanns Theropithecus
B01.050.150.900.649.801.400.112.199.150.......ccoeiveeruiaieieiieeeeeeees Colobinae
B01.050.150.900.649.801.400.112.199.150.150......cc0ccurereriiriirieieiiiareanns Colobus
B01.050.150.900.649.801.400.112.400........cccererieraiiinieeieeeeene Hominidae
B01.050.150.900.649.801.400.112.400.375.......ccciveriiiriniircieieeniene Gorilla gorilla
B01.050.150.900.649.801.400.112.400.400.........0coeeeuerearieeiaiaieaanens Humans
B01.050.150.900.649.801.400.112.400.550.......c.c0ccvevruriiniiriicirinienne Neanderthals
B01.050.150.900.649.801.400.112.400.600..........cceerurrrererieeiaeneaienens Pan paniscus
B01.050.150.900.649.801.400.112.400.620.........c.ccvevrurrreninreieirinienne Pan troglodytes
B01.050.150.900.649.801.400.112.400.635.......ccocoveeeuirieieieeieeeeeee Pongo
B01.050.150.900.649.801.400.112.400.635.050........cccueererrierierieininianeanns Pongo abelii
B01.050.150.900.649.801.400.112.400.635.650.........ccueerrerirrierieiaiaiaieanens Pongo pygmaeus

B01.050.150.900.649.801.400.112.420.........cccceviiviiiiiiiiiicce, Hylobatidae
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B01.050.150.900.649.801.400.112.420.390.......cc0ccverrrnriniieicisiniene Hylobates
B01.050.150.900.649.801.400.600.........cccerererrererierierieriaeanas Platyrrhini
B01.050.150.900.649.801.400.600.037 ........coeruerrrrinrinrireeerneene Aotidae
B01.050.150.900.649.801.400.600.037.092.......ccocieeeuiiiiienieeieeeiee Aotus trivirgatus
B01.050.150.900.649.801.400.600.075........ccccrerrrrinrinrireeerneens Atelidae
B01.050.150.900.649.801.400.600.075.050.......c.ccoeeeueirenerieeieenienianen Alouattinae
B01.050.150.900.649.801.400.600.075.050.075........c.ccoecvreriirienieininiineanns Alouatta
B01.050.150.900.649.801.400.600.075.075.......ccciveeeueriiienieieeeeeiee Atelinae
B01.050.150.900.649.801.400.600.150........ccceruerrrrinrinrireierneene Cebidae
B01.050.150.900.649.801.400.600.150.120.......ccucrveeeueareirieeieenieeiennes Cebinae
B01.050.150.900.649.801.400.600.150.120.120......cc0ccvriririirierieieiniareanns Cebus
B01.050.150.900.649.801.400.600.150.150.......ccocrveueeuerrerieiieieeneeienens Callitrichinae
B01.050.150.900.649.801.400.600.150.150.105........c.ccovoiririririeiiiiiireanns Callimico
B01.050.150.900.649.801.400.600.150.150.114......cceeiiiiiriieieieeeeaeaene Callithrix
B01.050.150.900.649.801.400.600.150.150.450........c.ccoecerrrirerierniniineanens Leontopithecus
B01.050.150.900.649.801.400.600.150.150.710......cceeeeererirrieieeieieeaieaens Saguinus
B01.050.150.900.649.801.400.600.150.710.......ccvevverrririnrireieernnienne Saimirinae
B01.050.150.900.649.801.400.600.150.710.710......coeeererenriiiieieieeaeaens Saimiri
B01.050.150.900.649.801.400.600.575........ccccererririnrinrireieriene Pitheciidae
B01.050.150.900.649.801.400.800.......c.ccerereeerririerienieriaeanas Tarsii
B01.050.150.900.649.801.400.800.500........c.ccerrrrirrinrirernrneens Tarsiidae
B01.050.150.900.649.801.700........cccererueiaiairiiaenieneeens Strepsirhini
B01.050.150.900.649.801.700.200.........cccerriremrirriirierieearaneas Cheirogaleidae
B01.050.150.900.649.801.700.508.......c.cccererererririirienierieeanas Lemuridae
B01.050.150.900.649.801.700.508.490........ccceruerrrrinrinrerererneene Lemur
B01.050.150.900.649.801.700.572......ccueiuireeeeearirienienieieeeanas Lorisidae
B01.050.150.900.649.801.700.572.408........ccccoevrimiiriirireienniens Galago
B01.050.150.900.649.833.........ccciiiiiiiieiceieeeeee Proboscidea Mammal
B01.050.150.900.649.833.249........ccceviriiiiiiiiiieireeens Elephants
B01.050.150.900.649.833.500........cccererueieiaenieaienieneeens Mammoths
B01.050.150.900.649.833.525........cccevirueiiiiiiiirereeenes Mastodons
B01.050.150.900.649.865........coceeerieiieeeiierenieneas Rodentia
B01.050.150.900.649.865.328........ccceoerueieiiiiiirenieeeees Chinchilla
B01.050.150.900.649.865.373.....cccicerierieieiaieieaiesieenens Cuniculidae
B01.050.150.900.649.865.419......ccceceiiiiiiiiieiie e Dasyproctidae
B01.050.150.900.649.865.510......ccccererieieiainiiaiesieieene Dipodomys
B01.050.150.900.649.865.545........cccoccerveiiiiiiiireiiens Gophers
B01.050.150.900.649.865.550........cccceerueieiaiiiinienieneeens Guinea Pigs
B01.050.150.900.649.865.600.........ccccervereiriniinrinrinenes Mole Rats
B01.050.150.900.649.865.600.700.........cccemereerererierienieriaianas Spalax

B01.050.150.900.649.865.635..........ccccvvmiriiiiiiiiiiiins Muridae
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B01.050.150.900.649.865.635.070..........ccccceveririiiiniiciinnns Arvicolinae
B01.050.150.900.649.865.635.150.........cccceveriiriiniiiiiiiiie Cricetinae
B01.050.150.900.649.865.635.150.250.........cccccvviiiiiiiiiiiiiiice, Cricetulus
B01.050.150.900.649.865.635.150.500.........cccceiriiiiniiiiiiiie Mesocricetus
B01.050.150.900.649.865.635.150.630.........cccccevvriiiiiiiciiiiice Phodopus
B01.050.150.900.649.865.635.300.........ccccccieriiiiiniiiiiiinie Gerbillinae
B01.050.150.900.649.865.635.505..........ccccoivrieriininiiies Murinae
B01.050.150.900.649.865.635.505.500...........ccccceiiiiiniiiiiiiine Mice
B01.050.150.900.649.865.635.505.500.150.........c.ccccvnriiiiriniiniininn, Mice, Congenic
B01.050.150.900.649.865.635.505.500.400.........cccccviiiiiiiiiniirne Mice, Inbred Strains
B01.050.150.900.649.865.635.505.500.400.025..........cccooiiiriiiinininiiiiine Mice, 129 Strain
B01.050.150.900.649.865.635.505.500.400.200.........cccccriiiiriiniriinne Mice, Hairless
B01.050.150.900.649.865.635.505.500.400.300..........ccccceuriiriiriiniiiiiiniinne Mice, Inbred A
B01.050.150.900.649.865.635.505.500.400.318........cccccoeviiiiiiiiiiriiee Mice, Inbred AKR
B01.050.150.900.649.865.635.505.500.400.338..........cccoevriiriiriiniiiiiiiinnne Mice, Inbred BALB C
B01.050.150.900.649.865.635.505.500.400.388...........ccoccviiiiriiiiriine Mice, Inbred C3H
B01.050.150.900.649.865.635.505.500.400.420..........cccoeriiririiniiininiicnnne Mice, Inbred C57BL
B01.050.150.900.649.865.635.505.500.400.420.500........ccccccvriiiiriiiinienne. Mice, Inbred mdx
B01.050.150.900.649.865.635.505.500.400.440..........ccccooriiriniiniiiininiinne Mice, Inbred CBA
B01.050.150.900.649.865.635.505.500.400.445...........ccocviiiiiiininiine Mice, Inbred CFTR
B01.050.150.900.649.865.635.505.500.400.500..........ccccoriiriiriiniiininiinne Mice, Inbred DBA
B01.050.150.900.649.865.635.505.500.400.510........ccccceiiiiiiiiiininiine Mice, Inbred ICR
B01.050.150.900.649.865.635.505.500.400.555..........cccooriiriiiiiniinicine Mice, Inbred MRL Ipr
B01.050.150.900.649.865.635.505.500.400.565...........ccccviiiiiiiiiriiee Mice, Inbred NOD
B01.050.150.900.649.865.635.505.500.400.580..........ccccecuriiriiniiniiiiiniiinnne Mice, Inbred NZB
B01.050.150.900.649.865.635.505.500.400.600...........ccoccrriiiriiririinne Mice, Inbred SENCAR
B01.050.150.900.649.865.635.505.500.550...........cccevriiririiniinninnn, Mice, Mutant Strains
B01.050.150.900.649.865.635.505.500.550.025...........cccciiiiiiiiiiniine Mice, 129 Strain
B01.050.150.900.649.865.635.505.500.550.100..........cccceiriiriniiniiiiiiiinnne Mice, Biozzi
B01.050.150.900.649.865.635.505.500.550.230........ccccccevriiiiriiririine Mice, Hairless
B01.050.150.900.649.865.635.505.500.550.265..........cccccviiriiriiniiniiiicnnne Mice, Inbred mdx
B01.050.150.900.649.865.635.505.500.550.430........ccccccrriiiniininiinie Mice, Jimpy
B01.050.150.900.649.865.635.505.500.550.455..........cccooviiiiiriiniiiiiine Mice, Knockout
B01.050.150.900.649.865.635.505.500.550.480..........ccccvriiiriiririine Mice, Neurologic Mutants
B01.050.150.900.649.865.635.505.500.550.500..........cccccviiriiriiniiiiiniiinnns Mice, Nude
B01.050.150.900.649.865.635.505.500.550.530........ccccoevuriiiiriiniiiine Mice, Obese
B01.050.150.900.649.865.635.505.500.550.560..........cccccviuriiriiniiiiniiinnne Mice, Quaking
B01.050.150.900.649.865.635.505.500.550.780.........cccovvriiiiiiriiriine Mice, SCID
B01.050.150.900.649.865.635.505.500.800..........cccccerriiiririiniiininnnnn, Mice, Transgenic
B01.050.150.900.649.865.635.505.500.800.500.........c.ccccuriiiiiiiniriine Mice, Knockout

B01.050.150.900.649.865.635.505.500.800.500.025...........cccovriiririinininininne Mice, 129 Strain
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B01.050.150.900.649.865.635.505.700........cccccerrrrinrinrireierneene Rats
B01.050.150.900.649.865.635.505.700.400..........cceeemerrerirnieiaiaenieneas Rats, Inbred Strains
B01.050.150.900.649.865.635.505.700.400.080.........ccoeererrierierieininiiineanns Rats, Inbred ACI
B01.050.150.900.649.865.635.505.700.400.090.........cceeererirrierieiaiaeaneanens Rats, Inbred BB
B01.050.150.900.649.865.635.505.700.400.110......ccoccmriririiriiieieiniaeanns Rats, Inbred BN
B01.050.150.900.649.865.635.505.700.400.130......ccccoeerererierieiieieiaeaieanns Rats, Inbred BUF
B01.050.150.900.649.865.635.505.700.400.165.........ccecvririireniciiiiiineanns Rats, Inbred Dahl
B01.050.150.900.649.865.635.505.700.400.200.........cceeererirrirrieieiaiaeanns Rats, Inbred F344
B01.050.150.900.649.865.635.505.700.400.275........c.ccoeceririireneieiniineanns Rats, Inbred LEC
B01.050.150.900.649.865.635.505.700.400.280........ccceeeruerieririiaiaiaeaeanns Rats, Inbred Lew
B01.050.150.900.649.865.635.505.700.400.290.........ccoecerrrierierieininiiineanens Rats, Inbred OLETF
B01.050.150.900.649.865.635.505.700.400.300........ccceeerrereerieriaiaiaieaeaens Rats, Inbred SHR
B01.050.150.900.649.865.635.505.700.400.360.........ccoccererreerieriereiniinianens Rats, Inbred WF
B01.050.150.900.649.865.635.505.700.400.390........cccueererirrirrieieiaiaieanns Rats, Inbred WKY
B01.050.150.900.649.865.635.505.700.500..........ccoecvrurrrenrirreierrenienne Rats, Long-Evans
B01.050.150.900.649.865.635.505.700.550.........c0cceeruerrenieieeinenenienee Rats, Mutant Strains
B01.050.150.900.649.865.635.505.700.550.110......cccccurirrriirieieieiiineanns Rats, Brattleboro
B01.050.150.900.649.865.635.505.700.550.308.........cceeerierierieiieieiainieanns Rats, Gunn
B01.050.150.900.649.865.635.505.700.550.408.........ccocceririirinerniniinennns Rats, Hairless
B01.050.150.900.649.865.635.505.700.550.508.........ccocererirrierieiaincnieanns Rats, Nude
B01.050.150.900.649.865.635.505.700.550.700.........ccoeceririerierereiniineanens Rats, Zucker
B01.050.150.900.649.865.635.505.700.750.......ccccoeeeuerienieieeieinennenens Rats, Sprague-Dawley
B01.050.150.900.649.865.635.505.700.825.........cccevruriiniinieieininiee Rats, Transgenic
B01.050.150.900.649.865.635.505.700.900..........cceeeurrrererieeeaenenienens Rats, Wistar
B01.050.150.900.649.865.635.680.........cccccereeerirriiriirieieinias Sigmodontinae
B01.050.150.900.649.865.635.680.510.....c..ccereeeiiiiiiiinieieeeeene Peromyscus
B01.050.150.900.649.865.635.700........cccceeeeeerirririirieieiainas Spalax
B01.050.150.900.649.865.640........ccceierieieiaiaiinienieieene Myoxidae
B01.050.150.900.649.865.663..........cccervereiniriinrinrieeees Octodon
B01.050.150.900.649.865.692........cccecerueieiaiaiiaienieieeans Porcupines
B01.050.150.900.649.865.750........ccccruerueirininiinrenrenenes Sciuridae
B01.050.150.900.649.865.750.460.........cccceeererrerririirieieeiaeanas Marmota
B01.050.150.900.649.875.......ccociiinriecieinireneienes Scandentia
B01.050.150.900.649.875.770.....ccceiiererieieiaeeieaieaieeeens Tupaiidae
B01.050.150.900.649.875.770.770......cccocirvieeeriiriirierieieieneas Tupaia
B01.050.150.900.649.879.......cceiiieieiiieeeceeseiea Sirenia
B01.050.150.900.649.879.125.......cccviiriiiiiiiiiiereeene Dugong
B01.050.150.900.649.879.750......ccccererieieiaiaieaieaieneeens Trichechus
B01.050.150.900.649.879.750.350........ccccuemiuririiiiieiieeieeinnn Trichechus inunguis
B01.050.150.900.649.879.750.500.......c.cccererererririerienieriaeanas Trichechus manatus

B01.050.150.900.649.900.........cccccvvvriiriiniiirinicinne Xenarthra
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B01.050.150.900.649.900.200........cccccerueieininiinrenreeenes Armadillos
B01.050.150.900.649.900.750........cccerereeieiaiaeaienieeeens Sloths
B01.050.150.900.833.......cccveiriiirerircreieee e Reptiles
B01.050.150.900.833.100.....cccccueeeiiiiaaiiieeaiiiee e Alligators and Crocodiles
B01.050.150.900.833.150......ccccerveriirreieieeieseeee Dinosaurs
B01.050.150.900.833.393......ccueiuiiiieicieeeeee e Lizards
B01.050.150.900.833.393.500........ccceruerueeriniiniinrenrenenes Iguanas
B01.050.150.900.833.672.....c.cceiuirieieiiieieeiieiene e Snakes
B01.050.150.900.833.672.250........ccceruerueiiininiiarenreeenes Boidae
B01.050.150.900.833.672.280........ccceruerieieianiiienienieeeeans Colubridae
B01.050.150.900.833.672.350........ccceruerueriainiiniinrenreeenes Elapidae
B01.050.150.900.833.672.350.225.......cccererieieieniinienieieeanae Bungarus
B01.050.150.900.833.672.875......ccccceruerveiiiiinieirenieeenes Viperidae
B01.050.150.900.833.672.875.120......ccuecereeeeeeieeiiniesieieeenas Agkistrodon
B01.050.150.900.833.672.875.200.......ccccemuireeeriiriiriesieieiainns Bothrops
B01.050.150.900.833.672.875.280.......ccceruereeeriiaiiniesieieeanas Crotalus
B01.050.150.900.833.672.875.750.......cccimvieeieiiriiricnieieiaas Russell's Viper
B01.050.150.900.833.672.875.875.....c.cceiireieieieeiiiesieieeenae Trimeresurus
B01.050.150.900.833.848........cocevviireecieiriircneenes Turtles
B01.050.500.......ccccceiuiiiiiiiiiiiieieeie Invertebrates
B01.050.500.097......ccuiiiieiiriirieieieiee e Annelida
B01.050.500.091.426........ccocoviuiiiiieeeieaieeee e Leeches
B01.050.500.091.426.400........cccocemreruemeiniirierienienas Hirudo medicinalis
B01.050.500.091.657 .....ceeiieieaiiiieiieieeeieeie e Oligochaeta
B01.050.500.091.700........ccecirmirrirircireirneeseereenes Polychaeta
B01.050.500.137...cueiiieieiieiisieeieieeee e Arthropods
B01.050.500.131.166........ccoerrrirrirercreirneerieeenes Arachnida
B01.050.500.131.166.132.......ceiiiiieiiieeecee e Acari
B01.050.500.131.166.132.419......ccccciririiiiiiiicreereeeee Mites
B01.050.500.131.166.132.419.050.......ccccererieeniniirieieieeanae Acaridae
B01.050.500.131.166.132.419.575......ccceiiriiiiiinircieeei Psoroptidae
B01.050.500.131.166.132.419.600.......c.cccererrerririiriaieeriaeanas Pyroglyphidae
B01.050.500.131.166.132.419.600.200.........cccvveeriirireniieiieenieeene Dermatophagoides farinae
B01.050.500.131.166.132.419.600.215.....cceiuiiiiiiiieeieee e Dermatophagoides pteronyssinus
B01.050.500.131.166.132.419.750.......cccccemirriiririircieieias Sarcoptidae
B01.050.500.131.166.132.419.750.800........cccereierauiriirieieieeeeene Sarcoptes scabiei
B01.050.500.131.166.132.419.850.......cccccemirieiririirienicieieas Tetranychidae
B01.050.500.131.166.132.419.875......cceiiiiiieiiiieieeee Trombiculidae
B01.050.500.131.166.132.419.900........ccccemireeeririirenieieieias Varroidae
B01.050.500.131.166.132.832......ccccurierieieiaiaiiaienieieens Ticks

B01.050.500.131.166.132.832.100........cccocriiriiniiiiriicies Argasidae
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B01.050.500.131.166.132.832.100.100........ccceruerrrriirinrereeereeene Argas
B01.050.500.131.166.132.832.100.700........cccereeeianiriinieieeeeaeens Ornithodoros
B01.050.500.131.166.132.832.400.......cccccemirreeririirierieieianas Ixodidae
B01.050.500.131.166.132.832.400.200........cccreeerraririenieeeeeeanens Dermacentor
B01.050.500.131.166.132.832.400.425........ccceoeiriiiiriireeeriene Ixodes
B01.050.500.131.166.132.832.400.712.....cceierieiiiaiiiaieeeeeeiene Rhipicephalus
B01.050.500.131.166.132.832.400.712.700.......cceeeieiereeiieeeeiieeeeieeens Rhipicephalus sanguineus
B01.050.500.131.166.667.......ccoeeieieiiieeeiiieieienas Scorpions
B01.050.500.131.166.803........cocemireeieeienirienesenas Spiders
B01.050.500.131.166.803.200........ccccrerueeeianiniiaienieneaeane Black Widow Spider
B01.050.500.131.166.803.600........cccceeerirreeiiieearieeeeiennnn Brown Recluse Spider
B01.050.500.131.365.....c.cciveuerririeieieeeieaee e Crustacea
B01.050.500.131.365.055........ccimimreecirinircneene Amphipoda
B01.050.500.131.365.060.......cccemereeereareniiriarieneenas Anostraca
B01.050.500.131.365.060.050........ccccoerueiriniiniinrinrireees Artemia
B01.050.500.131.365.070....c.ccceuereieieieienierieniesieneas Arguloida
B01.050.500.131.365.150.......ccccimimrieiieieniricnesienas Cladocera
B01.050.500.131.365.150.200........cccerereeieianiaienienieneeens Daphnia
B01.050.500.131.365.160......ccccvveerrieeeiiieeeiiieeeieennn Copepoda
B01.050.500.131.365.190.....cccciiriiiiiiaiiiiee e Decapoda (Crustacea)
B01.050.500.131.365.190.050........ccceruerueieiriiniinrenreeennes Anomura
B01.050.500.131.365.190.070.....ccccceruerieiaieieiiaiesieneeeans Astacoidea
B01.050.500.131.365.190.110.....cccviiiiiiiiieiieeiee e Brachyura
B01.050.500.131.365.190.150......c.ccceruerieieiaiiaieaienieieeene Crangonidae
B01.050.500.131.365.190.550........ccccruirueieininiinrenrieenes Nephropidae
B01.050.500.131.365.190.615.....cceiirerieieieiiceiesieeeene Palaemonidae
B01.050.500.131.365.190.625........cccoverveieiiiiiireireeeees Palinuridae
B01.050.500.131.365.190.635......ccccererieieieiaieaieaieieeens Pandalidae
B01.050.500.131.365.190.660........cccccerueirrniniarenrinenes Penaeidae
B01.050.500.131.365.250.......cccciruereeieieienienicniesieneas Euphausiacea
B01.050.500.131.365.400........ccccemimreeceeiniirieniennennas Isopoda
B01.050.500.131.365.640.......ccccemerueiieeeaiireienieneas Pentastomida
B01.050.500.131.365.880.......ccccemremreeeeriiriirierienienas Thoracica
B01.050.500.131.450.......cccoeiiiiiiiiiiiiiiiiieesiee Horseshoe Crabs
B01.050.500.131.617 .c..cviiiiiiiriiccecee e Insects
B01.050.500.131.617.069.......ccccireieiieeeiieresienas Beetles
B01.050.500.131.617.069.307 ......cccccererueiirniiiirenrenenes Fireflies
B01.050.500.131.617.069.615......cccceiereieieiiiaeseeane Tenebrio
B01.050.500.131.617.069.799......ccccerireiiiiiiiiresieeeees Tribolium
B01.050.500.131.617.069.900........ccccceririeiairiinienieieens Weevils

B01.050.500.131.617.104......ccciiieeeieeeeee e Ephemeroptera
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B01.050.500.131.617.140......cccoviiiiiiieiciececeee Cockroaches
B01.050.500.131.617.140.100.......cccerereieiaiieiaiesieeens Blattellidae
B01.050.500.131.617.140.580........ccceruerueiiiniiiirinreeenes Periplaneta
B01.050.500.131.617.289.......cceiiiiieiiieeecee e Diptera
B01.050.500.131.617.289.208.........ccceiviiiiiiieiiieiiceieeis Ceratopogonidae
B01.050.500.131.617.289.260........cccererueiaianiiiiaienieieeens Chironomidae
B01.050.500.131.617.289.275......cccccviiriiiiieiiieeeeeeees Culicidae
B01.050.500.131.617.289.275.100.......cccerereeeeieeiirieieieeenas Aedes
B01.050.500.131.617.289.275.120......cccecervieeiriiriiricnieeeieis Anopheles
B01.050.500.131.617.289.275.120.400........cccererierrriinieieeeeaene Anopheles gambiae
B01.050.500.131.617.289.275.225.......ccoccimieiiiiiireieeis Culex
B01.050.500.131.617.289.275.612.....c.cceiiiiieieieiieieeenae Ochlerotatus
B01.050.500.131.617.289.310.....ccccrciruirieiiieiiinresreeees Drosophilidae
B01.050.500.131.617.289.310.250......cc0ccemeeeeeeieniirieieeieeenae Drosophila
B01.050.500.131.617.289.310.250.500.......cccceiuieriiriieiieirienieeene Drosophila melanogaster
B01.050.500.131.617.289.310.250.750........cceruerieriaiirienieieeeeaeene Drosophila simulans
B01.050.500.131.617.289.400........cccccerueieinirinrinrieenes Glossinidae
B01.050.500.131.617.289.400.700.......c.cccemereerririirierieiaeanas Tsetse Flies
B01.050.500.131.617.289.642........cccceoerueiiiiiiiireereeenes Muscidae
B01.050.500.131.617.289.642.470.......ccoccerereeiiiiieieeeanae Houseflies
B01.050.500.131.617.289.781.....cceiiriieiiiiiiiiecrceeee Psychodidae
B01.050.500.131.617.289.781.602.......cccerireieiiirieiieieeanae Phlebotomus
B01.050.500.131.617.289.797 .....ooiiiiiiiiiieieeie e Sarcophagidae
B01.050.500.131.617.289.800........cccererueieiaiaiiaienieieeens Simuliidae
B01.050.500.131.617.289.850........cccererueiriiiniinrenrieenes Tephritidae
B01.050.500.131.617.289.850.150.......cccerereeeeririiriesieieianas Ceratitis capitata
B01.050.500.131.617.412.....cccoiieeecieeeeeee e Hemiptera
B01.050.500.131.617.412.165......cccccviereiiieeeeeeeieene Aphids
B01.050.500.131.617.412.420.......ccccveeeiiieeeiiieeeiieeeeieennn Heteroptera
B01.050.500.131.617.412.420.150.......ceccemireieinineieieanas Cimicidae
B01.050.500.131.617.412.420.150.100........cccererririrrinrereeereene Bedbugs
B01.050.500.131.617.412.420.700.......ccccemireiaiririieieeanas Reduviidae
B01.050.500.131.617.412.420.700.850........ccccruerrininriirireieriene Triatominae
B01.050.500.131.617.412.420.700.850.600..........ccereruerreririeiaiaeaienens Panstrongylus
B01.050.500.131.617.412.420.700.850.700.........coccvecurrrrinieeierriniene Rhodnius
B01.050.500.131.617.412.420.700.850.800..........ccveeeuerreierieeiaenieniennns Triatoma
B01.050.500.131.617.412.600........ccccceevuereeieirenieneeeene. Planococcus Insect
B01.050.500.131.617.479.....coeiiiiiiiiieeiiee e Hymenoptera
B01.050.500.131.617.479.205.......cccceoireiiiiiiiiesreeen Ants
B01.050.500.131.617.479.387 .....cceieieeieieieeeieaeesieeeee Bees

B01.050.500.131.617.479.900.........ccccceiriiiiiiiiiiiiiiiens Wasps
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B01.050.500.131.617.485.......cccveeeeieeeceee e Isoptera
B01.050.500.131.617.567....c.cceiuiieieiiieeecee e Lepidoptera
B01.050.500.131.617.561.200........ccccoerueieiiininrenreeenes Butterflies
B01.050.500.131.617.561.650........cccerereeieiaiiiaienieieeeans Moths
B01.050.500.131.617.561.650.100.........cccemvireeeririiricrieieinnas Bombyx
B01.050.500.131.617.561.650.525.......ccccererieeniniinieieieeanas Manduca
B01.050.500.131.617.561.650.700........ccccemireererrririireiaiainas Spodoptera
B01.050.500.131.617.590.......cceeuereieeieieeeirienenieneas Mantodea
B01.050.500.131.617.634.......ccooiiiriiiiieiicneiee Odonata
B01.050.500.131.617.678....c.cceiiieiiiiieeeieeseiena Orthoptera
B01.050.500.131.617.678.369.......cccceeeeviieeeiiieeeieeeeieennn Grasshoppers
B01.050.500.131.617.678.369.500..........ceeeiiuirraiiiieaiieeeiennn Locusta migratoria
B01.050.500.131.617.678.410......cccccerueriiiiiiiiirereeeees Gryllidae
B01.050.500.131.617.690.......ccccceieieeeiieeeieienesienas Phthiraptera
B01.050.500.131.617.690.050........ccccruerueieiiiriinrenrenenns Amblycera
B01.050.500.131.617.690.060........ccccoerueeeianriiaienieieenns Anoplura
B01.050.500.131.617.690.060.716.......ccocerireiririirierieieienas Pediculus
B01.050.500.131.617.690.060.730.......cccererererreriirieiierieeanas Phthirus
B01.050.500.131.617.690.450........ccccovevuemeeieiinieieeene. Ischnocera
B01.050.500.131.617.750.......ccoeireiieiieeecienenena Siphonaptera
B01.050.500.131.617.750.200.......ccceeeeririeeiiireeiiee e Ctenocephalides
B01.050.500.131.617.750.800........cccerereeiaiaiiiinienieieeens Tunga
B01.050.500.131.617.750.950........cccerirueieinininrenreeenes Xenopsylla
B01.050.500.131.617.800.....cccccvieiiiiiaiiiieeeiieeeien Thysanoptera
B01.050.500.217...ccueiiiieiieeiiececee e Bryozoa
B01.050.500.272......cooeeeeeeeeeeeeeeeeeeeeeeevennnns Chordata, Nonvertebrate
B01.050.500.272.199......cccciiieiiieeciiee e Cephalochordata
B01.050.500.272.199.500.......cceueruerieieeereeierieniesienea Lancelets
B01.050.500.272.400........cccceiviimmieniieiieiirienieeanne Hyperotreti
B01.050.500.272.400.380.......cceuirueeeieiereaienienieneeneas Hagfishes
B01.050.500.272.727 .....c.oeoveiiiiriirieeeeeie e Urochordata
B01.050.500.272.727.300.......ccccereaieeeieneaisieniesienea Ciona intestinalis
B01.050.500.308.......cccceiriiriirieieieiiiaienne Cnidaria
B01.050.500.308.237 .....ceeveuiaiiiiieieeeieeee e Anthozoa
B01.050.500.308.237.700........cccemimreeeeeiiririerienrennas Renilla
B01.050.500.308.237.750........ccccuiiiiiiiieiiceeceeee Sea Anemones
B01.050.500.308.361.......cccvrurriiirirircreieeie e Cubozoa
B01.050.500.308.485........ccoeieuiiriieieeeieeie e Hydrozoa
B01.050.500.308.485.400.........cccceeimreeeieiiniirienieniennas Hydra
B01.050.500.308.550........cccerruiriiieieeeieaieeieneenes Myxozoa

B01.050.500.308.550.500........c.ccccriurierieniiriniieinne Myxobolus
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B01.050.500.308.690........ccceeviemmieiiieiiiiieeniee e Scyphozoa
B01.050.500.308.690.750.......cccceruereeiieaieeierienienieneas Sea Nettle, East Coast
B01.050.500.325.......cccviveeiieeciee e Ctenophora
B01.050.500.408.........cocoveiiiiiiiiiciie e Echinodermata
B01.050.500.408.560........ccccceevrrueriiiierieieeeenne Sea Cucumbers
B01.050.500.408.560.150.......ccccememereiiarenirienienieneas Cucumaria
B01.050.500.408.560.400.........c.ccocemremeeeeriirieriennenas Holothuria
B01.050.500.408.560.700.........ccccememuerereareairierienienea Stichopus
B01.050.500.408.578........ccoevmuiiriiririreienienie s Sea Urchins
B01.050.500.408.578.050.......cccemuereeiiieeaiirieniesiena Anthocidaris
B01.050.500.408.578.070.......ccccemvimreeeeeieniirieniennenes Arbacia
B01.050.500.408.578.400.........cccceeviiriiiiniiiiieiieee. Hemicentrotus
B01.050.500.408.578.500........cccceeemreeeeaieriirierieniennas Lytechinus
B01.050.500.408.578.600.........cccceevirriieiiiiiienieenn. Paracentrotus
B01.050.500.408.578.800........ccccceerrrriianiieaiieiieeee Strongylocentrotus
B01.050.500.408.578.800.600.........ccceeerirreaiiieaaiieeeaieennn Strongylocentrotus purpuratus
B01.050.500.408.765........ccoccvmuirrenrirereirnienieneenes Starfish
B01.050.500.408.765.070.......ccccerueieeeeiereeicrienienieneas Asterias
B01.050.500.408.765.075........cocemimreeeeeinirieniesiene Asterina
B01.050.500.500......c.ccceeerrriirierieieianiaieaens Helminths
B01.050.500.500.132......cccciireiiieeeciiee e Acanthocephala
B01.050.500.500.132.546.......cceerueieeeeeeieaiieieneneeneas Moniliformis
B01.050.500.500.294.......ccoevruiirirircreirsie e Nematoda
B01.050.500.500.294.100.......cceirereeeeeeeeicrieseseeneas Adenophorea
B01.050.500.500.294.100.275.......ccccererreiiiiiniiresreeenes Enoplida
B01.050.500.500.294.100.275.200.......cccceruereeerririerieieerieeanas Dioctophymatoidea
B01.050.500.500.294.100.275.570......cceeirveeeieiiriirienieieeennas Mermithoidea
B01.050.500.500.294.100.275.780......ccecereeeeaieaiiienieieeanas Trichuroidea
B01.050.500.500.294.100.275.780.180........coeruerririirinrerereeeene Capillaria
B01.050.500.500.294.100.275.780.608........ccccoeeerrruiiinieieieeaeene Trichinella
B01.050.500.500.294.100.275.780.608.700..........cccecvrrriniireeeirinienne Trichinella spiralis
B01.050.500.500.294.100.275.780.628........ccereieeaiiiiieieieeaeene Trichuris
B01.050.500.500.294.700........cccceerrrreriieeieneeeenes Secernentea
B01.050.500.500.294.700.100........cccerereeiaiaeaieaienieneeeane Ascaridida
B01.050.500.500.294.700.100.090.........cccemieeeririirierieieeannas Ascaridia
B01.050.500.500.294.700.100.100.......cccereererenrerieriereeriaeanas Ascaridoidea
B01.050.500.500.294.700.100.100.075........cocerverriniirinrireeerniene Anisakis
B01.050.500.500.294.700.100.100.108........coereierririenieieieeeeens Ascaris
B01.050.500.500.294.700.100.100.108.425..........ccoevrrniniiieininiee Ascaris lumbricoides
B01.050.500.500.294.700.100.100.108.700.......c.ocrveeemerrerieieeeeeaienianens Ascaris suum

B01.050.500.500.294.700.100.100.700.........cccceiirririiriiiicicnne Toxascaris
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B01.050.500.500.294.700.100.100.780........coeruerrrriinrinreeeeerneene Toxocara
B01.050.500.500.294.700.100.100.780.225.......ccocoveerueieinirieeieeeieeieeas Toxocara canis
B01.050.500.500.294.700.500........cccccerueieininiinrenrinenes Oxyurida
B01.050.500.500.294.700.500.500.......c.ccemereeerrerirrienieieaeanas Oxyuroidea
B01.050.500.500.294.700.500.500.308..........coerrririnrinrireierneene Enterobius
B01.050.500.500.294.700.700........cccereruereaearaeiaieaieneeens Rhabditida
B01.050.500.500.294.700.700.640.........cccoeereeerrriricrieieiaias Rhabdiasoidea
B01.050.500.500.294.700.700.640.680........cccreeerrrurieinieieieeaeens Strongyloides
B01.050.500.500.294.700.700.640.680.600..........ccccvrrrririrreieirnrienne Strongyloides ratti
B01.050.500.500.294.700.700.640.680.700.......c.0ceeeiuereaiieeeaieeeaieeens Strongyloides stercoralis
B01.050.500.500.294.700.700.660..........ccccereeerrririeneiarnnnas Rhabditoidea
B01.050.500.500.294.700.700.660.250........cccrereerirurnienieieiaeanens Caenorhabditis
B01.050.500.500.294.700.700.660.250.250..........ccecvrrriniireeeininiennes Caenorhabditis elegans
B01.050.500.500.294.700.750......ccccererueieiarneaieaieneeens Spirurida
B01.050.500.500.294.700.750.225.........cccceeireemririiricnieieieneas Camallanina
B01.050.500.500.294.700.750.225.250........cccreieeauiaieaieeeeeeaeenes Dracunculoidea
B01.050.500.500.294.700.750.225.250.250........ccccveiirireiirieieeeeeees Dracunculus Nematode
B01.050.500.500.294.700.750.700.......ccccemerereairiirienierieeaneas Spirurina
B01.050.500.500.294.700.750.700.300........cccrerrrriirinrereeenneens Filarioidea
B01.050.500.500.294.700.750.700.300.043.......ccociveeemeireieieeeeeeees Acanthocheilonema
B01.050.500.500.294.700.750.700.300.088.........c.ccecvrurrreniieiieininienne Brugia
B01.050.500.500.294.700.750.700.300.088.500.........ccceerrererrieriaiaiaeaieanns Brugia malayi
B01.050.500.500.294.700.750.700.300.088.550.........ccoeererrierieriereinieireanens Brugia pahangi
B01.050.500.500.294.700.750.700.300.208.........ocoeeeueirerienieiaenieeeenens Dipetalonema
B01.050.500.500.294.700.750.700.300.230.......cc0ccverruririneieeieirenienes Dirofilaria
B01.050.500.500.294.700.750.700.300.230.300........cccuererrerirrieieeieiaieaeanens Dirofilaria immitis
B01.050.500.500.294.700.750.700.300.230.650.........ccoecererrierierieininiineanens Dirofilaria repens
B01.050.500.500.294.700.750.700.300.410.......ccueveeemeieeaeeneeeeenieeiaeas Loa
B01.050.500.500.294.700.750.700.300.438.........cocoverrurriniireieirinniene Mansonella
B01.050.500.500.294.700.750.700.300.470.......ccoerueeaueaeererieeeeenienienens Microfilaria
B01.050.500.500.294.700.750.700.300.510.......cc0ccverrurireniieeieireniene Onchocerca
B01.050.500.500.294.700.750.700.300.510.850......c.ccceeuerrerirrierieieiaieaieaens Onchocerca volvulus
B01.050.500.500.294.700.750.700.300.700.........c0ccverrerineiieeeeeriniennes Setaria Nematode
B01.050.500.500.294.700.750.700.300.708.......ccocoveermeireairieeieeaieeienens Wuchereria
B01.050.500.500.294.700.750.700.300.708.150......c.cccvrrrieriiriiieieiniireanns Wuchereria bancrofti
B01.050.500.500.294.700.750.700.680........cceruereeriaurrienieieeeeaeene Spiruroidea
B01.050.500.500.294.700.750.700.722........cccerereirinrinrereeeeneene Thelazioidea
B01.050.500.500.294.700.750.700.722.375.......cceiueeaeaesesieeeeeeeieees Gnathostoma
B01.050.500.500.294.700.775.......ccccerereerininiirenrenenes Strongylida
B01.050.500.500.294.700.775.100......cccccerereeerieriiriesienieianas Ancylostomatoidea

B01.050.500.500.294.700.775.100.100.........ccccevirririiiiiiicice, Ancylostoma
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B01.050.500.500.294.700.775.100.550........ccccrerririnrinrereeereene Necator
B01.050.500.500.294.700.775.100.550.100........cccceeiiirriiiniiiiiiiieeene Necator americanus
B01.050.500.500.294.700.775.400........ccccemireeiiriririneieiennas Heligmosomatoidea
B01.050.500.500.294.700.775.400.550........cccererieraiiinieieeeeaeene Nematospiroides
B01.050.500.500.294.700.775.400.550.275.......ccccovecviiiiniireieinnnienes Nematospiroides dubius
B01.050.500.500.294.700.775.400.575.....ccccocerevieiaiiiieeeeee Nippostrongylus
B01.050.500.500.294.700.775.588........ccccueiiiriiiiiiieiieeieean Metastrongyloidea
B01.050.500.500.294.700.775.588.080........ccerueeemiauiirinieieeeeanens Angiostrongylus
B01.050.500.500.294.700.775.588.080.225.........ccceemiriiieeiiiaieniieeenn Angiostrongylus cantonensis
B01.050.500.500.294.700.775.600.......c.cccererrreririirieierieeanas Molineoidae
B01.050.500.500.294.700.775.600.550........ccccoereirinrinrireinrneene Nematodirus
B01.050.500.500.294.700.775.710....c.cceieiiieieieeiinesieieeenae Strongyloidea
B01.050.500.500.294.700.775.710.600.......ccccciviiriiriiaiieirienene Oesophagostomum
B01.050.500.500.294.700.775.710.700........cccererieiaiieieeeeeeaeene Strongylus
B01.050.500.500.294.700.775.746........ccccueiieiiiiiiieiieeeen Trichostrongyloidea
B01.050.500.500.294.700.775.746.300........ccccrerierrriinieieieeanens Dictyocaulus
B01.050.500.500.294.700.775.746.410......cccocereieiiiiiareeeeee Haemonchus
B01.050.500.500.294.700.775.746.432......cccocereiieiiiiiieeeeee Ostertagia
B01.050.500.500.294.700.775.746.610.......cccerverriniiriirereeeeee Trichostrongylus
B01.050.500.500.294.700.825........ccceiereerieiaiiinieaieeeens Tylenchida
B01.050.500.500.294.700.825.825.........ccceevireeeriiririnieieies Tylenchoidea
B01.050.500.500.736.....c.ccoveurarerieieeeeeieaieaeeneens Platyhelminths
B01.050.500.500.736.215.......ccocimrireecieiiniirienenenas Cestoda
B01.050.500.500.736.215.228.......c.ccceierieieieiaieaieaieeeene Diphyllobothrium
B01.050.500.500.736.215.228.831......ccevuiivieeiniiriinienieieiis Sparganum
B01.050.500.500.736.215.327.....cceiereeieieiaiaieaiesieeeene Echinococcus
B01.050.500.500.736.215.327.400........ccccemimririiiiieiieenieennn Echinococcus granulosus
B01.050.500.500.736.215.327.500.........ccceriuririiiiiciiieieeenn Echinococcus multilocularis
B01.050.500.500.736.215.454........cccooemveiiiniiiirearieenes Hymenolepis
B01.050.500.500.736.215.454.400.........ccccomcerereririirieierieeanas Hymenolepis diminuta
B01.050.500.500.736.215.454.410.......ccciiveiiiiiiiiiiieiieeeeen Hymenolepis nana
B01.050.500.500.736.215.520......ccccceierieieiainiiaieaieeens Mesocestoides
B01.050.500.500.736.215.800........ccccrueruereinrriinrenrenenes Spirometra
B01.050.500.500.736.215.800.810......cccceruereeeerinierianierieeanas Sparganum
B01.050.500.500.736.215.895........ccceruerueieiiiniiirenreeeees Taenia
B01.050.500.500.736.215.895.286.......c.ccererieeriiriirieiieieeanas Cysticercus
B01.050.500.500.736.215.895.643........cccceeiimriiiiiiieeieeieeenn Taenia saginata
B01.050.500.500.736.215.895.775.....c.ccceiiriieininiineieieeenae Taenia solium
B01.050.500.500.736.715.......ccovimrireeeinieniirieneseenas Trematoda
B01.050.500.500.736.715.300.......ccccererueieiainieaienieneeens Dicrocoeliidae

B01.050.500.500.736.715.300.308..........ccccovumivriininiicies Dicrocoelium



2016 MeSH Tree Hierarchy

Tree location

B01.050.500.500.736.715.360........ccccruerueieininiinrenrirenes Echinostomatidae
B01.050.500.500.736.715.360.310......ccecerueeeeaiiaiiniesieieianas Echinostoma
B01.050.500.500.736.715.408........ccccooerueimininiirinrenenes Fasciolidae
B01.050.500.500.736.715.408.380.......c.ccemerieeareriirienieriaeanas Fasciola
B01.050.500.500.736.715.408.380.420........ccccoerrrrinrinrireieriene Fasciola hepatica
B01.050.500.500.736.715.465.......cccererieieiaiiiaeaeeene Heterophyidae
B01.050.500.500.736.715.520........ccceruerueieinininrenrieenes Opisthorchidae
B01.050.500.500.736.715.520.210.......cccviiiiiiiiiiiicciceeeee Clonorchis sinensis
B01.050.500.500.736.715.520.700........cccceeireeeriiririeireieiannas Opisthorchis
B01.050.500.500.736.715.600.......ccceeeeiiiiaaiiieeaiiieeaieennn Paramphistomatidae
B01.050.500.500.736.715.770.....ccccocerireieininiinrenreeenes Schistosomatidae
B01.050.500.500.736.715.770.680.......ccccerereeerreniirierieieianas Schistosoma
B01.050.500.500.736.715.770.680.510.......ccceevvirieiiiecceeeee Schistosoma haematobium
B01.050.500.500.736.715.770.680.570......cccueveeiiiiiaiiiieeieeeaienne Schistosoma japonicum
B01.050.500.500.736.715.770.680.700.........cccereerrininieiiereeennes Schistosoma mansoni
B01.050.500.500.736.715.800.....c.cccuueeeiiiiaaiieeaiiie e Troglotrematidae
B01.050.500.500.736.715.800.610.......ccccemvieeiriiriiriciicieianas Paragonimus
B01.050.500.500.736.715.800.610.900.......ccueeeeiurreaiiieeeciieeaieenne Paragonimus westermani
B01.050.500.500.736.847.......ccocimrinreecineniirenienrenas Turbellaria
B01.050.500.500.736.847.610.....ccccccererieieiaiiiaiesieieens Planarians
B01.050.500.500.770.....c.cccumirirrinrirereirneenieneenes Rotifera
B01.050.500.644.........ccocieeiiiiiieeaiaeine Mollusca
B01.050.500.644.080........cccccvrmimrinriririrnienienenes Bivalvia
B01.050.500.644.080.050.......ccccememueririeeniirienenieneas Arcidae
B01.050.500.644.080.050.700........cccccerueieininiinrenrenenes Scapharca
B01.050.500.644.080.150.......cccccemereeeieeeeiriarienieneas Cardiidae
B01.050.500.644.080.175.......ccooiminieiininirienesienas Corbicula
B01.050.500.644.080.225........ccccemeiueeiiaieaiieienenienea Dreissena
B01.050.500.644.080.500........ccccceevirmeriieeieneeeenne Mercenaria
B01.050.500.644.080.535.......ccccemirieiieeieniieienienienea Mya
B01.050.500.644.080.537.......ccocimrinrieiineniirienienieneas Mytilidae
B01.050.500.644.080.537.500........cccccerueriaiainiiaienieneeens Mytilus
B01.050.500.644.080.537.500.500.........ccceeveeemriiriirienieiainnnas Mytilus edulis
B01.050.500.644.080.537.600........cccccerueieeaiareaienienieens Perna
B01.050.500.644.080.643.........c.cocemvemeeeiriricnienienas Ostreidae
B01.050.500.644.080.643.150......ccccceeuriiiiniiiiiciieeiies Crassostrea
B01.050.500.644.080.643.600........c.cccerueirinininrinrinenes Ostrea
B01.050.500.644.080.660..........cccceruereeeereniirierienieneas Pectinidae
B01.050.500.644.080.660.600..........cccerueirininrinrenrirenes Pecten
B01.050.500.644.080.670.......cccccemereeeieareaiirierieneeneas Pinctada

B01.050.500.644.080.750........cccccriurierieniiiiniieiinne Spisula
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B01.050.500.644.080.850........ccceeemreeemniiriirienieniennas Unionidae
B01.050.500.644.080.850.050........ccccrereeieianeniinienieneaens Anodonta
B01.050.500.644.080.850.850........cccccueruemiririniinrinrinenes Unio
B01.050.500.644.116.....c.ccoveiiiieeeeeeieeie e Cephalopoda
B01.050.500.644.116.150.......ccccveeeirieeeiiieeeiiieeeieennn Decapodiformes
B01.050.500.644.116.150.500........ccccceruerieiaiiiaenienieens Loligo
B01.050.500.644.116.150.700........ccccccerueririnininrenrenenes Sepia
B01.050.500.644.116.550.......ccccererieiiieieeirieienieneas Nautilus
B01.050.500.644.116.600........cccceeevirieeeiiieeeiiieeeneennn Octopodiformes
B01.050.500.644.400.......cccceeeiiiiiaiiieaaiiiee e Gastropoda
B01.050.500.644.400.060.........c.ccoccemrememrinirieriennenes Aplysia
B01.050.500.644.400.150.......cccccemereieieeeiienenieneas Clione
B01.050.500.644.400.275........cccoeimrinmeennnirieniennennas Conus Snail
B01.050.500.644.400.400........ccccememenieaeeirierenienea Hermissenda
B01.050.500.644.400.600.........cccceevvrreieineeieneeiene Pleurobranchaea
B01.050.500.644.400.750.......cccccememeiieeeeinianenieneas Snails
B01.050.500.644.400.750.185........cccceruerueirininiiirenrieenes Biomphalaria
B01.050.500.644.400.750.323......cccceierieieiainiaieaieneeens Bulinus
B01.050.500.644.400.750.450........cccccermeiiininiarinrinenes Helix (Snails)
B01.050.500.644.400.750.645........cccceoirerieiaiiiaeseeene Lymnaea
B01.050.500.644.400.800........ccccccemrermeeeeririeniennennas Tritonia Sea Slug
B01.050.500.644.600........cccceeeiiiiraiiiiaaiiieeaeeenn Polyplacophora
B01.050.500.714......oooiiiiiiieiiecce e Parasites
B01.050.500.740......cccieeeriiiniiieieieeaienns Placozoa
B01.050.500.802........ccccueiriiririiieieiiiiaienns Porifera
B01.050.500.802.039.....c.cciimurriiriiieieeeieeie e Agelas
B01.050.500.802.080........cccevruirririrereirnieseereenes Axinella
B01.050.500.802.160........cccerauirrerieeeeaieaeeaeeseenes Callyspongia
B01.050.500.802.175......cccviiiiiiieiieeiie e Crambe Sponge
B01.050.500.802.200........cccerrurrreieereaieaieneeieenes Dysidea
B01.050.500.802.360........cccccvrmimrinrircreirnieniereenns Geodia
B01.050.500.802.380.......ccceureuirreieeeeeieaieeee s Haliclona
B01.050.500.802.650........cccccvrmimrinrircenirnieriereenes Petrosia
B01.050.500.802.670.....c.cccuerruiriiiiieeeieaieeie s Plakortis
B01.050.500.802.775.......ccoveiriireirereeeirnie e Suberites
B01.050.500.802.785........ccueuiauiireieieeeieaieaee s Theonella
B01.050.500.802.900.........cccceivimmuieiiieiieiieenieeane Xestospongia
B01.050.500.907.....cciueieieiieicniesieieeeieeieine Tardigrada

BO1.175. e Choanoflagellata
B0O1.206......cciiieiaiiiee e Cryptophyta

BO1.237 ... Diplomonadida
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B01.237.385.....cecieiieiiriinieeeeee e Giardia
B01.237.385.400......ccccieeeririiriiieieieeaieaens Giardia lamblia
BO1.268.....cviiieiiieieeee e Euglenozoa
B01.268.250.......cccueieiieiirieieieeeece e Euglenida
B01.268.250.320......cccccueieiiriirieieieieeaienne Euglena
B01.268.250.320.418......cciiiiieiiieeeiiee e Euglena gracilis
B01.268.250.320.500........cccecviiriieiiieiieiieeniee e Euglena longa
B0O1.268.475......coiiieieieeeee e Kinetoplastida
B01.268.475.868.........cccveiiiiiiiiiieiieeeee Trypanosomatina
B01.268.475.868.110.....cccoieieiieriiiceeiecie e Crithidia
B01.268.475.868.110.350.......ccccccviviriieiiieeiesieeee Crithidia fasciculata
B01.268.475.868.488........ccocviuirieeieeeieaie e Leishmania
B01.268.475.868.488.080........ccccceevuvrveiiiieieneeeee Leishmania braziliensis
B01.268.475.868.488.230........cccceiiiiiiiiiiiiieiieee Leishmania donovani
B01.268.475.868.488.240........cccceevviieiiieeeee Leishmania enriettii
B01.268.475.868.488.285.......ccceeiiiiiieeiieeeeeeeen Leishmania guyanensis
B01.268.475.868.488.325........ccccveiiiiieiieeeeee Leishmania infantum
B01.268.475.868.488.405........ccoeiiiiiiaiiiieeeeeeeee Leishmania major
B01.268.475.868.488.410.......ccccccviviiiieieieeeceeee Leishmania mexicana
B01.268.475.868.488.680.......ccccceveiiieeiiiieeiiieeeienn Leishmania tropica
B01.268.475.868.887.......cceeiviiiiiiiiieiieiieeniee e Trypanosoma
B01.268.475.868.887.080.......cccveeiiiiiaiiiieeeiieeeien Trypanosoma brucei brucei
B01.268.475.868.887.110....cccuceiiiiiiiiiieieeiee e Trypanosoma brucei gambiense
B01.268.475.868.887.115.....cciiiiiiieieeeeieeeeee e Trypanosoma brucei rhodesiense
B01.268.475.868.887.128........cciviiiiiiiieiieeiee e Trypanosoma congolense
B01.268.475.868.887.140......ccccveiiiiiieiiiieeeiieeeeen Trypanosoma cruzi
B01.268.475.868.887.410....ccc.ceiiiiiiiiiieiieeee e Trypanosoma lewisi
B01.268.475.868.887.680.......cccveeiiiiiaiiiieeeiieeeienn Trypanosoma rangeli
B01.268.475.868.887.850........ccccuveriiiiiiiiiiiieiieee Trypanosoma vivax
B01.300......ccueeeeeieeierieriesieieieeaiae Fungi

B01.300.053......coiiiiiiiiieeieeee e Agricultural Inoculants
B01.300.107...ceeeiiiiieeeeeeee e Ascomycota
B01.300.107.320......ccccviiiiiieiiiiiieceeee e Eurotiales
B01.300.107.320.125.....cecieieieeieieeeeeeeie e Byssochlamys
B01.300.107.320.200........cccecvruiiririreireirreesee s Emericella
B01.300.107.320.215.....cveieiieicieeeeeeieeie e Eupenicillium
B01.300.107.320.218.....cecieeiieiirireeeeieeee e Eurotium
B01.300.107.320.500........ccceveuirieiiieeeieaieeeeneenes Monascus
B01.300.107.320.550......cccceiriiiiieiiieiie e Neosartorya
B01.300.107.320.800......ccccueieiiiieeeiieee e Talaromyces

B01.300.107.320.820......ccccvvreiriieeiiieeeeiiee e Thermoascus
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B01.300.107.501 ..o Hypocreales
B01.300.107.501.200........ccuerruirierieieeeieaie e Claviceps
B01.300.107.501.220......ccceeiriiiieiieeiie e Cordyceps
B01.300.107.501.310.....ceeieiieiiiieieeeeieeie e Epichloe
B01.300.107.501.400........ccevvrinrinrirereirniesee e Gibberella
B01.300.107.501.430.....ccciieiiiriiieieeeieeie e Hypocrea
B01.300.107.501.550.......cccumrriirinrirereienieree s Nectria
B01.300.107.575.....coeiiieiiieeee e Magnaporthe
B01.300.107.650........cciiieiiiiiieiieeieeciee e Onygenales
B01.300.107.650.080.......ccccecuiiiiiiiiiiiiiiiesieees Arthrodermataceae
B01.300.107.655.......ccccveveeieeeeee e Ophiostomatales
B01.300.107.655.600........cccccvmuireiiireaieaieaeeneenes Ophiostoma
B01.300.107.685.......cccoecveiiieiiiiieceeeeee Parmeliaceae
B01.300.107.685.500........cccccveuirreiiireaieaieaieeenes Usnea
B01.300.107.715. ..o Phyllachorales
B01.300.107.730....cceeeiieieeiieeeiiee e Pneumocystis
B01.300.107.730.650.......cccemrieieeiiieiieeieeniee e Pneumocystis carinii
B01.300.107.730.700.....cccciiiieaiiiaeeiiee e Pneumocystis jirovecii
B01.300.107.780.......ccvereiieeeiieeecee e Pseudallescheria
B01.300.107.795......oiiieeieeeee e Saccharomycetales
B01.300.107.795.190......cccveiriiiiieiieeiie e Debaromyces
B01.300.107.795.192.....ceeiiiiiieseeeeeeie e Dekkera
B01.300.107.795.200.......ccccuureiiieeecrieeeciiee e Dipodascus
B01.300.107.795.230.....c.cciieieiiieeieieeeieeie e Endomyces
B01.300.107.795.250.......cccccuiiiiieiiiecieceeeee Eremothecium
B01.300.107.795.393.....ccoiiiiieiieeeeeee e Hanseniaspora
B01.300.107.795.536......ccceeirieiiieiiieiie e Kluyveromyces
B01.300.107.795.550........ccueiiuiirenieieeeiecie e Lipomyces
B01.300.107.795.575.....cocoiiiiiiiereeeeeeeie e Metschnikowia
B01.300.107.795.700........cceieuiieiieeeeeieeie e Pichia
B01.300.107.795.785......ccciiiiiiiieiieee e Saccharomyces
B01.300.107.795.785.800......ccccueeeiiiiaaiiieeeiieeeiean Saccharomyces cerevisiae
B01.300.107.795.815......coiiiiiiiieeieee e Saccharomycopsis
B01.300.107.795.830.....ccceiiiieiiiieeeiiee e Torulaspora
B01.300.107.795.905........cceiriirereicreireie e Williopsis
B01.300.107.795.980........ccueiruiiriiiieeeieeie e Yarrowia
B01.300.107.795.990.......cccoeiriiiiieiiieiie e Zygosaccharomyces
B01.300.107.797 ...ooeeiieeeieeee e Schizosaccharomyces
B01.300.107.800.......ccccecueiireeiiiieieeeeeeeee Sordariales
B01.300.107.800.150.....c.cciueurauiireieireeieaie e Chaetomium

B01.300.107.800.629.......cccvvveirieeeirieeeciiee e Neurospora
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B01.300.107.800.629.564........ccoovevrieeeiieeeeciie e Neurospora crassa
B01.300.107.800.700......ccciuieeiiieeeiiieee e Podospora
B01.300.107.950........ceiiiiiiieiieiieenee e Xylariales
B01.300.179. ... Basidiomycota
B01.300.179.100........ceiiieiiieieiieere e Agaricales
B01.300.179.100.105.....ceeeeureeeaieeieeeeeieeie e Agaricus
B01.300.179.100.107 .....oeeiiieiiieiiieiieeiee e Agrocybe
B01.300.179.100.110..c..ceeieieeiieeeeeeieeie e Amanita
B01.300.179.100.125.....c.ocoiiiieiirereeeeeeee e Armillaria
B01.300.179.100.200........cceeieuiieiiieeeeieaie e Coprinus
B01.300.179.100.205........ccccveiirieiiieeeceeeee Cortinarius
B01.300.179.100.215.....ceeieieicieeeeeieeie e Cyathus
B01.300.179.100.320.....c.cccviiriiiririiceeieeee e Flammulina
B01.300.179.100.350.......cccueureuiiiieeeeeieeie e Grifola
B01.300.179.100.360........ccuevrrirrirercreieniesie s Hebeloma
B01.300.179.100.502........cceeieuirieieeeeieeie e Laccaria
B01.300.179.100.515.....cociiiiiirerccececie e Lentinula
B01.300.179.100.515.810....c.ccueiuirieieiiieieecee e Shiitake Mushrooms
B01.300.179.100.550.......cccccuiiirieiiiieieceeeee Marasmius
B01.300.179.100.645........coveiiiieeeeeieeie e Pholiota
B01.300.179.100.650.......cccoccviiirieiieeieeceeeee Pleurotus
B01.300.179.100.660........ccoereuireiiiieeeieaieeeeenes Psilocybe
B01.300.179.100.750......cccveiriiirieiiieiie e Schizophyllum
B01.300.179.100.780.....ccceiiiieiiiiaeeiiee e Termitomyces
B01.300.179.100.790.....c.cccviiriiirirerereireie e Tricholoma
B01.300.179.100.875.....cocieieiieieieeeeeeie e Volvariella
B01.300.179.110..c.cceeeiiieeeee e Phakopsora pachyrhizi
B01.300.179.120.....ceeiiiiieeiiieeiee e Polyporales
B01.300.179.120.174.....oooiiiiiieceeee e Coriolaceae
B01.300.179.120.174.070....c.ccceiiieieiieeeec e Antrodia
B01.300.179.120.174.600........cccemimreeeieinircrienrenns Poria
B01.300.179.120.174.850.......cceeiieeieieieeeieenesiena Trametes
B01.300.179.120.379......cciiiiiiiieeie e Ganoderma
B01.300.179.120.379.700.......cceiereeaieeeieieeceiesie e Reishi
B01.300.179.120.760........ccoeirieiieiiiieiie e Polyporaceae
B01.300.179.120.760.649.........ccceviiiiiiiiiciece Phanerochaete
B01.300.179.120.760.675.......c.coieeiiiiiiieieeiee e Polyporus
B01.300.179.120.760.690.......ccccereieeeiiaeeiiienenienas Pycnoporus
B01.300.179.853......c.oeiiieeiiieiee e Ustilaginales
B01.300.179.853.800........cccerruirieiiirieieaie e Ustilago

B01.300.230......ceieiiiieiiieiieeieeiee e Blastocladiomycota



2016 MeSH Tree Hierarchy

Tree location

B01.300.230.074.....c..eiiiieiieeieecieeee e Allomyces
B01.300.230.150......cceeieeeeiieicrieieieieesieine Blastocladiella
B01.300.230.200........cccceeeaiiieiieiieeniee e Coelomomyces
B01.300.248......ccoiiiiiiieeee e Blood-Borne Pathogens
B01.300.283......cciiiiiiiiiieieeeeeee e Chytridiomycota
B01.300.300......cciiiiieaiiiieeiee e Fungi, Unclassified
B01.300.300.300......cccciuireeiriireriiieeeieeee e Entomophthorales
B01.300.300.300.150.....c.cciueuraeirieieieeeieeie e Conidiobolus
B01.300.300.300.300......ccccumreirireecrieeeiiieeeineeens Entomophthora
B01.300.300.500........cccceeiiiiiiiiiiciie e Mucorales
B01.300.300.500.030.......cccumrrmirrinrirernieneesee e Absidia
B01.300.300.500.150.....cccciuiieiiiiaeiiieee e Cunninghamella
B01.300.300.500.480........cccevrmimriririenirnieneeneenes Mortierella
B01.300.300.500.500........cccerruiruiieirenieaieaeeneenes Mucor
B01.300.300.500.750......ccccemrieimeaiiaeniieiieenieeanne Phycomyces
B01.300.300.500.795.....c.cciieueeuiiieieeeeeieeee e Rhizomucor
B01.300.300.500.800........cccecvruimrenrirereirniereeneenes Rhizopus
B01.300.320.....cciiiiieeeiiieeeiee e Glomeromycota
B01.300.340.....ccccoiiririiniereeeeeceeeee Lichens
B01.300.340.458.........cocooiiiiiiiiiciceee Parmeliaceae
B01.300.340.458.500........cccccummimrinriririirnieieeeenns Usnea
B01.300.360......cceiiieeaiiiieeiiee e Microsporidia
B01.300.360.500.......cccccureiiiireniiieeciieee e Microsporea
B01.300.360.500.500.......cccumieiiiiiieiiieaeiiiee e Microsporida
B01.300.360.500.500.100.......ccccueeerrireeiiieeeiieeeeneennn Apansporoblastina
B01.300.360.500.500.100.175.....cceierierieieiaiaieaienieeeens Encephalitozoon
B01.300.360.500.500.100.175.175.....cccocuveeeereeerieeeeieee e Encephalitozoon cuniculi
B01.300.360.500.500.100.200.....c.cccuveeeiiireaiiieeaiieeeaieennn Enterocytozoon
B01.300.360.500.500.100.400........ccccoermeierniniinrenrerenes Nosema
B01.300.360.500.500.100.900........cccerereeiaianenienienieneeene Vittaforma
B01.300.360.500.500.600........ccceeerrieeariieeaiiereeeennnn Pansporablastina
B01.300.360.500.500.600.050........ccccruereeeeianiniinieneeneenenns Amblyospora
B01.300.360.500.500.600.400........cccccerueirrnininrinrinenes Glugea
B01.300.360.500.500.600.500........cccccerurieianiniinienieieaens Loma
B01.300.360.500.500.600.650........c.cccuermeriririniinrenrirenes Pleistophora
B01.300.360.500.500.600.800........cccccuerueieianinienienieneaeans Thelohania
B01.300.360.520......cccccuvreiiiireeiiieeciiee e Microsporidia, Unclassified
B01.300.381....eieieiieeeieeeee e Mitosporic Fungi
B01.300.381.025.......cccoiiiiiiieiiieeceeeee Acremonium
B01.300.381.075.....ceiiiiiiiiieiec e Alternaria

B01.300.381.081....ccueiiiieiiieieeeece e Aspergillus
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B01.300.381.081.170......cccviiriiiiieiieeiie e Aspergillus flavus
B01.300.381.081.295......cciiiiieiieeeceee e Aspergillus fumigatus
B01.300.381.081.420......ccccceiuiiiriiiiieiie e Aspergillus nidulans
B01.300.381.081.450......ccciiiiiiiiiiaiiieeeiiee e Aspergillus niger
B01.300.381.081.480......ccccceiriiiiieiiieiieeieeniie s Aspergillus ochraceus
B01.300.381.081.500......ccccuiriiiiiieiiieeeiiiee e Aspergillus oryzae
B01.300.381.103......cccieiiiieieeeee e Beauveria
B01.300.381.125. ..o Blastomyces
B01.300.381.128......cceeieiiiiriiricccceiee Botrytis

B01.300.381.137 ..o Brettanomyces
B01.300.381.147 ..o Candida
B01.300.381.147.326.....c..ccveiiiiiiieeeeeie e Candida albicans
B01.300.381.147.400........cccceiviiiiiiiieiieiieeniee e Candida glabrata
B01.300.381.147.800......ccccuiiaiiiiieiiieeeiiiee e Candida tropicalis
B01.300.381.170....ccciiiiieiieeieecieee e Chrysosporium
B01.300.381.200......ccciiiieiiiiieeiiee e Cladosporium
B01.300.381.230......cccviieiieieieeee e Coccidioides
B01.300.381.235......cciiiieiieiinieeieeeieaieine Colletotrichum
B01.300.381.258........cciiiiiiiiiieiiece e Cryptococcus
B01.300.381.258.300.....cccciiiieiiiiieiiieee e Cryptococcus gattii
B01.300.381.258.366.........ccceevieireiiiieiieiieenieeane Cryptococcus neoformans
B01.300.381.299......cciiiiieiiiirieieieeeieseene Duddingtonia
B01.300.381.340.....ccccviiieeiiieeeiiee e Epidermophyton
B01.300.381.355......cciieieiieiinieieieeeesieine Exophiala
B01.300.381.366........cccecveirireeirrieieeeeeeee Fusarium
B01.300.381.380.....cccueieeeeririirieieieieeiaieene Geotrichum
B01.300.381.385......ccueiiiriiiiricicieieesiene Gliocladium
B01.300.381.420......ccciiiiiiiiiieeieee e Helminthosporium
B01.300.381.440......cccccuvveeiireeiie e Histoplasma
B01.300.381.490........ccociiiiiiiiiiecic e Kloeckera
B01.300.381.502.......cccoccviiiiiiiiiieie e Lacazia

B01.300.381.515. .cueieiieieiieiieieeeeesie e Madurella
B01.300.381.522.......cceiiiiiiiiieeece e Malassezia
B01.300.381.541 ..o Metarhizium
B01.300.381.560......cccccuvveiiiireeiiieeciieee e Microsporum
B01.300.381.570...c.cccueeemieiieiinieieieieeaieens Neotyphodium
B01.300.381.640........cccciiiiiiiieiiieieeeiee e Paecilomyces
B01.300.381.648.........cocieiiiiiiicicceee Paracoccidioides
B01.300.381.662.......ccccveiriiriiriiieieiiiaienne Penicillium
B01.300.381.662.592.......cccuiiiiiiiiiiieeeciiee e Penicillium chrysogenum

B01.300.381.706.......cccvvveeirereeiiieeciree e Phialophora
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B01.300.381.723.....ciiiiiieieeeeeee e Pyricularia grisea
B01.300.381.740......cciieeeiiiiiieieeeaieene Rhizoctonia
B01.300.381.750.......ccceiiiiieieiiiiecee e Rhodotorula
B01.300.381.785.....cciiieieeiieeee e Scedosporium
B01.300.381.802......ccccviveeiieeeiiie e Scopulariopsis
B01.300.381.820......ccueiueeerieiinieieieieeaieens Sporothrix
B01.300.381.840.....c.ceiiiiiiiieieiieeiee e Stachybotrys
B01.300.381.910.....cceiiiiiiieicec e Trichoderma
B01.300.381.928........ciiiiiiiiiieeieee e Trichophyton
B01.300.381.940......cceiiiiiiiiieeieee e Trichosporon
B01.300.381.950......ccccieiriiririeieieiiiaienne Verticillium
B01.300.655......cciiiiiiiiiieeee e Mycorrhizae
B01.300.665.......ccceeiiiiiiieiieiieeieeee Neocallimastigomycota
B01.300.665.600.......ccceeeeiiiiieiiiiaeeiiee e Neocallimastigales
B01.300.665.600.600.........c.ccccevrieiiiieieieeeene Neocallimastix
B01.300.665.600.675........cceeuvruirieieieeeieaieeeeeenes Piromyces
B01.300.930.......ccciiieiieieiieeece e Yeasts
B01.300.930.150.....ccciiiiieiiiiieeiiee e Brettanomyces
B01.300.930.176......cceeieeieiiriinieieieieeaienne Candida
B01.300.930.176.326........ccceiieiriiieieeeieeie e Candida albicans
B01.300.930.176.400........cccceiviiiriiiiieiieiieeniee e Candida glabrata
B01.300.930.176.800......ccccueeeiiiiaaaiieeeiiiee e Candida tropicalis
B01.300.930.316.....cueiiieeiiieiieiieeee e Cryptococcus
B01.300.930.316.300.....cccciuiieiiiieeiiieee e Cryptococcus gattii
B01.300.930.316.366........ccceeveeireeniieiieiieenieeane Cryptococcus neoformans
B01.300.930.323......cciiiiieiiiieeiee e Debaromyces
B01.300.930.326......cccciueieiiriirieieieiie e Dekkera
B01.300.930.330....ccceiiuiiieiiiiieeiiee e Dipodascus
B01.300.930.340.....cciiiiiiiiiiieiie e Endomyces
B01.300.930.350........cciiieiiiiiiiiece e Eremothecium
B01.300.930.443.......ccciieeeeeeeee e Hanseniaspora
B01.300.930.530......c..ciiiiiiiieiiiiecee e Kloeckera
B01.300.930.536........ccecieeiiiiiieiieeiee e Kluyveromyces
B01.300.930.555......ccoiiiiiiiiieiee e Lipomyces
B01.300.930.574.......cciiiiieiieece e Malassezia
B01.300.930.587......ccueieieiiiiinieieieeeeaieine Metschnikowia
B01.300.930.600.........cceiiririirieieieriiaienne Pichia
B01.300.930.650......c.ccceeeieriirieieieieeaieine Rhodotorula
B01.300.930.705........coiieeiiieieeiieeee e Saccharomyces
B01.300.930.705.655......ccciiiieiiiieeiiee e Saccharomyces cerevisiae

B01.300.930.710....ccceiiiieiieeieeeieeee e Saccharomycopsis
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B01.300.930.720.....c..ciiiieiiieieeiieeee e Schizosaccharomyces
B01.300.930.910....cceiiiiieeeiieeeeiee e Torulaspora
B01.300.930.930......ccciiiieeiieeeiiie e Trichosporon
B01.300.930.945......cccoiiiiiiiieeeeee Williopsis
B01.300.930.980.......ccccecviiireiiiiieceeeeee Yarrowia

BO1.400. ... Haptophyta
B01.500......ceieiieaiiiiiieieeeeeee Mesomycetozoea
B01.500.700......cciiiiieaiiieeiee e Rhinosporidium

BO1.625.. .. Oxymonadida
B01.630.....cciiiiiiiiiciiieicce Parabasalidea
B01.630.399......cciiiiiiiiiiieeeeee e Hypermastigia
B01.630.800.......ccccceiuiiiiiiiieiiieiieee Trichomonadida
B01.630.800.180.......ccceeveiiriiieiieie e Dientamoeba
B01.630.800.808.........ccceeveiiiiiiciiceieee Trichomonas
B01.630.800.808.717......oeiuieiiieiieiieeiie e Trichomonas vaginalis
B01.630.800.849........ccociiiiiiiiiici e Tritrichomonas
B01.630.800.849.325........ccoccviiiiiieiiieeieceee Tritrichomonas foetus
B01.650......cceieeeieeiiiiiieieieieeaae Plants
B01.650.232......cciiiiiiiiiiiieeeeee Glaucophyta
B01.650.232.200......ccciiiiiiiiiieeiieee e Cyanophora
B01.650.449.......ccciiiiiieeee Plant Weeds
B01.650.510....cccceieiiiiiiieieieecece e Plants, Edible
B01.650.510.344........ooiiiiiiiiiiic e Crops, Agricultural
B01.650.510.344.250........ccciiuiiiiiiiieieeie e Edible Grain
B01.650.510.956.........cccviiiiiiiiiiieiieeeee Vegetables
B01.650.520......ccceveeieeeeeeeeeeieevieevieeviennnns Plants, Genetically Modified
B01.650.560........ccccceiieiiiiiieiiee e Plants, Medicinal
B01.650.660........ccceeeiiririieieieeceeieeens Plants, Toxic
B01.650.700.......ccceiiiiriiiiieiiienieeiieene Rhodophyta
B01.650.700.150......cccieieririirieieieieesieine Chondrus
B01.650.700.325.......cccoeiiiieeiiiieece e Gracilaria
B01.650.700.500........ccccoeeiiiiiiiiiieiie e Laurencia
B01.650.700.585........ccoccveiiiiiiiiieiceeee Plocamium
B01.650.700.600.........cceieereriirieieieianiaeaens Porphyra
B01.650.700.610.....c.ceiiiieiiieieeiieeiee e Porphyridium
B01.650.723......cciiiiiiiiiiieiee Salt-Tolerant Plants
B01.650.819.....cciiiiiiiiiiiiiieceeeee Seedlings
B01.650.915......coiiiiiiiiece Trees
B01.650.940......ccccciveiiiieeiiee e Viridiplantae
B01.650.940.150......cceieieiiiiieieeeeaieene Chlorophyta

B01.650.940.150.133......ccciiiieiieeeciee e Acetabularia
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B01.650.940.150.300.......ccccureiiireeirieeeiiiee e Caulerpa
B01.650.940.150.469........ccoeviuirieiieeeeeieee e Chlorella
B01.650.940.150.469.400.........cccceiriimiiieniiaiieiiaee Chlorella vulgaris
B01.650.940.150.634.......coveiiiieieeeeieeie e Prototheca
B01.650.940.150.800........ccccceevrrierinieieeieeeee Scenedesmus
B01.650.940.150.900........cccciiruirieieireeieaieeee s Ulva
B01.650.940.150.925........ccoeovimiiriririneree e Volvocida
B01.650.940.150.925.344.......coiiiiieiiceecee e Chlamydomonas
B01.650.940.150.925.344.650.........ccccooviiiuiaiiiiiieiiceiees Chlamydomonas reinhardtii
B01.650.940.150.950........cceiiiiiieieeeieeieeee e Volvox
B01.650.940.800.......cccccvveiiiireiiiieeciiee e Streptophyta
B01.650.940.800.150......ccciiiieiiiiaeiiieeeiiiee e Charophyceae
B01.650.940.800.150.150.......cccerueirrreieieeieseeeee Characeae
B01.650.940.800.150.150.150......c.ccceruereeieiaiaiinienieseeens Chara
B01.650.940.800.150.150.575......cccccerirueiiiiiiiirenreeeees Nitella
B01.650.940.800.150.200.......cceeruereeereerenieriarienieneas Desmidiales
B01.650.940.800.150.200.150........cccerveueeeiniriinrenrenenes Closterium
B01.650.940.800.150.200.500........cccererueieianinienienieneeens Micrasterias
B01.650.940.800.150.990........cccouiiriiiiiieniieaiee e Zygnematales
B01.650.940.800.150.990.550........cccererueieiainienienienieens Mougeotia
B01.650.940.800.150.990.800........cccccerueieiniriinrenrinenes Spirogyra
B01.650.940.800.575.....ccciueieiiiiieieeeieeie e Embryophyta
B01.650.940.800.575.100........ccccuiiriiiiieniieeiee e Angiosperms
B01.650.940.800.575.100.009........cccererieieiaiiniiiienieieeens Aceraceae
B01.650.940.800.575.100.009.500..........cccemvieeerirriirienieieinnnas Acer
B01.650.940.800.575.100.010.....cceierierieieieiiecaiesiceeeans Acoraceae
B01.650.940.800.575.100.010.500.......c.ccemvieeeriiriirierieieinias Acorus
B01.650.940.800.575.100.014......ceoeieieieieieieieeieeene Adoxaceae
B01.650.940.800.575.100.018......ccceviiiiiiiieiieiiie e Agavaceae
B01.650.940.800.575.100.018.249.......cceciiineiiiiiieieieee Agave
B01.650.940.800.575.100.018.500.......c.ccerveeeeriiriiricrieierainas Yucca
B01.650.940.800.575.100.020........ccceruereeieianiaiiaienieeeeans Aizoaceae
B01.650.940.800.575.100.020.500.........ccccemiurerirrireiieinieennnn Mesembryanthemum
B01.650.940.800.575.100.022........ccceruerieieiaiieisieaieeeens Alangiaceae
B01.650.940.800.575.100.025........ccceoerveieiiiiiirenreeeees Alismatidae
B01.650.940.800.575.100.025.033.......c0eiirierieinienieniesieeeeenas Alismataceae
B01.650.940.800.575.100.025.033.044........cccoeieiniiriireeeeiene Alisma
B01.650.940.800.575.100.025.033.777 ..coeoueruerieiaieiieaieeeeeeieee Sagittaria
B01.650.940.800.575.100.025.399........cciiviiiiiiiiiiieieeeeien Hydrocharitaceae
B01.650.940.800.575.100.025.699......ccceeieiiiiiiiiiieeiiee e Potamogetonaceae

B01.650.940.800.575.100.025.977 ........ocivviiiniiiiiiicicices Zosteraceae
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B01.650.940.800.575.100.027 .......coceruerueiernininrenreeenen Aloe
B01.650.940.800.575.100.037......ccceveiuiiiiiiiiiiiic e Amaranthaceae
B01.650.940.800.575.100.037.100.......ccccemireeiririiricrieieianas Achyranthes
B01.650.940.800.575.100.037.130.....c.ccueiuireeieenieeieniesieieeenas Amaranthus
B01.650.940.800.575.100.037.333......cceiirvieeiniiniirienieeeieis Celosia
B01.650.940.800.575.100.044.........oooiiiiiiiiiiiiicieeeee Anacardiaceae
B01.650.940.800.575.100.044.277 ......ocvviivineeiririneneieeis Anacardium
B01.650.940.800.575.100.044.416.......ceoereneieinineieeenae Mangifera
B01.650.940.800.575.100.044.555.........ccccovireeieninincnieieies Pistacia
B01.650.940.800.575.100.044.666...........ceecereeererirerierieeanas Rhus
B01.650.940.800.575.100.044.705......ccccveeeirreeeieeeeieee e Semecarpus
B01.650.940.800.575.100.044.744.......cocoioeieiiiiiiiieee Toxicodendron
B01.650.940.800.575.100.065........ccccoveveereeieiieieceeenen Annonaceae
B01.650.940.800.575.100.065.500.........ccemereeerrerierierieriaeanas Annona
B01.650.940.800.575.100.065.750.........cccervieeeririiriinieieienas Asimina
B01.650.940.800.575.100.065.781 ......ccueiuiieerieieieriiieieieeenae Cananga
B01.650.940.800.575.100.065.812.......cccemviieiiiriiricnieieieias Goniothalamus
B01.650.940.800.575.100.065.875.......ccccererieeniiniinienieieeeenas Guatteria
B01.650.940.800.575.100.065.937.......coeirvireeiriiriircnieieeains Polyalthia
B01.650.940.800.575.100.065.968.........ccceoereeerririiriiiieieianas Rollinia
B01.650.940.800.575.100.065.984.........ccoeirveirininineieians Uvaria
B01.650.940.800.575.100.065.992.......c.ccemirieiniriiriiiieieeanas Xylopia
B01.650.940.800.575.100.075.......ccccererueiiiiiniiarenreeenns Apiaceae
B01.650.940.800.575.100.075.077 ....coeiiueieeiiiiaeiieeeieee e Anethum graveolens
B01.650.940.800.575.100.075.088.........cccevviriemriririnieieienas Angelica
B01.650.940.800.575.100.075.088.077 .....cceiueeeeiiiiiaiieeeieee e Angelica archangelica
B01.650.940.800.575.100.075.088.538........cccoeiririnriirireiieiene Angelica sinensis
B01.650.940.800.575.100.075.099.......ccciieririeniiniiieieieenas Apium graveolens
B01.650.940.800.575.100.075.144.......cooiiiiiiiiiiinciees Bupleurum
B01.650.940.800.575.100.075.166......cceceruereeeeiiniiiieiieieeanas Carum
B01.650.940.800.575.100.075.180......ccccirvereeeeiiriirienieieienas Centella
B01.650.940.800.575.100.075.199......cctiirineiniiiiieseieanae Cnidium
B01.650.940.800.575.100.075.211 ...cuovviivineiicieiniincieiei Coriandrum
B01.650.940.800.575.100.075.233......ccueiirieieieieeienie e Cuminum
B01.650.940.800.575.100.075.288.........coeovreeriieerecieeeien Daucus carota
B01.650.940.800.575.100.075.294.......coiiiiieiiiiiieieeenae Eryngium
B01.650.940.800.575.100.075.300.......ccccemueeeeriiriiricnieieeaieas Ferula
B01.650.940.800.575.100.075.333......ccuiiuiiieieieieniiniesieeeeenas Foeniculum
B01.650.940.800.575.100.075.388.......ccccemviieiriiriiricieieieis Hemlock
B01.650.940.800.575.100.075.388.155........coerieierieiiieieeeeeiee Cicuta

B01.650.940.800.575.100.075.388.188.........ccccevvrriiiiiiiic, Conium
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B01.650.940.800.575.100.075.411 ...cuoiviivinviiiieincncieei Heracleum
B01.650.940.800.575.100.075.488.......ccccerinieiiiiiiiieieeenae Levisticum
B01.650.940.800.575.100.075.511...cuovuiivinviicininiinieieeis Ligusticum
B01.650.940.800.575.100.075.568.......cccceruerererieniirieiieiieianas Oenanthe
B01.650.940.800.575.100.075.625........ccccevvieeirirircnieieieins Pastinaca
B01.650.940.800.575.100.075.750......ccccerereeerieriirieieieeanas Petroselinum
B01.650.940.800.575.100.075.798........ccociivireeiriirincnieieeias Pimpinella
B01.650.940.800.575.100.075.875.....c.cceiireeieieeiineieieeenae Sanicula
B01.650.940.800.575.100.075.937 ......ocuvivinviieiriiriircnieeeis Thapsia
B01.650.940.800.575.100.081.....ccciiiiieiiiiieeiieeeiiee e Apocynaceae
B01.650.940.800.575.100.081.043.......cocivviieiriinirenieieieis Alstonia
B01.650.940.800.575.100.081.088.......c.cccererireriiniirieiieieeanas Amsonia
B01.650.940.800.575.100.081.131...cceoviiiiiiiiieinircieeeei Apocynum
B01.650.940.800.575.100.081.153......ccuiiiiiiiieieieeiceiesieieeene Asclepias
B01.650.940.800.575.100.081.174.....ocviiiiiiiiiiinciee Aspidosperma
B01.650.940.800.575.100.081.217 ....cueiuiiiiieiieieieeie e Calotropis
B01.650.940.800.575.100.081.260.........cccevveeeeririirierieieinias Catharanthus
B01.650.940.800.575.100.081.303......ccueiirerrieiniiniinieieieeenae Cryptolepis
B01.650.940.800.575.100.081.325.......cceciruirieiniiriiricieieieis Cynanchum
B01.650.940.800.575.100.081.336......ccuecueruerereeieeierieiieieeanas Gymnema
B01.650.940.800.575.100.081.336.500.........cccvueermiiriieniieeieenieeane Gymnema sylvestre
B01.650.940.800.575.100.081.341 ......couiiiiiiiiieieii e Hemidesmus
B01.650.940.800.575.100.081.346.......cccemvirieeniriiricnicieienas Holarrhena
B01.650.940.800.575.100.081.389......cceiirieririniiiinieieieeanae Hoodia
B01.650.940.800.575.100.081.411 ....cooiviiviiviiiieinincieiei Marsdenia
B01.650.940.800.575.100.081.432......cceiiiiiiiiaiiiieieieenae Nerium
B01.650.940.800.575.100.081.604.........cccovviiemrinircnieieienas Ochrosia
B01.650.940.800.575.100.081.697......cceiiriiiiniiiieieeeenae Periploca
B01.650.940.800.575.100.081.777 ....cevvuiiviniieiriiniinienieieeeias Rauwolfia
B01.650.940.800.575.100.081.833......ccueiireiieeeiiniiniesieieeenae Strophanthus
B01.650.940.800.575.100.081.888.........ccovrveiiieeiriiiereeenn Tabernaemontana
B01.650.940.800.575.100.081.944.........ooeiiniiiiiiieieieae Thevetia
B01.650.940.800.575.100.081.958........ccccevirieiniriiricieieis Tylophora
B01.650.940.800.575.100.081.972......cciiiieiiiniiiieieieeenae Vinca
B01.650.940.800.575.100.081.979......ccuiiuiiviiiiriirincnieieieis Vincetoxicum
B01.650.940.800.575.100.081.986.......ccceririreriiriirieieieeanas Voacanga
B01.650.940.800.575.100.084........ccceoverveieriiniiirenreeenes Aquifoliaceae
B01.650.940.800.575.100.084.500.......c.ccererererreriirierieriaeanas llex
B01.650.940.800.575.100.084.500.500........c.ccerrrrirrinrireienneene llex guayusa
B01.650.940.800.575.100.084.500.750........cceruerieuiaiaiinieieieeanens llex paraguariensis

B01.650.940.800.575.100.084.500.875..........cccevviviriiiiiiiiice llex vomitoria
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B01.650.940.800.575.100.085........ccceoerueieininiiirinieeenes Araceae
B01.650.940.800.575.100.085.066..........ccoereeerreriirierieieeanas Alocasia
B01.650.940.800.575.100.085.077......ccevirvireeeriiriirienieieienas Amorphophallus
B01.650.940.800.575.100.085.088.........ccceeereeeriiriinieiieieeanas Arisaema
B01.650.940.800.575.100.085.109.......cccirvirieiriiriiricrieieieias Arum
B01.650.940.800.575.100.085.177 ....ceeeueiueieiieeeieniiniesieieeenae Calla Plant
B01.650.940.800.575.100.085.199.......cevirvirieiriinirienieeieis Colocasia
B01.650.940.800.575.100.085.211 .....ccouiiiiieeieieieeic e Cyrtosperma
B01.650.940.800.575.100.085.488.........cccevirverririirineieienns Philodendron
B01.650.940.800.575.100.085.500.......c.ccemereeerrerienienierieeanas Pinellia
B01.650.940.800.575.100.085.944.........ccooivieiririnineieians Xanthosoma
B01.650.940.800.575.100.085.972......cceiirierieiniieiiniesieeeanae Zantedeschia
B01.650.940.800.575.100.087 ........cocerueueieiaiiinrenrenenen Araliaceae
B01.650.940.800.575.100.087.249.......coccemineiiiniiieieeeenae Aralia
B01.650.940.800.575.100.087.374.......cccveviieeiiiieieeeee s Eleutherococcus
B01.650.940.800.575.100.087.412......ccueiiieeieieiieeieeanae Hedera
B01.650.940.800.575.100.087.431......ocuiiviiviiiiniiniincnieeiei Kalopanax
B01.650.940.800.575.100.087.450.......cccccererieieairiirieiierieianas Oplopanax
B01.650.940.800.575.100.087.500..........cccerveeeerirriirierieiaiainas Panax
B01.650.940.800.575.100.087.500.500.......c..ceeeiureeaiiieeaiieeaieenns Panax notoginseng
B01.650.940.800.575.100.093.......cccoviiieiiieieieeieceeeen Arecaceae
B01.650.940.800.575.100.093.088.......c.cccererireririirierieieeeanas Areca
B01.650.940.800.575.100.093.188........cecirvirieiniiriiricieieieis Calamus
B01.650.940.800.575.100.093.211 ....cueiuiiiiiiinieieeic e Cocos
B01.650.940.800.575.100.093.480.......c.cccemvireeeririiricnieieieinas Euterpe
B01.650.940.800.575.100.093.615......cceiererieeaiiniinieieieeanae Phoeniceae
B01.650.940.800.575.100.093.750.......cccirvireeiriiriiricnieieiaias Serenoa
B01.650.940.800.575.100.096........cccerereeieiainiiaienieneeens Avristolochiaceae
B01.650.940.800.575.100.096.211......cceivirviieiniriinicieieieis Aristolochia
B01.650.940.800.575.100.096.233.......cccererireniiniirienieieeanas Asarum
B01.650.940.800.575.100.100.......ccccevveruereeieireeieneeeene. Asteraceae
B01.650.940.800.575.100.100.037 ......ccueriirierieinieeieniesieieeanas Achillea
B01.650.940.800.575.100.100.041......cceivirvirieiririiricneieieias Achyrocline
B01.650.940.800.575.100.100.046.......c.ccererereririirierierieeanas Ageratina
B01.650.940.800.575.100.100.056.........cccemeeeiririricrieienains Ageratum
B01.650.940.800.575.100.100.065.........ccceeerereriniirierieieianas Ambrosia
B01.650.940.800.575.100.100.070.......cccemveeeeriiriiricrieieienas Ammi
B01.650.940.800.575.100.100.072......cceiiruerieiaiieiinierieieeanas Arctium
B01.650.940.800.575.100.100.075.......cocirvireeiririiricrieieieias Arnica
B01.650.940.800.575.100.100.100.......cccereereeerreriirienierieeanas Artemisia

B01.650.940.800.575.100.100.100.099.........cccevviririiiiiiiiiicne Artemisia absinthium
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B01.650.940.800.575.100.100.100.144.......coervereiniiiireeeeene Artemisia annua
B01.650.940.800.575.100.100. 111 ...ccueiviiiiiiieieieeie e Aster Plant
B01.650.940.800.575.100.100.118......ccueiirviieiniiriiricieeiis Atractylis
B01.650.940.800.575.100.100.126......ccecereerereeieniinienieieeanas Atractylodes
B01.650.940.800.575.100.100.133......ccuiiviiviieiniiniirenieeeis Baccharis
B01.650.940.800.575.100.100.137 ....ocouiiiiriiieineeiiniesieieeenae Bidens
B01.650.940.800.575.100.100. 141 .....ooiiviniiiiininiinieieeie Calendula
B01.650.940.800.575.100.100.154.......ceiiiiriiiniiii e Callilepis
B01.650.940.800.575.100.100.168.........cccerirreeririiricrieieiaeas Carduus
B01.650.940.800.575.100.100.187 ......couiiiiriiieieinienieieieeenae Carthamus
B01.650.940.800.575.100.100.181.500........cccccvererrreniereiieieeenne Carthamus tinctorius
B01.650.940.800.575.100.100.188........cecererireriaiiniesieieianas Centaurea
B01.650.940.800.575.100.100.195.......cociriiriiiririiricieieeie Chamomile
B01.650.940.800.575.100.100.195.099........ccereierriiinieieeeeeeee Anthemis
B01.650.940.800.575.100.100.195.288........cccerveiririnriirireierniene Chamaemelum
B01.650.940.800.575.100.100.195.488........ccereieriiiinieieeeeiene Matricaria
B01.650.940.800.575.100.100.195.744......ccvvveeeieeeeeee e Tripleurospermum
B01.650.940.800.575.100.100.200.......c.ccerererearerierienieieeeanas Chicory
B01.650.940.800.575.100.100.203.......cccemviieiniiriiricrieieiaias Chromolaena
B01.650.940.800.575.100.100.206.......c.cceruereeerreniirienieieeanas Chrysanthemum
B01.650.940.800.575.100.100.206.222.........cccoveeriiiiianieiieeneene Chrysanthemum cinerariifolium
B01.650.940.800.575.100.100.227 ......ccueiuireereeeeienienienieneeeanas Cirsium
B01.650.940.800.575.100.100.24 1 ......cceiinuiieiniiriiricieeieias Cnicus
B01.650.940.800.575.100.100.244.........cceiinmeiiiineieeanae Conyza
B01.650.940.800.575.100.100.248.........cccovirierririirineieienns Coreopsis
B01.650.940.800.575.100.100.255.......ccccereiirininiinieieieeanae Crepis
B01.650.940.800.575.100.100.269.......ccccervieeiniriirierieierannas Cynara
B01.650.940.800.575.100.100.269.500........cccreeerrruriiinieieieeanens Cynara scolymus
B01.650.940.800.575.100.100.289.......ccccimvieeiniiriiricireieienas Dahlia
B01.650.940.800.575.100.100.310......ccueiuereeieieienienieieeieeenas Echinacea
B01.650.940.800.575.100.100.317 ....ceevviivinriieiniiriinienieieieias Echinops Plant
B01.650.940.800.575.100.100.337 ......ccueivireeieenienienieieeieeanas Eclipta
B01.650.940.800.575.100.100.342.......cccimirieieririirieieieienas Erigeron
B01.650.940.800.575.100.100.347 ......ceueiuineeieieiiniiiesieieeanas Eupatorium
B01.650.940.800.575.100.100.349.......cccimirieiniriricnieeieins Flaveria
B01.650.940.800.575.100.100.352......ccueiuirurrieenieniinienieieeenas Geigeria
B01.650.940.800.575.100.100.355.......cccccimuirieiiriiriinicieieiias Gnaphalium
B01.650.940.800.575.100.100.356......cccceruererrenrinieriesieieianas Grindelia
B01.650.940.800.575.100.100.358.......cccccerviieeririiriciieieieias Haplopappus
B01.650.940.800.575.100.100.400.......c.cccerereererreriirierierieeanas Helianthus

B01.650.940.800.575.100.100.425..........cccccevemiinnininicicene Helichrysum
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B01.650.940.800.575.100.100.471.....ooviivinvieeiniiniirieieeeieis Inula
B01.650.940.800.575.100.100.500.......c.cceruereeearirierienieriaeanas Lettuce
B01.650.940.800.575.100.100.506.........cccemveeeeriiriirienieieinnnas Leuzea
B01.650.940.800.575.100.100.512......ccueiueieeieinieniinieieieeenas Mikania
B01.650.940.800.575.100.100.525.......ccccemieeeniriiricnieieienas Milk Thistle
B01.650.940.800.575.100.100.543.......ceciiueieenieniinieieeieeanas Montanoa
B01.650.940.800.575.100.100.562.........cccereeeerirririerieienannas Onopordum
B01.650.940.800.575.100.100.596.......c.cceruereeerreniirieieeieianas Petasites
B01.650.940.800.575.100.100.613......ccueivimviieiiiriirieiceeis Pulicaria
B01.650.940.800.575.100.100.631......ccueivireeiriniieienierieieeenas Ratibida
B01.650.940.800.575.100.100.665..........cceeeeeeririricnieieinnas Rudbeckia
B01.650.940.800.575.100.100.700.......ccccerrreeerreriirieieerieeanas Saussurea
B01.650.940.800.575.100.100.750.......cccemireeiniiriiricrieieiaias Scolymus
B01.650.940.800.575.100.100.775.....c.ccceiireieenieaiinesierieeenas Scorzonera
B01.650.940.800.575.100.100.800.........cccervieeerirriirierieieeaneas Senecio
B01.650.940.800.575.100.100.816......ccuecvereereeenriniirienierieianas Solidago
B01.650.940.800.575.100.100.833.......cccirvieeeriiriiricieieeias Sonchus
B01.650.940.800.575.100.100.843.......c.cceierieeniieiiniesieieeenas Stevia
B01.650.940.800.575.100.100.853.......ccccemviieiniiriiricnieieieias Tagetes
B01.650.940.800.575.100.100.874.....ccueiiiueieinieiinieseieeanae Tanacetum
B01.650.940.800.575.100.100.874.500.......ccceeeeiureeeirireeiieeesinenns Tanacetum parthenium
B01.650.940.800.575.100.100.895.......cccceririrenriniirieiieieenas Taraxacum
B01.650.940.800.575.100.100.916........cervemmeiiiiiiieiieeieeenn Tragopogon
B01.650.940.800.575.100.100.958.......c.ccceririreniniiieieieanas Tussilago
B01.650.940.800.575.100.100.979......cceiirvirieiririiricnieieieis Verbesina
B01.650.940.800.575.100.100.984.........c.cceiiiimininiineieieanae Vernonia
B01.650.940.800.575.100.100.989.......cccimviieiriiriirienieieieias Wedelia
B01.650.940.800.575.100.100.994.......c.ccemiiimiiniiiicieeeanae Xanthium
B01.650.940.800.575.100.106.......ccceeeerirreeiiirenrieeeeieennn Balanophoraceae
B01.650.940.800.575.100.106.500.........ccerereeerrerierierieriaeanas Cynomorium
B01.650.940.800.575.100.112......cccvviieiiiieieceeee e Balsaminaceae
B01.650.940.800.575.100.112.500.......ccccemuerererreriirieieeieeanas Impatiens
B01.650.940.800.575.100.118.....cccviiiiiiiiieiieeiee s Begoniaceae
B01.650.940.800.575.100.125......cciiierieieieiiceeeieeene Berberidaceae
B01.650.940.800.575.100.125.249.......cccimiviiiniiiicieieieis Berberis
B01.650.940.800.575.100.125.311 ....cueiuiiiiieiieinieeie e Caulophyllum
B01.650.940.800.575.100.125.342.......cociririeiiirircieiees Epimedium
B01.650.940.800.575.100.125.374.....ccueiiiieieiieieeeeieenae Mahonia
B01.650.940.800.575.100.125.500.......c.ccemveeeerirriirienieieiainas Podophyllum
B01.650.940.800.575.100.125.500.500........cc0creeeurruirienieieieeaeens Podophyllum peltatum

B01.650.940.800.575.100.137......cccciivriiriiiiiiiccccicns Betulaceae
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B01.650.940.800.575.100.137.500.......ccccemvireerriiriirierieienannas Alnus
B01.650.940.800.575.100.137.750......cccecerereeeieniiiesieieeanas Betula
B01.650.940.800.575.100.137.875......cccecirveriiiniiriincieieieis Corylus
B01.650.940.800.575.100.146.......cccereriereiaiiiaeeieieene Bixaceae
B01.650.940.800.575.100.148.......cceieeeeiieieieeeeceeee Bombacaceae
B01.650.940.800.575.100.148.500.......c.ccerereeerreniereenierieeanas Adansonia
B01.650.940.800.575.100.148.750.......ccocemvereeeiiirircnieieieias Bombax
B01.650.940.800.575.100.148.875......ccceiirereieieriiieieieeanae Ceiba
B01.650.940.800.575.100.150......ccceeeieririeiieiiieiieeieeis Boraginaceae
B01.650.940.800.575.100.150.122......ccueiirierieiaiieiiiesieieeenae Amsinckia
B01.650.940.800.575.100.150.188........coccirviieiniiriiricieieieias Borago
B01.650.940.800.575.100.150.210......ccueiuereeieeniiaiiriesieieeenas Comfrey
B01.650.940.800.575.100.150.327 ......ocvevvirvieeiniiriinicnieieieiens Cordia
B01.650.940.800.575.100.150.385.......cccererieiriiniinieieieeenas Echium
B01.650.940.800.575.100.150.444..........coviveeiiriririnieieis Heliotropium
B01.650.940.800.575.100.150.507 ......ccueiuirueininieniinieieeieeenae Lithospermum
B01.650.940.800.575.100.150.750.......ccccemvireeeriiriiricnieieianeas Pulmonaria
B01.650.940.800.575.100.157 ......cccviiiiiiiiiiiieiciiceees Brassicaceae
B01.650.940.800.575.100.157.100.......ccccerireeeririiricrieieeenas Arabidopsis
B01.650.940.800.575.100.157.150......cceiereerieeriinienieieieeenas Arabis
B01.650.940.800.575.100.157.175.....c.cciiiiiiiieinincieieie Armoracia
B01.650.940.800.575.100.157 187 ....cueouiiiiieiieeeiieie e Barbarea
B01.650.940.800.575.100.157.200.......cccccemireeeririirierieieiainns Brassica
B01.650.940.800.575.100.157.200.249........ccereieiaiiiieieeeeene Brassica napus
B01.650.940.800.575.100.157.200.277 .....ccererueieiniiriarereeeneiene Brassica rapa
B01.650.940.800.575.100.157.200.500........cccreremrrurrienieeeieeaeens Mustard Plant
B01.650.940.800.575.100.157.244........occovineeiiiiiiieieies Capsella
B01.650.940.800.575.100.157.255......ccceiireiieieiiiieseieenae Cardamine
B01.650.940.800.575.100.157.277 ....ceovueiviieieeieiiriinienieieies Crambe Plant
B01.650.940.800.575.100.157.357 ....cueeuiiieieieeeieeieneseieeenae Erysimum
B01.650.940.800.575.100.157.438........cccimvireeieiriircieieies Isatis
B01.650.940.800.575.100.157.600.......c.cccerererreririirierieiieianas Lepidium
B01.650.940.800.575.100.157.600.500..........coerrrrinrinririierneenns Lepidium sativum
B01.650.940.800.575.100.157.644......cocceiereeiiiiieieieeae Nasturtium
B01.650.940.800.575.100.157.711 ..ccvviuiiiiieiicieininc e Raphanus
B01.650.940.800.575.100.157.744......coiiieiieiiiieeeeea Rorippa
B01.650.940.800.575.100.157.811...cuevviiiiiiiiininiiricsieieei Sinapis
B01.650.940.800.575.100.157.905.......ceiirerieieiniinieieeanae Thlaspi
B01.650.940.800.575.100.157.952.......cociiviriiiniriicicieieis Wasabia
B01.650.940.800.575.100.159.....cccierieririeiaiieiaiesieeeens Bromeliaceae

B01.650.940.800.575.100.159.099..........ccccviiminiiiiniiicns Ananas
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B01.650.940.800.575.100.159.244..........covivieiiriiirinieiees Bromelia
B01.650.940.800.575.100.159.622.......c.cceririeeriniirierieeanas Tillandsia
B01.650.940.800.575.100.162.......cc0cevereereeieieeieceeeene Burseraceae
B01.650.940.800.575.100.162. 111 ...cueiuiiiiiiieieiec e Boswellia
B01.650.940.800.575.100.162.138........ccecervireeiriiriricieieieias Bursera
B01.650.940.800.575.100.162.166.......cccererererririirieieeriaeanas Commiphora
B01.650.940.800.575.100.165........cccererveieiiiniiireireeenes Buxaceae
B01.650.940.800.575.100.165.500.......c.ccemereeerrerierierieriaeanas Buxus
B01.650.940.800.575.100.165.750.......cccervieeiriiriiricrieieieneas Pachysandra
B01.650.940.800.575.100.168........cccererieriaiaiiieiaienieeeene Cactaceae
B01.650.940.800.575.100.168.500.........cccerveeeerirriirierieieinnnas Opuntia
B01.650.940.800.575.100.169......ccccererieieiaiiiaieaieieens Calycanthaceae
B01.650.940.800.575.100.171.....oeeviieeeiiieeeceee e Campanulaceae
B01.650.940.800.575.100.171.200......ccecererieenreeiirieieeieeanas Codonopsis
B01.650.940.800.575.100.171.600........ccccemirreiriririerieieiaias Lobelia
B01.650.940.800.575.100.171.800......cccceruerererririirieiierieeanas Platycodon
B01.650.940.800.575.100.175......ccoviieeiiiieieceeeeceeee Cannabaceae
B01.650.940.800.575.100.175.500.......ccceruereeeaririirierieieeeanas Cannabis
B01.650.940.800.575.100.175.750.......ccocemuireeeniiniirienicieienas Humulus
B01.650.940.800.575.100.177 ...eeeiiieiaaiiieeiiieeeiee e Capparaceae
B01.650.940.800.575.100.177.500........ccccerireeeririirienieieiannns Capparis
B01.650.940.800.575.100.177.750......cccecereneeiiriieieieeenae Cleome
B01.650.940.800.575.100.180.....cccccveeerireeeiiieeeiieee e Caprifoliaceae
B01.650.940.800.575.100.180.388.......ccceririeerriniirierieieianas Lonicera
B01.650.940.800.575.100.180.500.........ccemveeeeriiriirierieieinnnas Sambucus
B01.650.940.800.575.100.180.500.500........cc0creerrrrurrienieieeaeanens Sambucus nigra
B01.650.940.800.575.100.180.625.......ccceveeeruireeeiieeeeiiee e Symphoricarpos
B01.650.940.800.575.100.180.750......cccceruerererieniirieieiieeanas Viburnum
B01.650.940.800.575.100.192.......ccviieiiiieieceeieceeee Caricaceae
B01.650.940.800.575.100.192.500.......c.cceruereeerreriirierierieeanas Carica
B01.650.940.800.575.100.195......cccviiiiiiiiiiieiiee s Caryophyllaceae
B01.650.940.800.575.100.195.055.......ccciiiiieeniiiieieieene Agrostemma
B01.650.940.800.575.100.195.077 ......ocueivirviieiniiriincneieeias Arenaria Plant
B01.650.940.800.575.100.195.222......ccueiuiiuerieieiiniinienieieeenas Dianthus
B01.650.940.800.575.100.195.416......ccevirvieeiririinicnieieieias Lychnis
B01.650.940.800.575.100.195.611 ....cocouiiiiiiieiniec e Saponaria
B01.650.940.800.575.100.195.655.......cccccevvirieiririiriieieieias Silene
B01.650.940.800.575.100.195.827 ......ccueiuireeieieienienieiieieeanas Stellaria
B01.650.940.800.575.100.195.913......ociiiiiviiiinirincreeie Vaccaria
B01.650.940.800.575.100.196.......cccuveeeiiiraiiieeaiiee e Cecropiaceae

B01.650.940.800.575.100.196.188..........cccovvriiniiiiciiics Cecropia Plant
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B01.650.940.800.575.100.197.....ocoviiieiiiieeceeeeceeee Celastraceae
B01.650.940.800.575.100.197.155......cciiiiiiiiiiicee e Catha
B01.650.940.800.575.100.197.199......cceiiiviriiiniirincieieeie Celastrus
B01.650.940.800.575.100.197.366.......ccceruerereeriniinieieeieeanas Euonymus
B01.650.940.800.575.100.197.577 ....ccoviivineieeieiniinienieieieias Maytenus
B01.650.940.800.575.100.197.682.......ccceierieiiiiiieieieeenae Salacia
B01.650.940.800.575.100.197.788........ccocirvireeirirircieieeias Tripterygium
B01.650.940.800.575.100.200.....c.cccuueeeiiireaiiieeaiieeeeieennn Chenopodiaceae
B01.650.940.800.575.100.200.199.......ceiirviieiniiriirienieieieias Atriplex
B01.650.940.800.575.100.200.299.....cccceieeiiiiieeiiiie e Bassia scoparia
B01.650.940.800.575.100.200.399.......ccecimviieeniiriiricrieieieis Beta vulgaris
B01.650.940.800.575.100.200.599.......ccciiirireriiniiniesierieeanas Chenopodium
B01.650.940.800.575.100.200.599.500........ccccoerrrriirinrereierneenne Chenopodium album
B01.650.940.800.575.100.200.599.750.......ccueeeeiueeeaiiieeeieee e Chenopodium ambrosioides
B01.650.940.800.575.100.200.599.875......cccvveeeiuieeeiieeeeiiiee e Chenopodium quinoa
B01.650.940.800.575.100.200.699.......c.cceririreririirierieieanas Salsola
B01.650.940.800.575.100.200.800.......ccceeeerurreeerireeeiieeeieeennn Spinacia oleracea
B01.650.940.800.575.100.204........ccceierieieiaiiiaieaieeene Cistaceae
B01.650.940.800.575.100.204.177 ....ceovviivinieeiiinircieeies Cistus
B01.650.940.800.575.100.216......ccoereerieieiaiieeaienieeens Clethraceae
B01.650.940.800.575.100.228........ccooveiveieeieieeieseeeene Combretaceae
B01.650.940.800.575.100.228.166.......c.ccererererririirienieieianas Combretum
B01.650.940.800.575.100.228.583.......c.cccevveeeeriiriirienieieieias Terminalia
B01.650.940.800.575.100.233......cccoiiiiiiiiiieiie e Commelinaceae
B01.650.940.800.575.100.233.222.......cccemvieeiriiriiricieieeeins Commelina
B01.650.940.800.575.100.233.611....cueoveiiiieiieinieeicniesieieeene Tradescantia
B01.650.940.800.575.100.238.......ccccovveeeiieieiieieseeeene Convolvulaceae
B01.650.940.800.575.100.238.124.......ceiiieiieieieieeieee Bonamia Plant
B01.650.940.800.575.100.238.249.......coccivvirieieniiriircnieeias Calystegia
B01.650.940.800.575.100.238.374......ccueiireeieiaiieiinesieieeenae Convolvulus
B01.650.940.800.575.100.238.500..........ccemveeeeriiriirierieieiainas Ipomoea
B01.650.940.800.575.100.238.500.500........ccccreeeurruriiinieieeaeanens Ipomoea batatas
B01.650.940.800.575.100.238.500.750........cccruerrrriirinrereeerneens Ipomoea nil
B01.650.940.800.575.100.241.....cceiirierieieieiiesesieeeene Cornaceae
B01.650.940.800.575.100.241.299.......ceiimiriieniiiincieieieis Cornus
B01.650.940.800.575.100.270.....ccccceruerieieieiieeaieaieieeens Corsiaceae
B01.650.940.800.575.100.300.......ccccvueruereeieireeieneeeene. Cucurbitaceae
B01.650.940.800.575.100.300.093.......c.cceriireariniinienieieeenas Bryonia
B01.650.940.800.575.100.300.140.......cecirvireeiniriiriciieieieias Citrullus
B01.650.940.800.575.100.300.140.500........ccccreeerruiniinieeeieeeeens Citrullus colocynthis

B01.650.940.800.575.100.300.188..........ccccviemiiriiiiricice Cucumis
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B01.650.940.800.575.100.300.188.444..........coevieiriiiiriceceee Cucumis melo
B01.650.940.800.575.100.300.188.666...........covereereeurreiieieeeeanens Cucumis sativus
B01.650.940.800.575.100.300.222.......c.ccemieeerirriirienieieiennas Cucurbita
B01.650.940.800.575.100.300.444........ccomineieiiiinineeanae Gynostemma
B01.650.940.800.575.100.300.522.......c.ccemvieeeriiriirienieieiannas Luffa
B01.650.940.800.575.100.300.655.......c.cccerereeeriniinieiieieeanae Momordica
B01.650.940.800.575.100.300.655.249.........ccoiiieiininiiieee Momordica charantia
B01.650.940.800.575.100.300.827......ccueiuireeneeeaienieniesieieeanas Trichosanthes
B01.650.940.800.575.100.308........ccccoueruereininiiarenrinenes Cuscuta
B01.650.940.800.575.100.312.....cceiirierieieieiicsieeieeieene Cyperaceae
B01.650.940.800.575.100.312.099.......ccciivirieeririricieieeis Carex Plant
B01.650.940.800.575.100.312.199......cciiiririeiniiineieieeenae Cyperus
B01.650.940.800.575.100.312.299.......ceciiuiieiniiniricnieieis Eleocharis
B01.650.940.800.575.100.318.....cceiiriirieieieiiceieeieieene Dilleniaceae
B01.650.940.800.575.100.321.....ccoiiiiiiiiiieiieeiee e Dioncophyllaceae
B01.650.940.800.575.100.325........ccccciiiiiiiiiiciiceies Dioscoreaceae
B01.650.940.800.575.100.325.500.........ccemveeeeriiriirienieienainas Dioscorea
B01.650.940.800.575.100.325.750.......ccccerereeeeieniiriesieieeanas Tamus
B01.650.940.800.575.100.327 .....cccecvveeeiiieeeiiieeeiiee e Dipsacaceae
B01.650.940.800.575.100.329......cccccoiiiiiiiiiiiiiciiceiees Droseraceae
B01.650.940.800.575.100.329.500.......c.cccemvieeeriiriirierieieiainas Drosera
B01.650.940.800.575.100.333.....cceiirierieieieinieaiesieeeene Ebenaceae
B01.650.940.800.575.100.333.500.......cccemuieeeriiriirienieieianeas Diospyros
B01.650.940.800.575.100.336.....cccccuveeeruirraaiiieeaiiee e Elaeagnaceae
B01.650.940.800.575.100.336.500.........ccceevereeerirriirierieieianeas Hippophae
B01.650.940.800.575.100.339.....cccciiieiiiiieiiieeeiiie e Elaeocarpaceae
B01.650.940.800.575.100.343......c.ccceiirieiiiiiiiiresiceenes Ericaceae
B01.650.940.800.575.100.343.099.......cciiiirimenieniineieieeenas Arctostaphylos
B01.650.940.800.575.100.343.211 ...ceovviiiiniieieininciee Calluna
B01.650.940.800.575.100.343.267......cceiiieeeeieieeienieieieeanas Gaultheria
B01.650.940.800.575.100.343.324........cociiiieieiiincieeei Ledum
B01.650.940.800.575.100.343.549......ccceciienieiaiiiiieieeenae Rhododendron
B01.650.940.800.575.100.343.774.......ccoviiiieiiiinircieeeis Vaccinium
B01.650.940.800.575.100.343.774.249.....ccooiieiiiiiiiiieeeee Blueberry Plant
B01.650.940.800.575.100.343.774.500........cccccerrinininrereeenniene Huckleberry Plant
B01.650.940.800.575.100.343.774.750.....cccceeeeiiiiiaiieeeieeaiee Vaccinium macrocarpon
B01.650.940.800.575.100.343.774.875......cccoereieiiiiiareeeeiene Vaccinium myrtillus
B01.650.940.800.575.100.343.774.937 ..coeoueiereiiieieeeee e Vaccinium vitis-idaea
B01.650.940.800.575.100.344........cocoveeieiiieeiieeeceeee, Eriocaulaceae
B01.650.940.800.575.100.346........cccererieieiaiiinieaieeens Erythroxylaceae

B01.650.940.800.575.100.346.500...........ccccevemivrriniiniiiiiinnas Coca
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B01.650.940.800.575.100.348........cccooveveeieeieiieieceeene Eucommiaceae
B01.650.940.800.575.100.350.......cccceruerueieiaiaieaienieneeens Euphorbiaceae
B01.650.940.800.575.100.350.038.........ccceevieemriiriiricnieieienas Acalypha
B01.650.940.800.575.100.350.077......ccueiuireeieeinienienieieeieeanas Aleurites
B01.650.940.800.575.100.350.199.......ceiirviriiiriniirienicieiie Croton
B01.650.940.800.575.100.350.333......ccueiuirurieenienienienieieeanas Euphorbia
B01.650.940.800.575.100.350.399.......cccimuiieiniiriiriciieieieias Hevea
B01.650.940.800.575.100.350.461......cceiireeieiniiniinieieieeanae Hippomane
B01.650.940.800.575.100.350.488.........ccceeireeeriririinieieinias Jatropha
B01.650.940.800.575.100.350.505.......c.cccerereeenriniiniesieieeanas Mallotus Plant
B01.650.940.800.575.100.350.535.......cccemvieeeriiriinicnieieieias Manihot
B01.650.940.800.575.100.350.622.......c.cccemerieerririirieiienieeanas Phyllanthus
B01.650.940.800.575.100.350.622.500..........ccervrrrinrinrireenrniens Phyllanthus emblica
B01.650.940.800.575.100.350.650.......c.ccerereeerierierienierieianas Ricinus
B01.650.940.800.575.100.350.650.300........cccccuermrriirinrireenrneens Castor Bean
B01.650.940.800.575.100.350.737 ......ccuiiuireerieenienieneenieieeanas Sapium
B01.650.940.800.575.100.350.825.........cccevieeeriiriricrieieienns Suregada
B01.650.940.800.575.100.407.....cceierierieieieiaieaiesieieene Fabaceae
B01.650.940.800.575.100.401.012......cciivinviiiinirincieiees Abrus
B01.650.940.800.575.100.401.025.......ceiiiirieinieiiieieieenae Acacia
B01.650.940.800.575.100.401.051 ......ooiiviiiiiiinininicicie Albizzia
B01.650.940.800.575.100.401.077 ....cueiuiiieieiieinieieeesieieene Arachis
B01.650.940.800.575.100.401.082.......cccivviieiririiricieieieis Aspalathus
B01.650.940.800.575.100.401.087 ......ccueiiireieinieeinieieieenae Astragalus Plant
B01.650.940.800.575.100.401.087.500.......c.ccciueereiriieniieiieenieeane Astragalus gummifer
B01.650.940.800.575.100.401.087.750.....ccccuuveeiiueeeaiiieeeieee e Astragalus membranaceus
B01.650.940.800.575.100.401.088.......ccccevvieemririiricnicieieias Bauhinia
B01.650.940.800.575.100.401.090.......c.cccemerieeniriirienieieeanas Butea
B01.650.940.800.575.100.401.093.......coeiiiviieiriniiricnieieieie Caesalpinia
B01.650.940.800.575.100.401.094.......cooiiinieiiiiiiieieeeae Cajanus
B01.650.940.800.575.100.401.096.........cccemireemririiricnieieianas Canavalia
B01.650.940.800.575.100.401.098........c.ccemiieieriniieieieeanae Caragana
B01.650.940.800.575.100.401.100.......cccemrireeiriiriiricireieieias Cassia
B01.650.940.800.575.100.401.112...ceeiiiiieiiieeeeee e Castanospermum
B01.650.940.800.575.100.401.125......cceiiiiiriiininincieiee Chamaecrista
B01.650.940.800.575.100.401.150......cceiererieieieriiesieieeene Cicer
B01.650.940.800.575.100.401.162......ccoeirviriiinirircicieieias Clitoria
B01.650.940.800.575.100.401.175....ccoiiiiinieieiei e Crotalaria
B01.650.940.800.575.100.401.181....coevviiiirviiiinirirciceeie Cyamopsis
B01.650.940.800.575.100.401.184......ccuiiiiiniiieiiieeeeeee Cyclopia Plant

B01.650.940.800.575.100.401.187......ccoiviiiiiiiiiiiicicee Cytisus
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B01.650.940.800.575.100.401.190.......ccemiiiiiiiiiiiiieiieeieeienn
B01.650.940.800.575.100.401.197....oeeiiiiiiiieeeiee e
B01.650.940.800.575.100.401.192.......ooeiviiiiiiiiiieecieeeee
B01.650.940.800.575.100.401.194.....coiiiiiiiiiiaiiee e
B01.650.940.800.575.100.401.196........ccccveriiririiiiieiieeieeee
B01.650.940.800.575.100.401.200.....ccccuveeiiuiieaiiiieeiiiee e
B01.650.940.800.575.100.401.250........ccccuiiimiiiiiiiieiieeieesenn
B01.650.940.800.575.100.401.262.....cccueeeeiiuiieaaiiieeeiiee e
B01.650.940.800.575.100.401.275.......coeiviiiieiiieiiiece e
B01.650.940.800.575.100.401.300.....ccccueeeiuireaaiiieaiiee e
B01.650.940.800.575.100.401.300.500..........ccruvriirenreaieannnnnn
B01.650.940.800.575.100.401.318.....ceiiiiiiiiiieiiiee e
B01.650.940.800.575.100.401.327 ....cuveeiiveiiiiiiiiieeeie e
B01.650.940.800.575.100.401.337 ....cceiiuiieaiiieeaiiie e
B01.650.940.800.575.100.401.356........ccccveriurrriiiiieiieeieenn
B01.650.940.800.575.100.401.375.....cciiiiieiiiieeiee e
B01.650.940.800.575.100.401.450........ccccviiiuiiriiiiieiieeieenn
B01.650.940.800.575.100.401.525.....ccciiiiiiiiieiieeeee e
B01.650.940.800.575.100.401.562........ccccueriuririiiiieiieeieennn
B01.650.940.800.575.100.401.571....coeiiiieiiiieeiie e
B01.650.940.800.575.100.401.581.......eoeiiieiiiiiiiiiiieeeeeeen
B01.650.940.800.575.100.401.590.....ccccuveeiiuiriaiiiieaiiiee e
B01.650.940.800.575.100.401.590.500..........ccrurrirerrriieennnnnn
B01.650.940.800.575.100.401.590.750......cccueveeiueriaiiieeaiennn
B01.650.940.800.575.100.401.592........cccoviiiiiiiiiiieiieeee e
B01.650.940.800.575.100.401.594......ccuoiiiiiiiiiiieeeee e
B01.650.940.800.575.100.401.596.........cccueviuririiiiiiiiecieennn
B01.650.940.800.575.100.401.598.....ccccuiiiiiiiiaiiiieeiee e
B01.650.940.800.575.100.401.607.......coeiiiiiiiiiiiiieiieeeeieen
B01.650.940.800.575.100.401.604......c.cueiieiiiiiaiieeieee e
B01.650.940.800.575.100.401.606.........cccceeruririiriiiiiieeieennnn
B01.650.940.800.575.100.401.611....coeiiiiieiiiieiiee e
B01.650.940.800.575.100.401.625........ccccveiiuririiiiieiieeieese
B01.650.940.800.575.100.401.649.....ccccuiiiiiiiiaiiieeeee e
B01.650.940.800.575.100.401.694........ccccviiiiiiiiiiiieiieeieeee
B01.650.940.800.575.100.401.698......ccceveeiiiriaiiieeiiiee e
B01.650.940.800.575.100.401.702........ceiviiiiiiiiiiiieiieeeeen
B01.650.940.800.575.100.401.710....ccetiireeiiiieeeiie e
B01.650.940.800.575.100.401.712....cvieiiviiiiiiiiiieeee e
B01.650.940.800.575.100.401.714 . ...ooeiiiiiiiieeeee e
B01.650.940.800.575.100.401.716....c..eeerveiiiiiiiiiieeieeieeen

Dalbergia
Derris
Dioclea
Dipteryx

Dolichos

Glycyrrhiza

....... Glycyrrhiza uralensis
Griffonia

Hymenaea

Indigofera

Laburnum

Lathyrus

Lens Plant

Lupinus

Maackia

Medicago

....... Medicago sativa
....... Medicago truncatula
Melilotus

Millettia

Mimosa

Mucuna

Myroxylon

Ononis

Oxytropis

Pachyrhizus

Physostigma
Pongamia
Prosopis
Psoralea
Pterocarpus
Pueraria

Robinia
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B01.650.940.800.575.100.401.718.....c.cciiiriiiinirincieiei Senna Plant
B01.650.940.800.575.100.401.726.....c.ccecereereeeeieeiieeieieeanas Sesbania
B01.650.940.800.575.100.401.734......coviiviriiiiinircieeei Sophora
B01.650.940.800.575.100.401.750......cceierereeieiriiiesieieanae Soybeans
B01.650.940.800.575.100.401.812.....c.cceiirviiiiniriiricicieiis Spartium
B01.650.940.800.575.100.401.843......ccueiiiirieieiiiieieeenae Sphenostylis
B01.650.940.800.575.100.401.875......cccevirvireeiiiriricieieieias Tamarindus
B01.650.940.800.575.100.401.890.......cccerrrieerieniirieiieieeanas Tephrosia
B01.650.940.800.575.100.401.898........cccemirieeririiricnieieis Tetrapleura
B01.650.940.800.575.100.401.906.......cccererieenrininiesieieeanas Trifolium
B01.650.940.800.575.100.401.937 ......oouiiiininiiiniiriniciieeeis Trigonella
B01.650.940.800.575.100.401.952......cceiiriiiiiiiiieieeeanae Ulex
B01.650.940.800.575.100.401.968.........ccccevireeeriririnieieiaias Vicia
B01.650.940.800.575.100.401.968.500........ccccreieurruiriinieieieeanene Vicia faba
B01.650.940.800.575.100.401.968.750........cccererririnrinrireeerneene Vicia sativa
B01.650.940.800.575.100.401.984.......coiiiiiiiiiiiieieeee Wisteria
B01.650.940.800.575.100.425........cccooerieiiiiiiiireerceeees Fagaceae
B01.650.940.800.575.100.425.249.......ccoccominmieiiiineieieeenae Fagus
B01.650.940.800.575.100.425.500.........cccocvrvereieeirinieresienns Quercus
B01.650.940.800.575.100.437.....cceierierieieiaiaieaesieeeeene Flacourtiaceae
B01.650.940.800.575.100.437.249.......ccoccimiieiiniririneieis Casearia
B01.650.940.800.575.100.437.500.......cccerereeerreriirienieieeeanas Ryania
B01.650.940.800.575.100.443........cccooeeieiiieieeieceeeee Fumariaceae
B01.650.940.800.575.100.443.500.......c.cccerereeerririirienieieeianas Corydalis
B01.650.940.800.575.100.443.750.......ccoccemireeierirircnieieienns Fumaria
B01.650.940.800.575.100.450........cccererieriaiaiiineaieneeens Gentianaceae
B01.650.940.800.575.100.450.188........cccevireeeririiricnieieieias Centaurium
B01.650.940.800.575.100.450.397 ......ccueiiiiiinieinienii e Gentiana
B01.650.940.800.575.100.450.492.........cccovirieiiniriricieieaas Gentianella
B01.650.940.800.575.100.450.594.........ccomineeiiniineieeeenae Swertia
B01.650.940.800.575.100.462.........c.ccovevuereeeeneeieneeeenen Geraniaceae
B01.650.940.800.575.100.462.500.......c.cccemereeerririirienieiieeanas Geranium
B01.650.940.800.575.100.462.750........ccccemirueeriririinieieianns Pelargonium
B01.650.940.800.575.100.475......cccocoiiiiiiiiiiiiciiceees Hamamelidaceae
B01.650.940.800.575.100.475.500........cccemvieeeririirienieieiannns Hamamelis
B01.650.940.800.575.100.475.750......cccccerereeeiiineieieeenas Liquidambar
B01.650.940.800.575.100.489........cccooveiuereeieiinieceeee, Hernandiaceae
B01.650.940.800.575.100.503.....cccccvieiiiiiaiiieeeiee e Hippocastanaceae
B01.650.940.800.575.100.503.500..........ccemveeeeriiriirienieieiannas Aesculus
B01.650.940.800.575.100.517....ceiiiiiiiiiiieeiieeeiee e Hippocrateaceae

B01.650.940.800.575.100.531.....cciiiiiiiiiiieiieeiie e Hydrophyllaceae
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B01.650.940.800.575.100.531.500.......c.ccemuereeenieriirierieieiaieas Eriodictyon
B01.650.940.800.575.100.539.....cc0cciiuerieiiieiiiaiesieeens lllicium
B01.650.940.800.575.100.549........cccevirieiiiiiiiireireeeees Iridaceae
B01.650.940.800.575.100.549.500.......c.ccererieerieriirierieriaeanas Crocus
B01.650.940.800.575.100.549.750.......cccccemirieirirircncieians Iris Plant
B01.650.940.800.575.100.569........cccererieieiiininenieieens Juglandaceae
B01.650.940.800.575.100.569.249.........ccceeirvemriniriniieiens Carya
B01.650.940.800.575.100.569.500.........ccemerererrenierienieiaeanas Juglans
B01.650.940.800.575.100.572.......cceoveeeiieieceeieceeee Krameriaceae
B01.650.940.800.575.100.583........ccceierieieiaiiiiaienieieens Lamiales
B01.650.940.800.575.100.583.040.........ccceeiveeririricnieieinns Acanthaceae
B01.650.940.800.575.100.583.040.022........ccccreiemreuiiiieieieeaeene Justicia
B01.650.940.800.575.100.583.040.044........c.covereiriniirereerene Andrographis
B01.650.940.800.575.100.583.040.522........cccreieiiuiaiieieeeeine Avicennia
B01.650.940.800.575.100.583.080.........cccemveeeerieriiricrieieinias Bignoniaceae
B01.650.940.800.575.100.583.080.500........ccccreeerrrurrirrieieieeanens Tabebuia
B01.650.940.800.575.100.583.190........ccevireeriiieireceeeeins Calceolariaceae
B01.650.940.800.575.100.583.300.......c0cceruerererreriirierieiaeanas Craterostigma
B01.650.940.800.575.100.583.520.......c.ccemvieeeriiriirienieieiainas Lamiaceae
B01.650.940.800.575.100.583.520.049........ccereieiriiinieieeeeaiene Agastache
B01.650.940.800.575.100.583.520.051........coveruereuiriirenreeeeeeene Ajuga
B01.650.940.800.575.100.583.520.075........ccerierieriniiiaieieeeeaeene Ballota
B01.650.940.800.575.100.583.520.098........ccccoerrrrinrinrireienneens Callicarpa
B01.650.940.800.575.100.583.520.121.....ccueiueieianieiiiieiieeeeeiee Clerodendrum
B01.650.940.800.575.100.583.520.166...........coereuiriirinrireieriene Coleus
B01.650.940.800.575.100.583.520.231.....ccueiuerieieniaiieiiaieeeeeeeieae Hedeoma
B01.650.940.800.575.100.583.520.297 ........coeruerririiriareeeeniene Hyptis
B01.650.940.800.575.100.583.520.330.....c.cccuerueeemenrenienieieeeieeeene Hyssopus Plant
B01.650.940.800.575.100.583.520.362........c.coerrrruinrinrireienneens Isodon
B01.650.940.800.575.100.583.520.428........cccreieuieiiiaieieeeaene Lavandula
B01.650.940.800.575.100.583.520.446..........ccoevririiiirerceeniens Leonurus
B01.650.940.800.575.100.583.520.455........ccceieieuieuiiiaieieeeeiee Lycopus
B01.650.940.800.575.100.583.520.465..........ccoevverriiinrireieriene Marrubium
B01.650.940.800.575.100.583.520.474.....c.coceieieiaiiiieeeeee Melissa
B01.650.940.800.575.100.583.520.483........ccccoverririnriirieeeniene Mentha
B01.650.940.800.575.100.583.520.483.444..........coveeieiiiiiieeeeee Mentha piperita
B01.650.940.800.575.100.583.520.483.500.........c.ccecururrrinrinriicirrnienne Mentha pulegium
B01.650.940.800.575.100.583.520.483.750.......ccccoeeeueirerieierieeneeieeas Mentha spicata
B01.650.940.800.575.100.583.520.510.....c.coeruerrininrinreeeeeeene Monarda
B01.650.940.800.575.100.583.520.538........ccereveurruiniinieieeeeaeene Nepeta

B01.650.940.800.575.100.583.520.647 ..........ccevvrviriiriiiiicce Ocimum
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B01.650.940.800.575.100.583.520.647.500.........c.ccecurriininreeciriniennes Ocimum basilicum
B01.650.940.800.575.100.583.520.702........ccerueeereauiaieaieeeeeeaeene Origanum
B01.650.940.800.575.100.583.520.729........cceruerrrrinriarereieniene Orthosiphon
B01.650.940.800.575.100.583.520.743.....c.coereieiaiaiaieeeeeiee Perilla
B01.650.940.800.575.100.583.520.743.500.......c.c.ccecvrrrriniiriicininianne Perilla frutescens
B01.650.940.800.575.100.583.520.750........ccerueeeriauinienieieeeeanens Phlomis
B01.650.940.800.575.100.583.520.753........coervevrininrenreneeeneeene Plectranthus
B01.650.940.800.575.100.583.520.755........ccerueeeriaiiiaieieeeeaiene Prunella
B01.650.940.800.575.100.583.520.757 .....cccreruerrrriirinrereeensiens Rosmarinus
B01.650.940.800.575.100.583.520.922........cccreieureuiiiaieieeeeaiene Salvia
B01.650.940.800.575.100.583.520.922.750.........cccecvrrriniircieininiene Salvia miltiorrhiza
B01.650.940.800.575.100.583.520.922.770.......ccuerueeeueieaeieeeeeeeeeeeas Salvia officinalis
B01.650.940.800.575.100.583.520.935........ccccrveiririiriirireeeeiene Satureja
B01.650.940.800.575.100.583.520.942........ccereieuiiiiiieeeeeee Scutellaria
B01.650.940.800.575.100.583.520.942.500.........c.ccecvrrrriniieeeeirinienne Scutellaria baicalensis
B01.650.940.800.575.100.583.520.945........cceieieiiiiiieeeeeee Sideritis
B01.650.940.800.575.100.583.520.947 .......coererriniiiareeeeeeiene Stachys
B01.650.940.800.575.100.583.520.948........cccereieriiiiiieeeeeee Teucrium
B01.650.940.800.575.100.583.520.974........ccerveieiiiiriireeieeiee Thymus Plant
B01.650.940.800.575.100.583.520.987 ........coerueieuraiiiiiaieieeeeaeene Vitex
B01.650.940.800.575.100.583.580..........cccemveeeeriiriirierieieianeas Mimulus
B01.650.940.800.575.100.583.640.......c.cccererireririirienicieianas Oleaceae
B01.650.940.800.575.100.583.640.333........cccerverriniirinriieeeeiene Forsythia
B01.650.940.800.575.100.583.640.374........ccereieiaiiiieeeeeaee Fraxinus
B01.650.940.800.575.100.583.640.416........cccerevririiiirireieeniene Jasminum
B01.650.940.800.575.100.583.640.499........cccereieiriiinieeeeeeeene Ligustrum
B01.650.940.800.575.100.583.640.666.............coverruirrinririiarneens Olea
B01.650.940.800.575.100.583.640.833........ccereeeurriiiiinieeeeeiens Syringa
B01.650.940.800.575.100.583.670........ccccovreeriieerecieeein Orobanchaceae
B01.650.940.800.575.100.583.670.175.....cccierieieieiiiiieieeeeie Cistanche
B01.650.940.800.575.100.583.670.270........ccceruerrrrirriirereieriene Euphrasia
B01.650.940.800.575.100.583.670.670........ccerueeerniiinieieieeaeens Orobanche
B01.650.940.800.575.100.583.670.690........c.ccerrrrinrinrereeerneens Pedicularis
B01.650.940.800.575.100.583.670.875........ccereieeaiiinieieeeeiene Striga
B01.650.940.800.575.100.583.690..........ccceeirveeriiririirieieinias Pedaliaceae
B01.650.940.800.575.100.583.690.500........c.creeerrrurriinieieiaeaeene Harpagophytum
B01.650.940.800.575.100.583.690.750........ccccruerririnrinrireeerneene Sesamum
B01.650.940.800.575.100.583.700.......ccccerereeereriirieierieianas Plantaginaceae
B01.650.940.800.575.100.583.700.067 ........ccerverririnrinrereierniene Antirrhinum
B01.650.940.800.575.100.583.700.080........cccerueeemeauraienieieeeeanene Bacopa

B01.650.940.800.575.100.583.700.265..........cccoovrririiriiiiiice Digitalis
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B01.650.940.800.575.100.583.700.530........cceruerrrrinrinrereerniene Linaria
B01.650.940.800.575.100.583.700.680........cccerueeemeaurrirrieieiaeanene Penstemon
B01.650.940.800.575.100.583.700.690........c.coerrrrinrinrereierneene Picrorhiza
B01.650.940.800.575.100.583.700.700........ccereeerrairaienieieeeeanens Plantago
B01.650.940.800.575.100.583.700.850........cccrerrurruinrinrereierneene Scoparia
B01.650.940.800.575.100.583.700.925........ccereieuiiiiiieeeeeiee Veronica
B01.650.940.800.575.100.583.750.......ccccemveeeeniiriiricrieieianas Rehmannia
B01.650.940.800.575.100.583.800.......c.cceruereeerrerierierieieeanas Scrophulariaceae
B01.650.940.800.575.100.583.800.124........cccoverririiriirereeeiene Buddleja
B01.650.940.800.575.100.583.800.855........ccerueeereruiiienieieieeaeene Scrophularia
B01.650.940.800.575.100.583.800.899........cccruerririnrinrereieriene Verbascum
B01.650.940.800.575.100.583.990.......c.cccererireniiriirieiieieeanas Verbenaceae
B01.650.940.800.575.100.583.990.411.....ccererieiiiiiiriirceeeee Lantana
B01.650.940.800.575.100.583.990.433.....c.c.ccerieieiaiiaiinieeeeeiene Lippia
B01.650.940.800.575.100.583.990.855..........ccovevririnriirireieriene Verbena
B01.650.940.800.575.100.590........cccererieiaiainiiaienieieens Lauraceae
B01.650.940.800.575.100.590.149.......cocimirieiinirircieeieis Cinnamomum
B01.650.940.800.575.100.590.149.124......ccocoiiiiiiiiiiiiiicie Cinnamomum aromaticum
B01.650.940.800.575.100.590.149.249.......ccovveiiieeeciee e Cinnamomum camphora
B01.650.940.800.575.100.590.149.500........ccccreierrurniinieieiaeanene Cinnamomum zeylanicum
B01.650.940.800.575.100.590.177 ......oeviivinviieiniiriricnieieieins Cryptocarya
B01.650.940.800.575.100.590.399.......cceciiirireniniinienieieianae Laurus
B01.650.940.800.575.100.590.524.........cccoviriemririricneieienns Lindera
B01.650.940.800.575.100.590.555.......c.cccemerieeniniinieiieieanas Litsea
B01.650.940.800.575.100.590.587.......cecervireeeriiriiricnieieianeas Ocotea
B01.650.940.800.575.100.590.650.........ccererererreriirienieieianas Persea
B01.650.940.800.575.100.590.737 ......ocemvinviieeniiriiricnieeeieins Sassafras
B01.650.940.800.575.100.590.825.......c.ccceririeeriniirieieieeanae Umbellularia
B01.650.940.800.575.100.600........ccccouermeirrniniinrenrerenes Lecythidaceae
B01.650.940.800.575.100.600.099.......ccccemeririeriririeiieieeanas Barringtonia
B01.650.940.800.575.100.600.133.......cccimiiieeriiriiricnicieieias Bertholletia
B01.650.940.800.575.100.610.....ccererierieiaieiieeaiesieeeeane Liliaceae
B01.650.940.800.575.100.610.100.......cccemuiieeririiricrieieienas Allium
B01.650.940.800.575.100.610.100.149.....cceiirieieiiiiiieeeene Chive
B01.650.940.800.575.100.610.100.300........ccccrerrrrirrinrirererneenne Garlic
B01.650.940.800.575.100.610.100.600........cccreeerrurriinieieieeanene Onions
B01.650.940.800.575.100.610.100.800........ccccruerrrrinrinrireeerneene Shallots
B01.650.940.800.575.100.610. 111 ....ceiviiiiieeieiec e Alstroemeria
B01.650.940.800.575.100.610.117 ...ccvviviiiiiiiiceeeceee e Anemarrhena
B01.650.940.800.575.100.610.162.......ceierereieiiirieieieeanae Asparagus Plant

B01.650.940.800.575.100.610.181.......cooiiiiiiiiiiiiiicee Camassia
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B01.650.940.800.575.100.610.200........cccemireeeririiricrieieinnas Colchicum
B01.650.940.800.575.100.610.211 ....coeiuiiiiriiieieiie e Convallaria
B01.650.940.800.575.100.610.222.......cccemvirieeririiricieieies Cordyline
B01.650.940.800.575.100.610.233......ccuciiriiiriniieienierieieeenae Crinum
B01.650.940.800.575.100.610.255.......ccccevvirieiririiriciicieies Curculigo
B01.650.940.800.575.100.610.277 ....cocouiiiereiieinieeiineieieeenae Dracaena
B01.650.940.800.575.100.610.313......cciiiiiiieiiiniirciciee Fritillaria
B01.650.940.800.575.100.610.350.......ccceruerererriniirienieieianas Galanthus
B01.650.940.800.575.100.610.387......cceivirviieiniiriireicieies Hemerocallis
B01.650.940.800.575.100.610.406.......ccccererieeririirieiieieeanas Hosta
B01.650.940.800.575.100.610.415......ccoviiviriciririicicieie Hyacinthus
B01.650.940.800.575.100.610.425.......ccceiineieiiiiieieieeeae Hypoxis
B01.650.940.800.575.100.610.500.........cccemvieeeririirierieiernnas Lilium
B01.650.940.800.575.100.610.509.......cccererireriiriinieieieianae Liriope Plant
B01.650.940.800.575.100.610.533.......cciimviieininiiricieeieieis Lycoris
B01.650.940.800.575.100.610.555.......ccciiirieeniniinieieieenae Narcissus
B01.650.940.800.575.100.610.588.......ccccevvirieiririiricnieieiias Ophiopogon
B01.650.940.800.575.100.610.593.......cuciiririeeniiriinieieieanae Ornithogalum
B01.650.940.800.575.100.610.688.........cccevvireerriririenieieiias Polygonatum
B01.650.940.800.575.100.610.716......cceivereereeieiieiiriesieieeanas Ruscus
B01.650.940.800.575.100.610.730......cceeirvieeiriiriiricnieieieias Sansevieria
B01.650.940.800.575.100.610.737 ....coeouiiiiieiieiniinieneieieeenae Scilla
B01.650.940.800.575.100.610.744.......cocovviriiiiiiiiriieiees Smilacina
B01.650.940.800.575.100.610.772.....c.cciiiieieieieeiiieseieanae Trillium
B01.650.940.800.575.100.610.786.......cccervireeeriririenieieieas Tulipa
B01.650.940.800.575.100.610.793......cceiiriieieenieneieieeenae Urginea
B01.650.940.800.575.100.610.800........cccerviveeririiricrieieieenas Veratrum
B01.650.940.800.575.100.610.900.......c.cccererirrerririirierieieianas Zigadenus
B01.650.940.800.575.100.620........ccccruerueirininiiirenrenenns Linaceae
B01.650.940.800.575.100.620.500.......c.ccererererreriirierieriaianas Flax
B01.650.940.800.575.100.638......ccccceruviiiiiiieiiiericeiees Loganiaceae
B01.650.940.800.575.100.638.500.......c.ccuerereeerrerierienieriaeanas Gelsemium
B01.650.940.800.575.100.638.750.......ccccervireeeriiriiricnieieinias Strychnos
B01.650.940.800.575.100.638.750.500........cccreeerraurniirieieieeanens Strychnos nux-vomica
B01.650.940.800.575.100.665........c.ccouerveieinininrenrinenes Lythraceae
B01.650.940.800.575.100.665.249.......cccccemereieniriiiieieeanas Cuphea
B01.650.940.800.575.100.665.374........ccooveiiiiiiiiiieeiieeeeenn Lagerstroemia
B01.650.940.800.575.100.665.437......ccueiererieeaiiiinieieeeeenas Lawsonia Plant
B01.650.940.800.575.100.665.500..........cccceveeeerirririerieianninas Lythrum
B01.650.940.800.575.100.665.750.......ccccererereririirierierieianas Woodfordia

B01.650.940.800.575.100.680.........ccevvirrienieiiiiiiieiiens Magnoliaceae
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B01.650.940.800.575.100.680.249.........cccoviiemriririneieiias Liriodendron
B01.650.940.800.575.100.680.500.......c.ccemeeeerrerieriarieriaeanas Magnolia
B01.650.940.800.575.100.690........ccceruerueiriniriinrenrinenes Malpighiaceae
B01.650.940.800.575.100.690.099.......c.cccemiririeririnieiieieeanae Banisteriopsis
B01.650.940.800.575.100.690.355.......ccoccemirieiniriiricrieieies Galphimia
B01.650.940.800.575.100.700........cccererueiaiaeieaieneeneeens Malvaceae
B01.650.940.800.575.100.700.100.......ccccemvireeeriiriirierieieinneas Abelmoschus
B01.650.940.800.575.100.700.115......cceiiiiieieenieneieieeenae Althaea
B01.650.940.800.575.100.700.244.........cccoeirieimriririneieiens Gossypium
B01.650.940.800.575.100.700.288.......c.cccererimerreriirieieeiaianas Hibiscus
B01.650.940.800.575.100.700.555........ccccoviriemririricieieieias Malva
B01.650.940.800.575.100.707 ......ccceveiueriiiaiieeiic e Melastomataceae
B01.650.940.800.575.100.715......ccciiriirieiiiiiiieresreeeen Meliaceae
B01.650.940.800.575.100.715.067 ......ccueiiireiieieieiiieieieeenae Aglaia
B01.650.940.800.575.100.715.124......coiiiiiiiiiiirciee Azadirachta
B01.650.940.800.575.100.715.249.......coiiienieiiiiiieieeenae Cedrela
B01.650.940.800.575.100.715.500.......ccccemvieeeriiriirierieieinnnas Melia
B01.650.940.800.575.100.715.500.500........ccccrereemrrurriinieieeeeanene Melia azedarach
B01.650.940.800.575.100.725.......cccveeeeiieeeieieeeiiee e Menispermaceae
B01.650.940.800.575.100.725. 111 ..ccueiuiiiiiiieieeec e Cissampelos
B01.650.940.800.575.100.725.124.......cooiiiviiiiinircnieee Cocculus
B01.650.940.800.575.100.725.249.......ccoceiinieeiiiiieieeanae Cyclea
B01.650.940.800.575.100.725.500.........cccemveeemriiriirienieieennnas Menispermum
B01.650.940.800.575.100.725.625.......ccccceierieeaiiniiieieieeanae Sinomenium
B01.650.940.800.575.100.725.750.......ccccemvieeeniiriiricnieieienas Stephania
B01.650.940.800.575.100.725.750.500........cccererieurriiinieieeeeaeens Stephania tetrandra
B01.650.940.800.575.100.725.875.......ccoccirireeeriirirenieieeeias Tinospora
B01.650.940.800.575.100.735.....cceiererieieiaieiesieeieeeens Mistletoe
B01.650.940.800.575.100.735.249.......ccocimiieiniiiircieees Loranthaceae
B01.650.940.800.575.100.735.888.......cccceruerireriiniinienieieeanas Viscaceae
B01.650.940.800.575.100.735.888.699........ccccovevrrriiriirireieeiene Phoradendron
B01.650.940.800.575.100.735.888.750........cccrueeeriauiiienieieieeaeene Viscum
B01.650.940.800.575.100.735.888.750.500.........c.ccecvrurrrinrieeieirnnienne Viscum album
B01.650.940.800.575.100.740......cccceierieieiaiiiaiesieieene Molluginaceae
B01.650.940.800.575.100.745.......cccconireiiiiiiiiresieeeeees Monimiaceae
B01.650.940.800.575.100.745.500.......ccccerereeeaririirienieieeanas Peumus
B01.650.940.800.575.100.750........ccceruerueieininiinrenrenenes Moraceae
B01.650.940.800.575.100.750.055.......cccceiirireriniinieieieeanae Antiaris
B01.650.940.800.575.100.750.088.........ccceeeeemriririenieieienas Artocarpus
B01.650.940.800.575.100.750.144 .......coiiiiieiiiiiieeeeeae Broussonetia

B01.650.940.800.575.100.750.500..........cccccevumieriiniiniininnnas Ficus
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B01.650.940.800.575.100.750.599.......cccemviieiniiriiricnieieienas Maclura
B01.650.940.800.575.100.750.633......cccieruerieeniiaiiniesieieeanas Morus
B01.650.940.800.575.100.752......cccceruerueieininiiarenreeenen Moringa
B01.650.940.800.575.100.752.500.......c.ccerereeeareriirienieeeianas Moringa oleifera
B01.650.940.800.575.100.756......ccccervriiiaiieiiieiieeieees Myoporaceae
B01.650.940.800.575.100.756.249.......ccoccomirmieaininiieieeenas Eremophila Plant
B01.650.940.800.575.100.756.500.........ccceeereeeriririirieieinnnas Myoporum
B01.650.940.800.575.100.760.......ccceruereeeeiarieeaienieneeens Myricaceae
B01.650.940.800.575.100.760.500.........ccceeeeemrieriiriirieieinnnas Myrica
B01.650.940.800.575.100.765......cccceruerierieiaiiiaienieieens Myristicaceae
B01.650.940.800.575.100.765.500.........ccceerurmriiiiriniieieennnnn Myristica fragrans
B01.650.940.800.575.100.770.....ccceieruerieieieiaieaesieieens Myrsinaceae
B01.650.940.800.575.100.770.086..........cceeereeerrririirreieinnnas Ardisia
B01.650.940.800.575.100.770.533......ccueiuireiieieieeieniesieeeeenas Embelia
B01.650.940.800.575.100.773.....cccevvrieriiiiiiiiareereeeees Myrtaceae
B01.650.940.800.575.100.773.366......cccceruereeeaieaierienierieeanas Eucalyptus
B01.650.940.800.575.100.773.374.....oceiiieieeieinineieeeis Eugenia
B01.650.940.800.575.100.773.522......ccutiuireeieeaieeiiniereieeenas Feijoa
B01.650.940.800.575.100.773.649.......ccocirireiiiriiicicieieis Kunzea
B01.650.940.800.575.100.773.713...cueiueiiieiieieeeie e Leptospermum
B01.650.940.800.575.100.773.745.......ccoiiviiiiiiiiicieees Melaleuca
B01.650.940.800.575.100.773.767 ....coeoueiiiiiieieieeeeieieeene Myrtus
B01.650.940.800.575.100.773.777 ...ocevvueivineiieiniiriirenreeieas Pimenta
B01.650.940.800.575.100.773.888......cceceruirieeriiniirieiieieeanas Psidium
B01.650.940.800.575.100.773.900.......ccccemireeeririirienieieianas Syzygium
B01.650.940.800.575.100.774....ccceioeieiieieieeaesieeeene Nelumbonaceae
B01.650.940.800.575.100.774.500........ccccemireeeriririenieienannas Nelumbo
B01.650.940.800.575.100.775.....ccceiererieieieeiesieeieeeeene Nyctaginaceae
B01.650.940.800.575.100.775.500.......ccccemviueeriiriirienieiaiannas Mirabilis
B01.650.940.800.575.100.776......cccccererieieiaiaesieaieeeens Nymphaeaceae
B01.650.940.800.575.100.776.488........cccoviruerriririieieieins Nuphar
B01.650.940.800.575.100.776.500.......c.cccererereririirienieriaeanas Nymphaea
B01.650.940.800.575.100.778......cccvveieiiiieiieiiie e Nyssaceae
B01.650.940.800.575.100.778.188.......ccceiuereieeeieeineieieeanae Camptotheca
B01.650.940.800.575.100.778.594........cocemireeiiiiirenieieies Nyssa
B01.650.940.800.575.100.779.....ccceiererieieieiieaieaieieene Ochnaceae
B01.650.940.800.575.100.780........ccceruerueieiiiniinrenreneees Olacaceae
B01.650.940.800.575.100.786.......cccuveeerirraaiiieaaiieeeeieennn Onagraceae
B01.650.940.800.575.100.786.222.........cceevieeeriiriricnieieiannas Clarkia
B01.650.940.800.575.100.786.416.......cccererieeeiiniiniesieieianas Epilobium

B01.650.940.800.575.100.786.611..........coovviiriniiiicicics Oenothera
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B01.650.940.800.575.100.786.611.500........c.cccervrrrinrinririrerneens Oenothera biennis
B01.650.940.800.575.100.787.....ccereruerieieieiiiaieaieeeeens Orchidaceae
B01.650.940.800.575.100.787.222.......cocctmvireeeiiriirienieieianas Dendrobium
B01.650.940.800.575.100.787.500.......c.cccemerererreriiriesieiaeanas Gastrodia
B01.650.940.800.575.100.787.888.......cccccevireerririricnieieieias Vanilla
B01.650.940.800.575.100.789......ccceruerieieiaiieiaienieneeens Oxalidaceae
B01.650.940.800.575.100.789.500..........ccemvieeeriiriirienieieiannas Averrhoa
B01.650.940.800.575.100.797....c.coeierieiieieieeieseesieeeene Paeonia
B01.650.940.800.575.100.792.......ccerveeeiieieieeieceeeee Pandanaceae
B01.650.940.800.575.100.795.....ccciiiieiiiiieaiieeeiee e Papaveraceae
B01.650.940.800.575.100.795.124........coviiviiiiiinincieeieias Argemone
B01.650.940.800.575.100.795.249.......ccociiineiiiiinieieeenae Chelidonium
B01.650.940.800.575.100.795.374.....ccominveriieiriincnieieies Eschscholzia
B01.650.940.800.575.100.795.500.......c.cceruererenreniinieieerieeanas Papaver
B01.650.940.800.575.100.795.750.......ccccemveeeiniiriiricrieieienas Sanguinaria
B01.650.940.800.575.100.803.........cceiiiiiiiiiiiiieiieeiees Passifloraceae
B01.650.940.800.575.100.803.500..........ccemveeeerirriirienieieinnnas Passiflora
B01.650.940.800.575.100.809........ccceierieiaiaiieiaienieieens Phytolaccaceae
B01.650.940.800.575.100.809.500..........cccemieeerirriirierieieeannas Phytolacca
B01.650.940.800.575.100.809.500.500.........cceeemueeeaiiieeaiieeaieennn Phytolacca americana
B01.650.940.800.575.100.809.500.750......ccceeiuieriiiiieiiiiieenieeene Phytolacca dodecandra
B01.650.940.800.575.100.812.....cccierierieieiaiiisesieeene Piperaceae
B01.650.940.800.575.100.812.332......ccevirviiiininiiriciieieieie Peperomia
B01.650.940.800.575.100.812.666.........ccceeereeerreriirieiieieianas Piper
B01.650.940.800.575.100.812.666.249........cccccevririiriirieeeiene Kava
B01.650.940.800.575.100.812.666.374........ccereieiaiiiaieeeeeiene Piper betle
B01.650.940.800.575.100.812.666.500..........cccervruirinrinririinrneenne Piper nigrum
B01.650.940.800.575.100.821.....cceiirierieieiaieiiaieeieieene Plumbaginaceae
B01.650.940.800.575.100.822........ccceoerveieiiiniiireirenenes Poaceae
B01.650.940.800.575.100.822.033.......cccererieenieniiriesieieeenas Agropyron
B01.650.940.800.575.100.822.044.........cccooineeeriniriieieias Agrostis
B01.650.940.800.575.100.822.055.........ccceiirieiriiinieieeeanae Andropogon
B01.650.940.800.575.100.822.060.........cccceeeeerieririenieieinaas Avena
B01.650.940.800.575.100.822.066.........ccceeereeerreriirierieieeanas Bambusa
B01.650.940.800.575.100.822.071......ccueiviruiieiniiriinicieieeias Brachiaria
B01.650.940.800.575.100.822.072......cceiiruerieeaiieiiieieieeanae Brachypodium
B01.650.940.800.575.100.822.077......ccovirvieeeriiriirenieienaias Bromus
B01.650.940.800.575.100.822.157 ......couiiiiiiiiieiei e Cenchrus
B01.650.940.800.575.100.822.227.......ccocivuireeiiirirenieieiaas Coix
B01.650.940.800.575.100.822.266.........ccceeereeerreriirieiieriaeanas Cymbopogon

B01.650.940.800.575.100.822.288.............ccoovvierviiiiiiicis Cynodon
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B01.650.940.800.575.100.822.299........ccccevieieririricnieieieas Dactylis
B01.650.940.800.575.100.822.311 ....cueoviiiiieiieieieie e Digitaria
B01.650.940.800.575.100.822.322.......ccccemuireeirinircnieieeias Echinochloa
B01.650.940.800.575.100.822.333......ccciirieieieienierieneieeenae Eleusine
B01.650.940.800.575.100.822.344..........ccovvirieiriiiiiieies Elymus
B01.650.940.800.575.100.822.355.......cccceiirieeeieniinieieieeenae Eragrostis
B01.650.940.800.575.100.822.427.......ccoeevirieeiirircieieies Festuca
B01.650.940.800.575.100.822.463.......c.ccceririeeeriniinieieieeenas Holcus
B01.650.940.800.575.100.822.481.......cevivviieiiiniicieees Hordeum
B01.650.940.800.575.100.822.500.......c.ccerereeerieriirieiieieeanas Lolium
B01.650.940.800.575.100.822.558.........ccceeverieeririricieieieis Melinis repens
B01.650.940.800.575.100.822.587.......ceiireerieieiieiinieieieeanas Millets
B01.650.940.800.575.100.822.616.......ccccervieeeriiriricnieieieias Oryza
B01.650.940.800.575.100.822.680.........cccerereeerririirierieieianas Panicum
B01.650.940.800.575.100.822.744.........coccovireeiiririieees Paspalum
B01.650.940.800.575.100.822.755.......ccocceiereeiiiiieieeenae Pennisetum
B01.650.940.800.575.100.822.777 ....coeviviiieeieiririenieieeas Phalaris
B01.650.940.800.575.100.822.788.......coccerireeerriniiiiieieeanas Phleum
B01.650.940.800.575.100.822.793.......cccimviieiriinincnieeiis Poa
B01.650.940.800.575.100.822.835.........ccceierieieiiiinieieieeanae Saccharum
B01.650.940.800.575.100.822.844..........coeeveeiriririnieieias Sasa
B01.650.940.800.575.100.822.857.......ccecerueieeeiiniinieieieeanae Secale
B01.650.940.800.575.100.822.871......ccevirverieiriiriiricieeieieis Setaria Plant
B01.650.940.800.575.100.822.894.........ccoiirieiiiiiieieeenae Sorghum
B01.650.940.800.575.100.822.906.........ccceeieeeririricrieieeannns Triticale
B01.650.940.800.575.100.822.918.......cceiiiiiieieieiiieieieaae Triticum
B01.650.940.800.575.100.822.942.........cccoeiveiirriririnieieies Vetiveria
B01.650.940.800.575.100.822.966.........ccceeereeerririiriiieeieeanas Zea mays
B01.650.940.800.575.100.823......cccceiviiiieiieiiie s Polygalaceae
B01.650.940.800.575.100.823.500.......c.ccerereeeeriniirierierieeanas Polygala
B01.650.940.800.575.100.823.750.......ccccemvireeeniriiricieieienas Securidaca
B01.650.940.800.575.100.825........ccceierieieiaiieaesieieene Polygonaceae
B01.650.940.800.575.100.825.306.........cccemveeeeriiriirierieieieias Eriogonum
B01.650.940.800.575.100.825.333......cceiiriiirinieiierienieieeenae Fagopyrum
B01.650.940.800.575.100.825.359.......ccciruirieeniiniiricnieieieis Fallopia
B01.650.940.800.575.100.825.359.500........ccccreieiruiiienieieieeanens Fallopia japonica
B01.650.940.800.575.100.825.359.590........cccrerruiriirinrireieniene Fallopia multiflora
B01.650.940.800.575.100.825.437 ......ccueiuireieiiieiiieieieenae Polygonum
B01.650.940.800.575.100.825.700........ccccemireeiririiriirieienannas Rheum
B01.650.940.800.575.100.825.850.......c.ccemereeerieriinieiieieianae Rumex

B01.650.940.800.575.100.826........cc0eeeerrreeeiiirearieeeeieennn Pontederiaceae
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B01.650.940.800.575.100.826.500.........cccceveeeeriiriiriirieieinnnas Eichhornia
B01.650.940.800.575.100.827 ......ceoeruerieieiaiaiiaieaieeeeens Portulacaceae
B01.650.940.800.575.100.827.500.........ccceeveeeeriiriirierieieiannas Portulaca
B01.650.940.800.575.100.829........cceierieieiaiiieaienieieens Primulaceae
B01.650.940.800.575.100.829.099.......c.cccemiieeririricieieiias Anagallis
B01.650.940.800.575.100.829.549.......c.ccceiinieieiiniieieieanae Cyclamen
B01.650.940.800.575.100.829.774.......ccoeivireeiiirireieees Primula
B01.650.940.800.575.100.831.....ccuererieieieieieieeaieeieieees Proteaceae
B01.650.940.800.575.100.831.500.......ccccemvieeeriiriirierieieinieas Macadamia
B01.650.940.800.575.100.833......cccerierieieieiiiiesiesieieene Punicaceae
B01.650.940.800.575.100.835........ccceruirveiiiniiiireireeeiees Pyrolaceae
B01.650.940.800.575.100.835.500.......c.cceruereeerrerierienieiaeanas Pyrola
B01.650.940.800.575.100.838........cccovveieeieeieneeieieeeene Ranunculaceae
B01.650.940.800.575.100.838.022.......c.cceiirieeriiaiiiiesieieeenas Aconitum
B01.650.940.800.575.100.838.033.......c0cceruiieiriiriiricrieieieis Actaea
B01.650.940.800.575.100.838.036.......c.cceruereeerriniirieiieieeanas Adonis
B01.650.940.800.575.100.838.077......ccevivvieeiriiriiricnieieeeias Anemone
B01.650.940.800.575.100.838.088.........ccceeerieeriiriirieieeeianas Aquilegia
B01.650.940.800.575.100.838.182.......ceciiuirieiriiriiricieieieas Cimicifuga
B01.650.940.800.575.100.838.205.......c.cccererieeriiriiieieieeanae Clematis
B01.650.940.800.575.100.838.229.......ccccemvireeeririirienieieieis Coptis
B01.650.940.800.575.100.838.277 .....c.ceueiuereeieeaieeieniesieieeanas Delphinium
B01.650.940.800.575.100.838.337......ccuevvirviieiniiniirienieeeeias Helleborus
B01.650.940.800.575.100.838.397 ......ccueiuirueieinieeiiniesieieeanas Hydrastis
B01.650.940.800.575.100.838.518........ceeirvieeiriiriiriciieieiis Nigella
B01.650.940.800.575.100.838.518.500........cccereeeurruiriinieieeeenene Nigella damascena
B01.650.940.800.575.100.838.518.750........cceruerruirriiriirireeeeiene Nigella sativa
B01.650.940.800.575.100.838.666.........ccceeereeerreriirieiieieianas Pulsatilla
B01.650.940.800.575.100.838.733......ccecirveieiriiniirieieieeis Ranunculus
B01.650.940.800.575.100.838.766.......c.cccerereeerreriirieieiaeanas Semiaquilegia
B01.650.940.800.575.100.838.883.......ccccemuieeeriiriiricrieieiens Thalictrum
B01.650.940.800.575.100.838.941 ......ccueiviiiiiiiieiiieieieee Xanthorhiza
B01.650.940.800.575.100.839......cccceruerueiiiiiniiirenreeeines Resedaceae
B01.650.940.800.575.100.840......c.ccceierierieiaiiiaieaieeens Rhamnaceae
B01.650.940.800.575.100.840. 111 ....coeviiviriiiiiinircicee Ceanothus
B01.650.940.800.575.100.840.133......ccuiiiiiieieienieresieieeenae Colubrina
B01.650.940.800.575.100.840.316.......cecervirieiriiriiricnieieieias Frangula
B01.650.940.800.575.100.840.408.........cccceoereieriniiiinieieianae Karwinskia
B01.650.940.800.575.100.840.666...........cccerveeriiririreieianns Rhamnus
B01.650.940.800.575.100.840.833.......ccciiiirieiniinienieieieeenae Ziziphus

B01.650.940.800.575.100.841.......cccveeeiieeeiiie e Rhizophoraceae
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B01.650.940.800.575.100.842........ccceouerueiiiiiiiireeieieees Rosales
B01.650.940.800.575.100.842.110....c.cceiireerieeeieeienieieieeanae Chrysobalanaceae
B01.650.940.800.575.100.842.222.........cocovieeiiiieeceeeeins Connaraceae
B01.650.940.800.575.100.842.249.......ccccoiinmiiiiiiiiieeae Crassulaceae
B01.650.940.800.575.100.842.249.249........cceoeiiiiiiiiriecnee Kalanchoe
B01.650.940.800.575.100.842.249.500........ccccoeiiereuiniinieieeeeanene Rhodiola
B01.650.940.800.575.100.842.249.750........ccceoerririninrereiereiene Sedum
B01.650.940.800.575.100.842.311.....oiiiiiiiiiiiiiiciceeeen Grossulariaceae
B01.650.940.800.575.100.842.311.500........ccccrerrrrinrinrirerenneens Ribes
B01.650.940.800.575.100.842.374......ccoiiiiiiiiiii e Hydrangeaceae
B01.650.940.800.575.100.842.374.500........cccccevrririninrireierniens Hydrangea
B01.650.940.800.575.100.842.500.......c.ccemereeerreriirienieieaeanas Rosaceae
B01.650.940.800.575.100.842.500.033........cceruerrrrinrinrereeenniene Agrimonia
B01.650.940.800.575.100.842.500.055........cccereieueauiiiinieieieeaeene Alchemilla
B01.650.940.800.575.100.842.500.177 .....cceruerueieiniiriireeeeeneiene Crataegus
B01.650.940.800.575.100.842.500.222........ccereieuieiiiaieieeeeaeens Eriobotrya
B01.650.940.800.575.100.842.500.244..........ccoevreiriiiirieenene Filipendula
B01.650.940.800.575.100.842.500.266...........coereeureuiniinieieeeeanens Fragaria
B01.650.940.800.575.100.842.500.288........c.coevriruiirinrereeeneene Geum
B01.650.940.800.575.100.842.500.444........ccceoevieiiiiiieeeeeee Malus
B01.650.940.800.575.100.842.500.522..........ccevvririiinreriierniene Photinia
B01.650.940.800.575.100.842.500.601........ccerueiereriiinieieieeaeene Potentilla
B01.650.940.800.575.100.842.500.625........c.ccoeveiriirinreeienniens Prunus
B01.650.940.800.575.100.842.500.625.250..........cceeeueiuenirnieineneaianne Prunus africana
B01.650.940.800.575.100.842.500.625.375........ccccoveiieieeiiniiiieeeeee Prunus armeniaca
B01.650.940.800.575.100.842.500.625.400..........cceeeeueiueiriereeeaiennenens Prunus avium
B01.650.940.800.575.100.842.500.625.450..........cccecuriiininrcieiinnienne Prunus domestica
B01.650.940.800.575.100.842.500.625.500.........c.cceeeuerueierieeiainiennanens Prunus dulcis
B01.650.940.800.575.100.842.500.625.750.........c.cceevrrrininriieininiene Prunus persica
B01.650.940.800.575.100.842.500.693........ccereeerrruiaiinieieieeaeens Pyracantha
B01.650.940.800.575.100.842.500.699........cccoerririnrinrireeerniene Pyrus
B01.650.940.800.575.100.842.500.724........ccereeeiaiaiaieeeeeaee Quillaja
B01.650.940.800.575.100.842.500.750........ccccrerririnrinrereienneens Rosa
B01.650.940.800.575.100.842.500.764........ccereieueaiaiaeeeeeaiene Rubus
B01.650.940.800.575.100.842.500.779.....cccoeruerrininrinrereeereiene Sanguisorba
B01.650.940.800.575.100.842.500.793.....c.coerieieriaiiienieeeeeaene Sorbus
B01.650.940.800.575.100.842.500.808...........cceovrurrirrinrireieinniene Spiraea
B01.650.940.800.575.100.842.750.......cccccererireiiriireiierieeanas Saxifragaceae
B01.650.940.800.575.100.842.750.500........c.ccoerrrrinrinrireierneene Heuchera
B01.650.940.800.575.100.850........ccerereeieiaiaienienienieens Rubiaceae

B01.650.940.800.575.100.850.200..........cccccevureriiriiniiiiinnnns Cephaelis
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B01.650.940.800.575.100.850.250.........cccemieemririiricnieieianas Cinchona
B01.650.940.800.575.100.850.275.......ceceririeeniiniiieenieieanas Coffea
B01.650.940.800.575.100.850.377......ccevvirrireeiriiriinicnieieiains Galium
B01.650.940.800.575.100.850.388.......c.cccererireriiriiriaiieieeanas Gardenia
B01.650.940.800.575.100.850.404.........cccovieerriririnieieeas Hamelia
B01.650.940.800.575.100.850.422.......c.cccemerieeeiniiiiieieanae Hedyotis
B01.650.940.800.575.100.850.555.........ccccevvieeeniniiricnicieieas Mitragyna
B01.650.940.800.575.100.850.566.........cceeereeerrerieriarieriaeanas Morinda
B01.650.940.800.575.100.850.611......ccevvirvirieininiiricicieeis Oldenlandia
B01.650.940.800.575.100.850.805.......c.cccererererririirierieieeanas Pausinystalia
B01.650.940.800.575.100.850.844..........ccoeerverrinircneieiaas Psychotria
B01.650.940.800.575.100.850.876.......ccceruerererreriirienierieeanas Rubia
B01.650.940.800.575.100.850.909.......ccccemiieeririirienieieiaas Uncaria
B01.650.940.800.575.100.850.909.500........cccreirrrruriuinieieiaeanens Cat's Claw
B01.650.940.800.575.100.875......ccccceruerueiiiiiiiireireeenes Rutaceae
B01.650.940.800.575.100.875.077 ....c.coveiueieeieieieeiiiesieieeenae Aegle
B01.650.940.800.575.100.875.155.......cocivvieiiniirincieeies Casimiroa
B01.650.940.800.575.100.875.177 ....cueiueieeiiieieieei e Citrus
B01.650.940.800.575.100.875.177.077 ...c.eoverveeeiiiiiiiereeeeeiene Citrus aurantiifolia
B01.650.940.800.575.100.875.177.538.....cceiereiaiiiiiaieeeeeee Citrus paradisi
B01.650.940.800.575.100.875.177.769.......ccocereieiriiiirereeniene Citrus sinensis
B01.650.940.800.575.100.875.216....c.ccueiuereeeeeeieniiriesieieeanas Clausena
B01.650.940.800.575.100.875.255.......ccocceviveeiriiniriiices Dictamnus
B01.650.940.800.575.100.875.333......ccuiiirieieieiinienienieieeenas Evodia
B01.650.940.800.575.100.875.666..........cccccereeerirririiieieiennas Murraya
B01.650.940.800.575.100.875.717 ....cuviuiiueiieieieceeeieieena Phellodendron
B01.650.940.800.575.100.875.733......cceiiruiieiniiniinicnieieeeis Pilocarpus
B01.650.940.800.575.100.875.755......ccceiirerieeeiniieieieanae Poncirus
B01.650.940.800.575.100.875.788........ccocervireeiriiriiricnieieies Ruta
B01.650.940.800.575.100.875.922.......ceiiririeiiiiiieieeenae Zanthoxylum
B01.650.940.800.575.100.881......ccocerverueiririiiiireireeeees Salicaceae
B01.650.940.800.575.100.881.666.........ccceeereeereriirierieieiannas Populus
B01.650.940.800.575.100.881.833.......cccirviieininiiricricieieis Salix
B01.650.940.800.575.100.882........cceiuerueieiaiiiiiaieaieeeens Salvadoraceae
B01.650.940.800.575.100.884.........c.ccoveveereeieiinieceeene Santalaceae
B01.650.940.800.575.100.884.666...........ccccereeerririiricrieieianas Pyrularia
B01.650.940.800.575.100.884.833.......c.cccevuieeeriiriirieiieeienas Santalum
B01.650.940.800.575.100.885........ccceierieieiaiiiiisienieieene Sapindaceae
B01.650.940.800.575.100.885.111....c.evvirvirviiciniriinicieieieie Blighia
B01.650.940.800.575.100.885.444........ccoiiieeiiiiieieenae Litchi

B01.650.940.800.575.100.885.722..........cocvvvmeriiiiniicics Paullinia
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B01.650.940.800.575.100.885.861.......cccevveeeeriiriiriciieieieis Sapindus
B01.650.940.800.575.100.886........cccerereeieeaniiiiaienienieens Sapotaceae
B01.650.940.800.575.100.886.500..........ccceveeeerirriirierieiaiannas Madhuca
B01.650.940.800.575.100.886.555.......c.ccceeereeeriiniirieiieieeanae Manilkara
B01.650.940.800.575.100.886.577......ccceeirvereeeriiriirienieieianeas Mimusops
B01.650.940.800.575.100.886.666...........ccccereeerreriirierieieianas Palaquium
B01.650.940.800.575.100.886.699..........cceeireeeriiriiriinieieianas Pouteria
B01.650.940.800.575.100.886.849.........ccceeerieeriiniiiiieieanae Synsepalum
B01.650.940.800.575.100.887 .......cceeveeereiieieeieneeene Sarraceniaceae
B01.650.940.800.575.100.888........cccererieieiaiiieiaienieieeans Saururaceae
B01.650.940.800.575.100.888.500..........ccceveeeerirriirierieieininas Houttuynia
B01.650.940.800.575.100.889.......cccccviiiiiiiiiiiciiieiies Schisandraceae
B01.650.940.800.575.100.889.500..........ccemveeeeriiriirierieieiannas Kadsura
B01.650.940.800.575.100.889.750.......cccererieieriniiieeiieiaianas Schisandra
B01.650.940.800.575.100.898........ccccoveveeieeieiiiieneeee, Simaroubaceae
B01.650.940.800.575.100.898.044.........cccooerieeniiiieieieenae Ailanthus
B01.650.940.800.575.100.898.111.....coevviiviniieiniriricieieieie Brucea
B01.650.940.800.575.100.898.333......cceiirieeeieiinienierieieeenas Eurycoma
B01.650.940.800.575.100.898.555.......c.cccovvieeeniiniiricicieieis Picrasma
B01.650.940.800.575.100.898.599.......cccererieiriiniiniesieieeanas Quassia
B01.650.940.800.575.100.898.799.......cocivvirieiriiriricnieieies Simarouba
B01.650.940.800.575.100.907.....cceiirierieieieiniesiesieieene Smilacaceae
B01.650.940.800.575.100.901.500........cccemuireeeriiriirienieieianeas Smilax
B01.650.940.800.575.100.905........ccceiirieieieiieaieaieeene Solanaceae
B01.650.940.800.575.100.905.049.........cccomieeimriririnieienaias Atropa
B01.650.940.800.575.100.905.049.222........cceoeieiiiiiieeeeee Atropa belladonna
B01.650.940.800.575.100.905.145.......ccoccemiriiinirircieeieias Capsicum
B01.650.940.800.575.100.905.166.......c.cceruerererririinierieieeanas Cestrum
B01.650.940.800.575.100.905.188.......cccemireeiriiriiricieieieins Datura
B01.650.940.800.575.100.905.188.550........ccerueieueruriiinieieiecanene Datura metel
B01.650.940.800.575.100.905.188.800.........ccccereerrenieieiieieeennes Datura stramonium
B01.650.940.800.575.100.905.202.......ccciiuerireriiniinieiieieeanas Duboisia
B01.650.940.800.575.100.905.274.......coccemireeeiirireneieeains Hyoscyamus
B01.650.940.800.575.100.905.310......ccutiuereerireeieeiinienieieeenas Lycium
B01.650.940.800.575.100.905.322........ccccviiiieiiiiiieiieeieee Lycopersicon esculentum
B01.650.940.800.575.100.905.347 ......cceiireieeeeiiiinieieieeenas Mandragora
B01.650.940.800.575.100.905.448.........cccoverieirinirineieiens Petunia
B01.650.940.800.575.100.905.499.......ccecirirmininiiniiieeeanae Physalis
B01.650.940.800.575.100.905.612.......cecimvireeiniiriiricieieiains Scopolia
B01.650.940.800.575.100.905.725.......ccocererieeniiniieiereanae Solanum

B01.650.940.800.575.100.905.725.610.....cccccevvieriiriieiieeieeeenn Solanum glaucophyllum
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B01.650.940.800.575.100.905.725.666..........cccveereiriieiieiieeneeane Solanum melongena
B01.650.940.800.575.100.905.725.699........cccereirurniiinieeieeaeene Solanum nigrum
B01.650.940.800.575.100.905.725.777 ......oeoveeiiieeieeeceeee e Solanum tuberosum
B01.650.940.800.575.100.905.900.......c.ccererererreriirierieieeanas Tobacco
B01.650.940.800.575.100.905.950.........cccervieeeriiriirierieieieas Withania
B01.650.940.800.575.100.910......ccceeeiiiiiiiiiiiic e Stemonaceae
B01.650.940.800.575.100.915.......ccviiiiiiiiieieceeeeeee Sterculiaceae
B01.650.940.800.575.100.915.144 .....ocoiiiiiiiiiii e Cacao
B01.650.940.800.575.100.915.166.......cccervireeeririiriciieieienas Cola
B01.650.940.800.575.100.915.583......ccueiuirieieieierienienieieeanae Sterculia
B01.650.940.800.575.100.920........cccciviriiaiiiiiiciiceieeis Styracaceae
B01.650.940.800.575.100.920.777 ....c.oeviiueniieieieiinenieeeenas Styrax
B01.650.940.800.575.100.924.........c.cooveveeieiieiieieceeee, Tamaricaceae
B01.650.940.800.575.100.928........ccceierieieiaiiiaieieieene Theales
B01.650.940.800.575.100.928.124........c.ocvviieiiiiiriieeis Actinidiaceae
B01.650.940.800.575.100.928.124.500........ccccoeieurriiinieieieeaeene Actinidia
B01.650.940.800.575.100.928.249.........ccccoviierrirircnieieeas Clusiaceae
B01.650.940.800.575.100.928.249.166........c.creeeurruiieenieieeeeaiene Calophyllum
B01.650.940.800.575.100.928.249.249........cccoeiiiiiiriiriieeeee Clusia
B01.650.940.800.575.100.928.249.333.....c..ccerieieriniiiiieeeeeiee Garcinia
B01.650.940.800.575.100.928.249.333.200.......c.c0ccvecvrurrriniireeeinnnienne Garcinia cambogia
B01.650.940.800.575.100.928.249.333.400........cccceeeueiresriieieenenieeas Garcinia kola
B01.650.940.800.575.100.928.249.333.600..........cccervirireeiriaiienieeieens Garcinia mangostana
B01.650.940.800.575.100.928.249.500........ccccoeieriruiriinieieieeanene Hypericum
B01.650.940.800.575.100.928.249.750........ccccruerririnrinrereenniene Mammea
B01.650.940.800.575.100.928.374.....ccceieeiiiieeaiieeeee e Dipterocarpaceae
B01.650.940.800.575.100.928.500..........cccerveeeerirriirierieieiannas Theaceae
B01.650.940.800.575.100.928.500.500........ccccreeemrrurriinieieieeaeens Camellia
B01.650.940.800.575.100.928.500.500.500.........c.cc0evrurrreneireieinirnienne Camellia sinensis
B01.650.940.800.575.100.932......ccitiuerieieieiiieaiesieieens Thymelaeaceae
B01.650.940.800.575.100.932.500.........ccemveeeeriiriirienieieeaneas Daphne
B01.650.940.800.575.100.932.909.......ceiiririeiainiiieieieanae Wikstroemia
B01.650.940.800.575.100.938........cccerermeirininiinrenriieenes Tiliaceae
B01.650.940.800.575.100.938.144.......cooiiiieiiiiiieeeeene Corchorus
B01.650.940.800.575.100.938.333......ccciirviieiniiriinienieieieis Grewia
B01.650.940.800.575.100.938.777 ....cueeuiiueiiieeeieeiinieseieeenas Tilia
B01.650.940.800.575.100.938.888.........cccceeireeeriiriricrieieieias Triumfetta
B01.650.940.800.575.100.942........ccoviiiiiiieiiieeeiee e Tropaeolaceae
B01.650.940.800.575.100.942.500.........ccceeieeeririirierieienannas Tropaeolum
B01.650.940.800.575.100.947 .....cceiiiirieiiiaiiieaeaeeene Turnera

B01.650.940.800.575.100.948.........cocoimiiiiiiiiicicns Typhaceae
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B01.650.940.800.575.100.949.......ccceririeiiiiiiiieireeenes Ulmaceae
B01.650.940.800.575.100.949.777 ....cueiuiiiiieieiei e Trema
B01.650.940.800.575.100.949.888.........ccceverveeririirinieieieas Ulmus
B01.650.940.800.575.100.950........ccceruereeieiaiaieaienieieeens Urticaceae
B01.650.940.800.575.100.950.077......ccovvimvireeiniiriirieiieieieneas Boehmeria
B01.650.940.800.575.100.950.777 ....c.eeuiiuiieieeniinienienieieeanas Parietaria
B01.650.940.800.575.100.950.888.........ccceeeveeriiririinieieinias Urtica dioica
B01.650.940.800.575.100.955........cccociiiiiiiiiiiciceies Valerianaceae
B01.650.940.800.575.100.955.443.......c.ccemvireeinirincieieeias Nardostachys
B01.650.940.800.575.100.955.665.........ccceoereeriniiriiiieieeanas Patrinia
B01.650.940.800.575.100.955.888.........cccceviieeriiririinieieieins Valerian
B01.650.940.800.575.100.955.944.........ccoiinieeiinineieeenae Valerianella
B01.650.940.800.575.100.962........ccccouerueierniniarenrenenes Violaceae
B01.650.940.800.575.100.962.888.........ccceeerieerieriirierieieianas Viola
B01.650.940.800.575.100.965........ccceoerveirinininreirinenes Vitaceae
B01.650.940.800.575.100.965.044.........cccoooinimiireniiiieieanae Ampelopsis
B01.650.940.800.575.100.965.272.......ccoccemvireeeriririerieieiannns Cissus
B01.650.940.800.575.100.965.500.......c.ccererererrerierierieriaeanas Vitis
B01.650.940.800.575.100.970......ccccceruerueiiiiiniarenreeenes Winteraceae
B01.650.940.800.575.100.970.199......cciiiiiiiiniiiieeeieeee Drimys
B01.650.940.800.575.100.970.599.......cocimviieiririiricnieieieis Pseudowintera
B01.650.940.800.575.100.975.....cceiiiereieieiieaiesieeene Zingiberales
B01.650.940.800.575.100.975.124.......cooiiiiiiiiniicicees Costus
B01.650.940.800.575.100.975.323......ccutiuiriiieieienieniesieieeanas Heliconiaceae
B01.650.940.800.575.100.975.522......ccccimvieeiniiriirienieieiains Marantaceae
B01.650.940.800.575.100.975.555.......ceiiiirieieinieieieeeenae Musaceae
B01.650.940.800.575.100.975.555.500........cccccevririnrinrireierneene Musa
B01.650.940.800.575.100.975.727 ....coeeuiiueiieieieiieeeeeeenae Strelitziaceae
B01.650.940.800.575.100.975.900.......cccccemireeeriiriiricrieieiainas Zingiberaceae
B01.650.940.800.575.100.975.900.033.....c..ccerieieiraiiienieieeeeeiee Alpinia
B01.650.940.800.575.100.975.900.099........ccererririnriirireieeneene Amomum
B01.650.940.800.575.100.975.900.166........cccereeerrruriinieieieeaeene Curcuma
B01.650.940.800.575.100.975.900.333.......cceruerriniirenreieeeeeeene Elettaria
B01.650.940.800.575.100.975.900.444........coooeieiiiiiieeeee Ginger
B01.650.940.800.575.100.987......cccoeeiviiiiaiieiiic e Zygophyllaceae
B01.650.940.800.575.100.987.088.........ccceeereeiriniririieieeanas Balanites
B01.650.940.800.575.100.987.277 ......occevimueeeiriinirienieieeais Guaiacum
B01.650.940.800.575.100.987.399.......cceiiririeieieniinierieieanas Larrea
B01.650.940.800.575.100.987.699.......cccccovvirieieririricneieieias Peganum
B01.650.940.800.575.100.987.849.......cccccomereieiiniriieieanae Tribulus

B01.650.940.800.575.100.987.924............ccovvrieiiiiiniics Zygophyllum
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B01.650.940.800.575.118....ccueiiiiiiiiiieieeee e Anthocerotophyta
B01.650.940.800.575.137 ....cueoiieiieeicieeee e Bryophyta
B01.650.940.800.575.137.500........cccccerueirininiinrinrinenes Bryopsida
B01.650.940.800.575.137.750.....cccccererieieiainieaiesieieens Sphagnopsida
B01.650.940.800.575.175....c.cccoviiiriceieircneiee Equisetum
B01.650.940.800.575.400......ccccueeiiiiiaaiiiieaiieeeeiennn Gymnosperms
B01.650.940.800.575.400.122........ccceruermeiiiiiiiireareeenes Coniferophyta
B01.650.940.800.575.400.122.166.......c.ccerereeeereaiirieieerieeanas Cephalotaxus
B01.650.940.800.575.400.122.188......cccvveeeirireeeieeeeeieee e Cupressaceae
B01.650.940.800.575.400.122.188.199.....c..coerieieiaiiiieeeeeee Chamaecyparis
B01.650.940.800.575.400.122.188.266...........coevrrriiriirereeeriene Cupressus
B01.650.940.800.575.400.122.188.500........cccrerierrrurieirieieieeanene Juniperus
B01.650.940.800.575.400.122.188.599........ccccrerrininiiirieeceiene Libocedrus
B01.650.940.800.575.400.122.188.799.....c.coerieieiaiiieieeeeeaiee Thuja
B01.650.940.800.575.400.122.666..........cceereeerirririirieieianns Pinaceae
B01.650.940.800.575.400.122.666.033........ccereierrruinienieieeeeeens Abies
B01.650.940.800.575.400.122.666.222...........cceoveirinriarireeeriene Cedrus
B01.650.940.800.575.400.122.666.444........c.ceoeeeiiiiiieeeee Larix
B01.650.940.800.575.400.122.666.755........c.ccoeverriirinrereienniens Picea
B01.650.940.800.575.400.122.666.777 .....cccerereeiaiaiaiaieeeeeeanene Pinus
B01.650.940.800.575.400.122.666.777.600..........ccecvrrriniieecnrinienne Pinus ponderosa
B01.650.940.800.575.400.122.666.777.744.......cceieeeiiiieeieeeeee Pinus sylvestris
B01.650.940.800.575.400.122.666.777.888.......ccccecvrririniieeieinene Pinus taeda
B01.650.940.800.575.400.122.666.984..........ccoereeurriiiiieieeaeaeene Pseudotsuga
B01.650.940.800.575.400.122.666.992..........coevrrrinrinrereieriens Tsuga
B01.650.940.800.575.400.122.833......ccecirueieeieienieniesieieeenas Taxaceae
B01.650.940.800.575.400.122.833.500........cccccevrurrinrinrireeenneens Taxus
B01.650.940.800.575.400.122.855.......ccocceierieeniiniiniieeenae Taxodiaceae
B01.650.940.800.575.400.122.855.166........c.coveveuiruiiriirereecniene Cryptomeria
B01.650.940.800.575.400.122.855.177 ....eoueiuerieieieiieeeeeeee Cunninghamia
B01.650.940.800.575.400.122.855.777 .....ccererueiiiiiiiareeeeeiee Sequoia
B01.650.940.800.575.400.122.855.788.......cccereieriaiiiaieieeeeeiene Sequoiadendron
B01.650.940.800.575.400.122.855.833........ccerveiririirinreceeeie Taxodium
B01.650.940.800.575.400.186........ccceruereeiaiaiaiiaienieneeens Cycadophyta
B01.650.940.800.575.400.186.199.......cecirviieirirircieieieis Cycas
B01.650.940.800.575.400.186.955.........ccceienieerenireieieanae Zamiaceae
B01.650.940.800.575.400.300........cccccerueieininiinrenrieenes Ginkgo biloba
B01.650.940.800.575.400.344........ccceiiiieiiiiiiiaeeeene Gnetophyta
B01.650.940.800.575.400.344.222.........cccovirieieriiiniieieiaas Ephedra
B01.650.940.800.575.400.344.222.500........cccccerieuraiiinienieieeanene Ephedra sinica

B01.650.940.800.575.400.344.333........ccccociiimiiniiiiniciee Gnetum
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B01.650.940.800.575.462........cccoviiviveiieiniicneiees Hepatophyta
B01.650.940.800.575.462.500........ccccceruerieiaiiinienienieens Frullania
B01.650.940.800.575.462.750........cccereruerieininiirinrenenes Marchantia
B01.650.940.800.575.525......cccciiiiiiiieiiieeeeeee Lycopodiaceae
B01.650.940.800.575.525.333......cccceiuirieiiiniiiiesreeeees Huperzia
B01.650.940.800.575.525.666........ccccerueieiaiiiaienieieens Lycopodium
B01.650.940.800.575.825........cccoueiriiiiieieeieeieee Selaginellaceae
B01.650.940.900.........cccooeiiiiiiiiiciicceee Tracheobionta
B01.650.940.900.500........cccccvrmimrinrirerirnienieneenns Pteridophyta
B01.650.940.900.500.750.......ccccemereeeriereeiirienesieneas Ferns
B01.650.940.900.500.750.199.......cccviiiiieiieieieeieceeeene Dennstaedtiaceae
B01.650.940.900.500.750.199.666.........ccerereeerrerierirrieieianas Pteridium
B01.650.940.900.500.750.222.........ccciviiiieiieiiieiieeieens Dryopteridaceae
B01.650.940.900.500.750.222.222.........cccemeireiiriinieiieieeanas Dryopteris
B01.650.940.900.500.750.222.611......ccveiviivieiiniriincnieeiei Polystichum
B01.650.940.900.500.750.461......ccoereerieieiaiiiaiesieieeene Marsileaceae
B01.650.940.900.500.750.700........ccccrermeierniniinrenrenenes Polypodiaceae
B01.650.940.900.500.750.700.666..........ccceereeerrerierienieriaianas Polypodium
B01.650.940.900.500.750.750........cccererueieininiinrenrenenes Pteridaceae
B01.650.940.900.500.750.750.044.........cccominimieninineieieeanas Adiantum
B01.650.940.900.500.750.750.666..........cccereeerirririenieieianas Pteris
BO1.675. ..o Retortamonadidae
BO1.680....c..cceeiiiieiiieeeee Rhizaria
B01.680.150......cccceiiiiiiiiiiieciieeccie Cercozoa
B01.680.150.600........cccceveiiiireiiiieeiiieee e Plasmodiophorida
B01.680.275......cciiiiiiiiiiiiieiec Foraminifera
B01.680.400.......cccccieeiiireeiiieeeiee e Haplosporida

BO1.750. e Stramenopiles
B01.750.150......cciiiiiiiiieeiieeieeieeeee Chrysophyta
B01.750.150.600.........ccceeiiiiiiiiiciiceieee Ochromonas
B01.750.600.......cccceiiiiriiiiieiiieneeiieene Phaeophyta
B01.750.600.040......c.ccceieriiiriinieieiaiaieens Ascophyllum
B01.750.600.212......ccueiiiiiiiinicicieiiesiene Fucus
B01.750.600.425.......ccoeieiiiiieeieeaeine Kelp
B01.750.600.450........cccceiiriiiiiieiiieeee Laminaria
B01.750.600.480......ccccuiiiiiiiieaiiiee e Macrocystis
B01.750.600.725........cooiiiiiiiiieiieeee e Sargassum
B01.750.600.800......c.ccoueeereriirieieieiaiaieens Undaria
B01.750.875.....c.ooiiiieieeeee Diatoms
B01.750.937....ooeiiieeieee e Oomycetes

B01.750.937.050.......ccccoiviiiiiriiiiccie Achlya
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B01.750.937.075. ..o Aphanomyces
B01.750.937.500......ccccieeeririirienieieieeaieens Lagenidium
B01.750.937.710.c..ceeeiiieeeee e Peronospora
B01.750.937.715..ccueiieeieceeeeeeee Phytophthora
B01.750.937.715.600........cccceiviiiiiiiieiieiieesieene Phytophthora infestans
B01.750.937.750......cceieeeeiieiseeeeeeaeine Pythium
B01.750.937.825........oiiieiieeeee e Saprolegnia

BO2.. . Archaea

B02.050......ccoiiiiiiiiiieeee e Blood-Borne Pathogens

B02.075. ..o Crenarchaeota
B02.075.200........cccceciiiiiiiiiiiiiciiee Desulfurococcales
B02.075.200.500........ccccieiiiiiiiiieiie e Desulfurococcaceae
B02.075.200.500.080.......cccceveiiiiiriiiiieeeiiieeeeen Aeropyrum
B02.075.200.650......ccccuiieaiiiieeiieee e Pyrodictiaceae
B02.075.725.....c..coiiiiieeeee Sulfolobales
B02.075.725.725.....c..oiiiiiiiic Sulfolobaceae
B02.075.725.725.030.....c.cccumiriiireriiceereie e Acidianus
B02.075.725.725.725.....ccocieiiiieeeeeee e Sulfolobus
B02.075.725.725.725.070.......ccccoviiiiiiiiiiciecce Sulfolobus acidocaldarius
B02.075.725.725.725.800.......ccccciieieeeeeeeieenesiena Sulfolobus solfataricus
B02.075.800......ccccceiiiiiiiieeeieiiiiieeee e Thermoproteales
B02.075.800.780........ccocuieiiiiiiiiieiiceeee Thermofilaceae
B02.075.800.800........c.cucereeeeiiiiiiiieeee e Thermoproteaceae
B02.075.800.800.650........ccccvruiriiieireeieeieeie e Pyrobaculum
B02.075.800.800.800.......ccccccvrrireeeeeiiiiiiieeeeeennns Thermoproteus
B02.200......coiiiiiiiiiiee e Euryarchaeota
B02.200.080......ccciuiieiiiiieeiiee e Archaeoglobales
B02.200.080.080......ccciiieeaiiiieeiieee e Archaeoglobus
B02.200.080.080.100........cccemrierieeiiieiieeieenieeens Archaeoglobus fulgidus
B02.200.400.......ccceeiiiiiiiiieiiieieeeee Halobacteriales
B02.200.400.400.........cccooiiiiiiiiiiiciirieeee, Halobacteriaceae
B02.200.400.400.400........ccceovmuirerieieeeieaieeee s Haloarcula
B02.200.400.400.400.410.......cccvrmeiiiieieieeeseeeee Haloarcula marismortui
B02.200.400.400.410.....cceiieiiiieeieieeeieeee e Halobacterium
B02.200.400.400.410.450.......ccccocueiiiieiieeieneeee Halobacterium salinarum
B02.200.400.400.420........ccoeeiuiiiiiniieiiieiiesie e Halococcus
B02.200.400.400.440........cccecvriiriirierernie e Haloferax
B02.200.400.400.440.500........ccccceiiiimiiriiinierieene. Haloferax mediterranei
B02.200.400.400.440.900.........cccceeiiriiiniiiiiiieiien. Haloferax volcanii
B02.200.400.400.445........ccoeoiiiiiiieeeeee e Halorubrum

B02.200.400.400.550......ccccoiiviiiiiieeeiiiiiieeee e Natronobacterium
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B02.200.400.400.560........cccccoiviiriiiiiiiiiieiis Natronococcus
B02.200.492.......ccciiiiiiiiiieee Methanobacteriales
B02.200.492.500.........ccccoeiiiiiiiiiiciiiieen Methanobacteriaceae
B02.200.492.500.500........c.cccciiiiiiiiieiieiieesees Methanobacterium
B02.200.492.500.515.......cccviiiiiiiieiiieee e Methanobrevibacter
B02.200.538.......ccceiiiiiiiiiieeee Methanococcales
B02.200.538.262...........cceeviiiiiiiiiie Methanocaldococcaceae
B02.200.538.262.500.........c.ccccuiiiiiiiiiiiiiiieeeee Methanocaldococcus
B02.200.538.525.........cccooiiiiiiii Methanococcaceae
B02.200.538.525.500.........c.ccccviiiiiiiiiiiiiiieeees Methanococcus
B02.200.705.......cccoiiiiiiiicciieee Methanomicrobiales
B02.200.705.500........ccccieiiiiiiiiiiciiceieee Methanomicrobiaceae
B02.200.705.750.......ccveiieeeeeeiiiieeee e Methanospirillum
B02.200.765.......ccceiiiiiiiiiieiieee Methanosarcinales
B02.200.765.550........ccccceiiiiiiiiiiiciiiee Methanosarcinaceae
B02.200.765.550.550........c.ccccuiiiiiiiiiiiiiieeee Methanosarcina
B02.200.765.550.550.200.........ccccccciriiiiiiiiiiciien, Methanosarcina barkeri
B02.200.825.......ccceiiiiiiiiiieeee Thermococcales
B02.200.825.800..........ccceiiiiiiiiiiiiiicee, Thermococcaceae
B02.200.825.800.650.......cccueieiiiiieiiieeeiiiee e Pyrococcus
B02.200.825.800.650.020........cccereeriireiiiiieeiieeeien Pyrococcus abyssi
B02.200.825.800.650.300.......cccuveeeiiiiaaiiieeaiieeeeieeann Pyrococcus furiosus
B02.200.825.800.650.400........cceeeiririeiiiiieeireeeieenn Pyrococcus horikoshii
B02.200.825.800.800.........c.ccccuiiiuieiiieiiiiiieseee Thermococcus
B02.200.850......cccceiiiiiiiieeeeiiiiiieeee e Thermoplasmales
B02.200.850.800......ccccueieaiiiieeiiiae e Thermoplasma
B02.500.......ccciiiiiiiiiiiic Korarchaeota
B02.600.........coiieiiiiiiiiiccee Nanoarchaeota

BO3.. Bacteria
B03.026........ooeiiiiiiiiiee Acidobacteria
B03.054.....ooiiieie Agricultural Inoculants

BO3.110. e Atypical Bacterial Forms
B03.110.422......ooiiiiiiieee e L Forms

B03.110.761 e Spheroplasts
B03.120...cciiiieieiieeeee e Bacteria, Aerobic

B03.130. ... Bacteria, Anaerobic
B03.140....ciiiiiiieeee e Bacteroidetes
B03.140.094......cociiiiiiiiiieiece Bacteroidaceae
B03.140.094.152.......ccviiiiieiiieece e Bacteroides
B03.140.094.152.400.......cccceiiiiiiaaiiieeeeiiee e Bacteroides fragilis

B03.140.094.625.........cccveiiiiiieiiiee e Porphyromonas
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B03.140.094.625.350........cceiviemiieiiieiieeieeniee e Porphyromonas endodontalis
B03.140.094.625.515......cciiiiieiiieeeee e Porphyromonas gingivalis
B03.140.094.640........ccociiiiiiiieieeeee Prevotella
B03.140.094.640.375......ccccoiiiiiiiiiiieiiieieeeee Prevotella intermedia
B03.140.094.640.500........cccccoviimiiiiieiiiiiieenieeane Prevotella melaninogenica
B03.140.094.640.550.......cccceiiiiiiiiiiiieeiiiee e Prevotella nigrescens
B03.140.094.640.700........cccceivrieiiieeieseeeene Prevotella ruminicola
B03.140.130....ceeeiiiieeeiiiieeee e Cytophagaceae
B03.140.130.150.....cueiiiieiiieieecie e Cytophaga
B03.140.130.200......ccceieemeeririirieieieeeeaieens Flexibacter
B03.140.190.......ciiiiiieiceeeee e Flavobacteriaceae
B03.140.190.100......cceiiiieiiieeeiee e Capnocytophaga
B03.140.190.120.....ccueiiiieiiieieeceee e Chryseobacterium
B03.140.190.250........ccoiiiiiiiiiiicic e Flavobacterium
B03.140.190.600........cccccveiireeieieieeeeee Ornithobacterium
B03.140.190.700......ccceieeeerreiiriesieieeeeaieens Riemerella
B03.140.190.800........cccecveiirriireiece e Tenacibaculum
B03.140.600.......ccceeiiiiiiiiieciieieeiee Pedobacter
B03.140.750.......ccoiiiieieiieec e Rhodothermus
B03.140.800......ccciiiieiiiiieeiiee e Sphingobacterium

BO3.165. ... Blood-Borne Pathogens
B03.250......ccueeeeeieeieeieeie e Chlorobi
B03.250.140.......ccoiiiiieiecieeee e Chlorobium

B03.275....cee et Chloroflexi
B03.275.150.......ccoeiiiiiecieee e Chloroflexus
B03.280.....eeiiiiiieeiee e Cyanobacteria
B03.280.100.......ccceeiiiieeiieeecceee e Anabaena
B03.280.100.150.....ccceiiiieeiiieeeiiee e Anabaena cylindrica
B03.280.100.300......cccccuireeiiereeiiieecieee e Anabaena flos-aquae
B03.280.100.900........ccccieiiiiiiiiieie e Anabaena variabilis
B03.280.110..ceeee e Aphanizomenon

B03.280.200......cci e Cyanothece

B03.280.210..c.ceee e Cylindrospermopsis
B03.280.500......ccciiieiiiiieeieee e Microcystis
B03.280.550.......cccueiriiriiireieieeeee e Nodularia

B03.280.575... ..o Nostoc
B03.280.575.150.......ccciiiiiiiiiiiieeceeee e Nostoc commune
B03.280.575.500........ccccieiiiiiiiiiieiceeee Nostoc muscorum
B03.280.612.......ciiiecieeceeee e Oscillatoria
B03.280.650.......ccceeiiiiriiiiieciieec Plectonema

B03.280.697......ccevieeeeeeeee e Spirulina
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B03.280.745......ccoiiiiiiiiiiee Synechococcus
B03.280.750.....cceiiiiieiiiieeee e Synechocystis

B03.300.....cciiiiieiiiiee e Endospore-Forming Bacteria
B03.300.390......ceiiiiiieiiiieeiee e Gram-Positive Endospore-Forming Bacteria
B03.300.390.400.......ccccmiiiiiiieiiiiee e Gram-Positive Endospore-Forming Rods
B03.300.390.400.158.....c.cciieuieririerieireeieeie e Bacillaceae
B03.300.390.400.158.108........ccoeimvireecieienirienesrene Anoxybacillus
B03.300.390.400.158.218.....c.cceiuirieieiiieieeieee e Bacillus
B03.300.390.400.158.218.151......eooeiieeieceeeeceeee e Bacillus anthracis
B03.300.390.400.158.218.252......ccecerueeeieiiaieaieaieaieeeenene Bacillus cereus
B03.300.390.400.158.218.500......c..cceruvrriieiiieaiieiieeieeis Bacillus megaterium
B03.300.390.400.158.218.725......ccoeieieeieieieeeeeeieeene Bacillus subtilis
B03.300.390.400.158.218.800......c..cceruvrriieiiieiiienieeeieeis Bacillus thuringiensis
B03.300.390.400.158.400.......c.ccemereeeeeereaieriereneeneas Geobacillus
B03.300.390.400.158.400.400........ccceeeeriireeeiiireeiieeeeieennn Geobacillus stearothermophilus
B03.300.390.400.158.600.......c.cccerverreieiareeiirieriesieneas Halobacillus
B03.300.390.400.158.900........cccemremreeeeeieriirienienrennas Virgibacillus
B03.300.390.400.160........ccuereuiieeriiieeeieaie e Brevibacillus
B03.300.390.400.200........cccecuruiiriririreieneesee s Clostridium
B03.300.390.400.200.025.......cccireieeieieeeieeiene e Clostridium acetobutylicum
B03.300.390.400.200.100.......ccccimremreeeeeieririerienienas Clostridium beijerinckii
B03.300.390.400.200.130.......0eeiiiiiiiiiieciieeiee e Clostridium bifermentans
B03.300.390.400.200.160.......cccceverirreeeieeienieeeene Clostridium botulinum
B03.300.390.400.200.160.050........ccceruereeearianeaieaieneeneeens Clostridium botulinum type A
B03.300.390.400.200.160.100......c.cccererrrianiieiiierieeeieees Clostridium botulinum type B
B03.300.390.400.200.160.150........ccceruereeieianeaieaieaieseeens Clostridium botulinum type C
B03.300.390.400.200.160.200.........ccervrrreeniieaiieiieeieens Clostridium botulinum type D
B03.300.390.400.200.160.250........ccceruereeeeianeaieaeenieneeene Clostridium botulinum type E
B03.300.390.400.200.160.300......c..ccevurrrraniieaiierieeeieees Clostridium botulinum type F
B03.300.390.400.200.160.350........ccceruereeierianeaieaieneeneeens Clostridium botulinum type G
B03.300.390.400.200.180.......0ceiieiiiiiiieniieeiee e Clostridium butyricum
B03.300.390.400.200.200.......ccceruereeeeeeneeienienieseenea Clostridium cellulolyticum
B03.300.390.400.200.205.........cccceeiiiiiiiiiiiiece, Clostridium cellulovorans
B03.300.390.400.200.215.....c.cceiuiieeieieieieeieeie e Clostridium chauvoei
B03.300.390.400.200.250........cccemrimreeeieieniirienienrenas Clostridium difficile
B03.300.390.400.200.412.....c.ccueiuiiieieieieieeieee e Clostridium histolyticum
B03.300.390.400.200.493.......ccooiiiiricieenire e Clostridium kluyveri
B03.300.390.400.200.575.....ccciiiiieiiieeeiiiee e Clostridium perfringens
B03.300.390.400.200.690.........cuueeeeeeiiniiiieeeeeeeiiieees Clostridium septicum
B03.300.390.400.200.700.......cceereaeeeeeeneeiirieneneenea Clostridium sordellii

B03.300.390.400.200.710.......cccciiiriiririniiciciene Clostridium sticklandii
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B03.300.390.400.200.713....cctiiiiiaiieeieesee e Clostridium symbiosum
B03.300.390.400.200.722.......ccciuiieiieeiieieeieienie e Clostridium tertium
B03.300.390.400.200.725.......ccocimiireeiieinirienenienas Clostridium tetani
B03.300.390.400.200.740.....cccciiieeiiieaaiiiee e Clostridium tetanomorphum
B03.300.390.400.200.770.......c.ccccuiiiiriiiiiciie e, Clostridium thermocellum
B03.300.390.400.200.800.......c.ccuervereeeeeerenierienieneenea Clostridium tyrobutyricum
B03.300.390.400.500.......cccccivriireeeeeiiiiiieeeeeeens Micromonosporaceae
B03.300.390.400.500.500.......cccueeeiiiiaiiiieeaiiee e Micromonospora
B03.300.390.400.525........ccecvruiirirircrirsie e Moorella
B03.300.390.400.645........ccoeiiuirieieieieeee e Paenibacillus
B03.300.390.400.790......cccceiiiiiiieaeeeiiiiiiieee e Saccharopolyspora
B03.300.390.400.800......ccccueieiiiieeiiieae e Staphylococcaceae
B03.300.390.400.800.750......ccccvreerriieaiiieeireeeieen Staphylococcus
B03.300.390.400.800.750.100.....cccccuveeaiiireaiiieeaiieeeeeeennn Staphylococcus aureus
B03.300.390.400.800.750.100.500........cccceemurerirrireiieenieenieen Methicillin-Resistant Staphylococcus aureus
B03.300.390.400.800.750.343.....cccccveeiiiieeiieeeiiee e Staphylococcus epidermidis
B03.300.390.400.800.750.400.......ccccveeemirieiiiieaiieeeeieeenn Staphylococcus haemolyticus
B03.300.390.400.800.750.425.......ccceeeiiiiiaaiieeeiee e Staphylococcus hominis
B03.300.390.400.800.750.435.......cccvieeiiiieeiiieeiiee e Staphylococcus hyicus
B03.300.390.400.800.750.445........ccoeeiiiiieaiieeaiee e Staphylococcus intermedius
B03.300.390.400.800.750.500.......ccccveemririeniiieaiieeeeieeenn Staphylococcus lugdunensis
B03.300.390.400.800.750.750.....c.ccceeeaiiiraaiiieeaiiee e Staphylococcus saprophyticus
B03.300.390.400.810......cccveiriiiiieiiieiie e Streptomycetaceae
B03.300.390.400.810.768......ccccveeeiiieeaiiee e Streptomyces
B03.300.390.400.810.768.100......c..ccevvrrrieniieiiieiieeieens Streptomyces antibioticus
B03.300.390.400.810.768.125.....ccccceeeaiiieeiieeeeee e Streptomyces aureofaciens
B03.300.390.400.810.768.200..........cccvirrieriieiiieiieeieens Streptomyces coelicolor
B03.300.390.400.810.768.375.....ccccieeeaiiieeiieeeiee e Streptomyces griseus
B03.300.390.400.810.768.500..........cccvirreeiiieiiieiieeieens Streptomyces lividans
B03.300.390.400.810.768.750.....c.ccceeeaiiiraaiiieeaiiee e Streptomyces rimosus
B03.300.390.650..........cccoeiiiiiiiiiiciiiiee Pasteuria
B03.300.390.825......cccoiiieiiiieeee e Sporosarcina

B03.353. ... Firmicutes
B03.353.250......cccoiiiiiiiiiiieieee Acidaminococcus
B03.353.500.......ccceiimiriiireiiierreeeee Bacillales
B03.353.500.050......ccccoeeereriiriiieieieieaieene Alicyclobacillus
B03.353.500.100.......cccceviiieieiieieieeeeeee Bacillaceae
B03.353.500.100.108.......ccoveuraurrieieereeieaieeeeseens Anoxybacillus
B03.353.500.100.218.....cccoiririiireiceceeieeie e Bacillus

B03.353.500.100.218.157 ..o Bacillus anthracis

B03.353.500.100.218.252......ccccvvieeeiieeeieeee e Bacillus cereus
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B03.353.500.100.218.500........cccuiiriiiiieiieeiee e Bacillus megaterium
B03.353.500.100.218.725.......ceiiieeiieeecee e Bacillus subtilis
B03.353.500.100.218.800........cccueiriirriieiieaiee e Bacillus thuringiensis
B03.353.500.100.400........cccerauiriirieeeeeieaieaeeneens Geobacillus
B03.353.500.100.400.400.......ccccueeeiirieeeiiieeeiieeeeieenn Geobacillus stearothermophilus
B03.353.500.100.425........ccoeiaiiiieieieeeieeie e Halobacillus
B03.353.500.117...ccuviiiiiiiieeeee e Brevibacillus
B03.353.500.120......ccueieeierericrierieieieeaieens Brochothrix
B03.353.500.310.....cccueueiriiriirieieieieieaieenne Gemella
B03.353.500.500......c.cciueeereriiniiieieieeaieaens Listeria
B03.353.500.500.500.......ccccuviiiiiriiiiiiieeniieeeenn Listeria monocytogenes
B03.353.500.645.........cceieeiiiiieeeeeene Paenibacillus
B03.353.500.650.........cccceiuiiiiiiiiiiiicee Pasteuria
B03.353.500.700........ccccieiiiiiiiiiieiie e Planococcaceae
B03.353.500.700.700......ccccemirriiieeeeeiiiiiieeeeeenens Sporosarcina
B03.353.500.750.....ccceiiiiiiiiiieeiiie e Staphylococcaceae
B03.353.500.750.750......ccccuiieiiiiieiiieeeiiiee e Staphylococcus
B03.353.500.750.750.100.....cccccueeeiiieaeiiiee e Staphylococcus aureus
B03.353.500.750.750.100.500........cccerviriiaiiieaiieiieeieees Methicillin-Resistant Staphylococcus aureus
B03.353.500.750.750.343.....ccciiiiieiieeiee e Staphylococcus epidermidis
B03.353.500.750.750.400.......ccccureiiiiieiiiieeiieeeien Staphylococcus haemolyticus
B03.353.500.750.750.425......cccciiieiiieaiee e Staphylococcus hominis
B03.353.500.750.750.435......ccccviiiiiiieiiiieeeeee Staphylococcus hyicus
B03.353.500.750.750.445.......cccveiiiiieeieeee e Staphylococcus intermedius
B03.353.500.750.750.500.......ccccereiririaiiiieeiieeeienn Staphylococcus lugdunensis
B03.353.500.750.750.750.....cccciueieiiiieaiiieeeiie e Staphylococcus saprophyticus
B03.353.500.875......ccoiiiiiiiiiieeieee e Thermoactinomyces
B03.353.625......cccoiiiiiiiiiie Clostridiales
B03.353.625.250......c.cccceieiiriinieieeieeeiene Butyrivibrio
B03.353.625.500......cc0ciueeereriinieieieeaieaieanne Clostridium
B03.353.625.500.025.......cccvviiiiiiieiiieeeee e Clostridium acetobutylicum
B03.353.625.500.100........ccceieuirieieieeeieaieeee s Clostridium beijerinckii
B03.353.625.500.130......ccccvrieiirieieieeieeeeee Clostridium bifermentans
B03.353.625.500.160........ccuereuiriiieieeeieeieeee e Clostridium botulinum
B03.353.625.500.160.050........ccccueeriiriiieiiieaieenieee Clostridium botulinum type A
B03.353.625.500.160.100.......cccirvereeieeereeicrierienieneas Clostridium botulinum type B
B03.353.625.500.160.150........cccuiiriiiiieiieeiee e Clostridium botulinum type C
B03.353.625.500.160.200.......cccerereeieeerenierienieneeneas Clostridium botulinum type D
B03.353.625.500.160.250........ccccuiiriiiiiieiieiieenieee Clostridium botulinum type E
B03.353.625.500.160.300.......ccceruereeeriereeiinierieneeneas Clostridium botulinum type F

B03.353.625.500.160.350........ccccuiiriiiiiieniieiiee e Clostridium botulinum type G
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B03.353.625.500.180......cccceirieiieiiieiie e Clostridium butyricum
B03.353.625.500.200........ccceieuirieieereaieeie e Clostridium cellulolyticum
B03.353.625.500.205........cccccoiiiiiiiiiiiee Clostridium cellulovorans
B03.353.625.500.215.....ccciieiieieiieieieeeieeee e Clostridium chauvoei
B03.353.625.500.250........cccccimmiiririeieeieeee e Clostridium difficile
B03.353.625.500.412.....c.cciiiiiiiiieieeeeee e Clostridium histolyticum
B03.353.625.500.493.......ccciiiiiiiieee e Clostridium kluyveri
B03.353.625.500.575......ccciiiieiiiieeiee e Clostridium perfringens
B03.353.625.500.690.......ccccciviiiieieeeiiiiieeeee e Clostridium septicum
B03.353.625.500.700........cccereurrierieereeieaie e Clostridium sordellii
B03.353.625.500.710.....c.cccvmiriiiriirireeeiesie e Clostridium sticklandii
B03.353.625.500.713.....ceiiiiiieiiieeeeeee e Clostridium symbiosum
B03.353.625.500.722........ccueiruiirireeereieeie e Clostridium tertium
B03.353.625.500.725.....c.ccoueuieiirieieieeeie e Clostridium tetani
B03.353.625.500.740.....cccccoiiiiiiiieeeeeiiiiiieeee e Clostridium tetanomorphum
B03.353.625.500.770.......cccoeiiiiiiiiiiieiiieieeeeee Clostridium thermocellum
B03.353.625.500.800.......cccevviriiiiieiiieeiiieeeienn Clostridium tyrobutyricum
B03.353.625.750......cceieeeeieeiirieeieeeee e Eubacterium
B03.353.625.782........eviiiieeeeeeee e Peptococcaceae
B03.353.625.782.149.....cociiiiieeeeee e Desulfitobacterium
B03.353.625.782.297 ........coeviiiiiiieiiiee Desulfotomaculum
B03.353.625.782.593......ccciiiiiieeee e Peptococcus
B03.353.625.798........ooiiiieeeeeeee e Peptostreptococcus
B03.353.625.806.........cccceeeiiiiiiiieiieeeee Ruminococcus
B03.353.625.813......ccciiiiieeeee Sarcina
B03.353.688......ccoiiiiiiieee e Erysipelothrix
B03.353.750......cccciiiiiiiiiieciic Lactobacillales
B03.353.750.030........cciiiiiiiiiieiiecee e Aerococcaceae
B03.353.750.030.014....cocoiiiiiiricceeeee e Abiotrophia
B03.353.750.030.030......ccceeiiiiiieiiieiie e Aerococcus
B03.353.750.130......ccciiriiieieieeeece e Carnobacteriaceae
B03.353.750.130.150......ccceeiiiiiieiiieiiieieeee e Carnobacterium
B03.353.750.250........cccciiiiiiiiiiicii e Enterococcaceae
B03.353.750.250.250........cceeoiiiiiiiiieiiiiieeee Enterococcus
B03.353.750.250.250.280.........cccceeviiiiiiiiiiicen, Enterococcus faecalis
B03.353.750.250.250.300........cccceiiiiiiieieeiee e Enterococcus faecium
B03.353.750.250.250.650.......cccvriiiiiieiiiieeiieeeen Vancomycin-Resistant Enterococci
B03.353.750.450........cccciiiiiiiiiiici e Lactobacillaceae
B03.353.750.450.475.....c..coeiiiiriirieneneie s Lactobacillus
B03.353.750.450.475.100.......ccceireieieeieieeceesie e Lactobacillus acidophilus

B03.353.750.450.475.180......ccccveeeiiieeeiiieeeeiiee e Lactobacillus brevis
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B03.353.750.450.475.225........cccciiiiiiiiiiice Lactobacillus casei
B03.353.750.450.475.250.......ccceiieieiiieieecee e Lactobacillus delbrueckii
B03.353.750.450.475.325........cccciiiiiiiiiic Lactobacillus fermentum
B03.353.750.450.475.400.......ccccctieieiiaieieeneaena Lactobacillus helveticus
B03.353.750.450.475.506...........ccccovriiriiiiiieiin, Lactobacillus leichmannii
B03.353.750.450.475.612.....ceeiiiiiaiieeeieeeee e Lactobacillus plantarum
B03.353.750.450.475.680.........cccccceiiiiiiiiiiiciin, Lactobacillus reuteri
B03.353.750.450.475.700........cccciiiiiiiiiiiciieeeee Lactobacillus rhamnosus
B03.353.750.450.737......cccviiiiiiiiiiieiiiceee Pediococcus
B03.353.750.475.....coiiiiiiiic e Leuconostocaceae
B03.353.750.475.450........cccccviiiiiiiiiiiiiiiees Leuconostoc
B03.353.750.475.600........ccccccuiiiiiiiiiiiiiiieeee Oenococcus
B03.353.750.475.900........cccccvmimriiririreenenie s Weissella

B03.353.750.737 ... Streptococcaceae
B03.353.750.737.500........cccccuiiiiiiiiiiiiiiieies Lactococcus
B03.353.750.737.500.400........ccccceiiiiiiiaiiiiene e Lactococcus lactis
B03.353.750.737.872....cccceeieiieee e Streptococcus
B03.353.750.737.872.100.....cccciieieiiieaeiiieeeiee e Streptococcus agalactiae
B03.353.750.737.872.150.....ccccccueeeeiieeeciee e Streptococcus bovis
B03.353.750.737.872.225.....ccoieeeeeeeeeeeee e Streptococcus equi
B03.353.750.737.872.260.......ccccvveiiiieiiiiieeeeee Streptococcus gordonii
B03.353.750.737.872.550.....cccccoeiiiiiiaaiiieeeeeeie Streptococcus pneumoniae
B03.353.750.737.872.575......ccoiiieieiieiiieeeee Streptococcus pyogenes
B03.353.750.737.872.750.....cccciieieiiieeaiee e Streptococcus suis
B03.353.750.737.872.800.........cuueeieeeiiiiiieeee e Streptococcus thermophilus
B03.353.750.737.872.875.....coeiieeeieeeeeeeeeeee Viridans Streptococci
B03.353.750.737.872.875.475.......cccveeeeieeeiee e Streptococcus milleri Group
B03.353.750.737.872.875.475.080.....cccceeeeiiiieaiiiie e Streptococcus anginosus
B03.353.750.737.872.875.475.150.....cccccuveeeiiieeeiee e Streptococcus constellatus
B03.353.750.737.872.875.475.400.....cccccceeeiiiiiaaiieeiee e Streptococcus intermedius
B03.353.750.737.872.875.500.......cccccciviereeeiiiiiiieae e Streptococcus mitis
B03.353.750.737.872.875.520.....cccccueeiiiiiiiiieeeieeeen Streptococcus mutans
B03.353.750.737.872.875.600.........ccccuvvieieeeiiiiiiieaeeeennne Streptococcus oralis
B03.353.750.737.872.875.700.....cccccoueeaiiiieaiieeeiee e Streptococcus sanguis
B03.353.750.737.872.875.750......ccccoiiiiiiieeeieiiiieee e Streptococcus sobrinus
B03.353.875......ciiiiiiiiiiieee Moorella
B03.353.937.....ooiiiiiiiiiiii Thermoanaerobacter
B03.353.968.......ccceeiiiiiiiee Thermoanaerobacterium
B03.353.984.......cccciiiiiiii Veillonellaceae

B03.370. ... Fusobacteria

B03.370.250.....cccceiiiiiiiiiee e Fusobacterium
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B03.370.250.400........c.cueeiieeeeiiiiieeee e Fusobacterium necrophorum
B03.370.250.500........cccciiiiiiiiiiiciie e Fusobacterium nucleatum
B03.370.437...ceeeeeeieiiieee e Leptotrichia
B03.370.600......ccciiiiiiiiieeieee e Propionigenium
B03.370.700......ccccoiiiiiieieeeeeiiiieeeee e Streptobacillus

B03.440.. ..o Gram-Negative Bacteria
B03.440.040......ccccoiiiiiiiiieeeeeiiiieeee e Anaplasmataceae
B03.440.040.050......cccioiiiiiiiiieeiiiee e Anaplasma
B03.440.040.050.100.......ccccureiiireecrieeeiiiee e Anaplasma centrale
B03.440.040.050.500......cccccueiiiiiiiiaiiieeeiiiee e Anaplasma marginale
B03.440.040.050.575....cccciiiiiiiiieee e Anaplasma ovis
B03.440.040.050.600.......cccuereiiiireiiieeeiiiee e Anaplasma phagocytophilum
B03.440.040.287......ccueviiiiiiiiiieeee e Ehrlichia
B03.440.040.287.090........cceiiiiieieieeeieeie e Ehrlichia canis
B03.440.040.287.150.......cccueiiiiirieiiieieeeeeeee Ehrlichia chaffeensis
B03.440.040.287.700........cceiiireeieieeeieeie e Ehrlichia ruminantium
B03.440.040.525.........cccooiiiiiiii Neorickettsia
B03.440.040.525.700........ccocecuiiiiiiiiiiiiiieeeeee Neorickettsia risticii
B03.440.040.525.720........ccccoviiiiiiiiiiiiiiiees Neorickettsia sennetsu
B03.440.050.......ccciiiiiiiiiiiieiiieee Arcobacter
B03.440.090........cccceciiiiiiiiiiiicieie Bartonellaceae
B03.440.090.100......ccceieeerieiirieieieieeaieens Bartonella
B03.440.090.100.080.......ccceecueirreerieiieieeceeeee Bartonella bacilliformis
B03.440.090.100.350.......ccoerviiiiiniieiiieieesiiee Bartonella henselae
B03.440.090.100.650.......ccccuvveririereirieeeiiiee e Bartonella quintana
B03.440.097......coiiiieaieee e Brachyspira
B03.440.097.100........cciiieiiieiieiieesee e Brachyspira hyodysenteriae
B03.440.100.......ccciiiiiiiiiiieeiieeeeeee Buchnera
B03.440.180......cccuiiiiiiiieiieeieeeeeeee Campylobacter
B03.440.180.200......ccciiiieiiiiieeiiiee e Campylobacter coli
B03.440.180.325.....c..ciiiieiieeieeeee e Campylobacter fetus
B03.440.180.375.....ceeiiiiieeiieeeiee e Campylobacter hyointestinalis
B03.440.180.425........coiiiiiieieee e Campylobacter jejuni
B03.440.180.500......ccccomiiiiiiieiiiiaeeiiee e Campylobacter lari
B03.440.180.650........ccccveiiiiiieiieeieeeieeee Campylobacter rectus
B03.440.180.700......ccciiiieaiiiieeiiie e Campylobacter sputorum
B03.440.180.800.......ccccuvreeiiireeiiieeciiee e Campylobacter upsaliensis
B03.440.190.....cccciiiiiiiiieeeeeeece e Chlamydiales
B03.440.190.190.....cceiiiieiiieieeiieee e Chlamydiaceae
B03.440.190.190.190.....c.ceiieieirriirieieeeieeie e Chlamydia

B03.440.190.190.190.500........cccouiiiiriiieiieaiee e Chlamydia muridarum
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B03.440.190.190.190.750.....c.0ceiiiiiiiiieiie e Chlamydia trachomatis
B03.440.190.190.230.....cccieureeieierieeeeeieeie e Chlamydophila
B03.440.190.190.230.249.......cccvveeeiieeeceeeecee e Chlamydophila pneumoniae
B03.440.190.190.230.500.......cceuerreeeereeienierienieseeneas Chlamydophila psittaci
B03.440.210....coiiiiiiieeeee e Chloroflexus
B03.440.305......cccciiiiiiiiiieeec Fibrobacteres
B03.440.305.500........ccccueeeiiriiriinieieiiiaieanne Fibrobacter
B03.440.400......ccccoiiiaiiieeieae e Gram-Negative Aerobic Bacteria
B03.440.400.050........ccccoviiiiiiiiiiiciiciee, Acidobacteria
B03.440.400.280........cccciiiiiiiiiiieiieeeee Caulobacter
B03.440.400.280.280........ccccccviiiiiiiiiiiiiiiieies Caulobacter crescentus
B03.440.400.400........ccccoiiiiiiiiiiieiie e Gallionellaceae
B03.440.400.425........coooiiiiieiiiee e Gram-Negative Aerobic Rods and Cocci
B03.440.400.425.100........cccciouiiiiiiiieiiieieeeees Acetobacteraceae
B03.440.400.425.100.100.......ccccimimreeeinienirienienrene Acetobacter
B03.440.400.425.100.110....c.ceeiuiieeieieieeeeee e Acidiphilium
B03.440.400.425.100.550.......ccccccviivieeieieeieneeeee Gluconobacter
B03.440.400.425.100.550.550........ccceeeiiirieiiiiieaiee e Gluconobacter oxydans
B03.440.400.425.103.....c.0coveiriiireireeceereie e Acidithiobacillus
B03.440.400.425.103.800.......cceueruereeeeeeeeiinienienieneas Acidithiobacillus thiooxidans
B03.440.400.425.117 ..ceeeiiiiiieeeeeee e Alcaligenaceae
B03.440.400.425.117.024.......oooiiiiiiiiiieiceee e Achromobacter
B03.440.400.425.117.024.100......c.ccceimiiiiaiieiiee e Achromobacter cycloclastes
B03.440.400.425.117.024.120......ccceeiiiiiiieiieeic e Achromobacter denitrificans
B03.440.400.425.117.050.......ccocimimrieiiiieircneeene Alcaligenes
B03.440.400.425.117.050.200.....c.ccceeeiiiiiaiiieeaiiee e Alcaligenes faecalis
B03.440.400.425.117.075......cccviiiiicieieieceeee Bordetella
B03.440.400.425.117.075.099......cciieierieieieeieaieaieeeene Bordetella avium
B03.440.400.425.117.075.200.......ccccveeeviieeeiiieeeiieeeeieenn Bordetella bronchiseptica
B03.440.400.425.117.075.540.....cccccoveeiiiiieiiieeeiee e Bordetella parapertussis
B03.440.400.425.117.075.550.......cccceeeviieeeiiieeeiieeeeieennn Bordetella pertussis
B03.440.400.425.117.800.......ccceireieeeeeeeieenesienea Taylorella
B03.440.400.425.117.800.200.........cceiuiriianiieiiieiieeieens Taylorella equigenitalis
B03.440.400.425.126.......cccoeiviiiiiiiieiiieieeee Alteromonas
B03.440.400.425.127 .....cveiiiiiiiiceeee e Azorhizobium
B03.440.400.425.127.100......cccioiiiiiiiieiceee e Azorhizobium caulinodans
B03.440.400.425.180.....c.cccumiruiiriiriieeeeee e Bdellovibrio
B03.440.400.425.200......ccccceieiiiieeiiieeeiiiee e Bradyrhizobiaceae
B03.440.400.425.200.040........c0ccemimrereiieinirienieniena Afipia
B03.440.400.425.200.090.......cccimereeiiieieeiieienenienea Bradyrhizobium

B03.440.400.425.200.520........ccccevviriiiiiiniienicieee Nitrobacter



2016 MeSH Tree Hierarchy

Tree location

B03.440.400.425.200.700.........cumeeeeeeiiiiiieeeeeeaniieees Rhodopseudomonas
B03.440.400.425.215......ccciiiiiiiiie e Brucellaceae
B03.440.400.425.215.500.......cccccemimreeeieiniirienenrenas Brucella
B03.440.400.425.215.500.100........cccerereeieieiaieaienieieeens Brucella abortus
B03.440.400.425.215.500.150........ccceruermeieininiinrenreeenes Brucella canis
B03.440.400.425.215.500.500........cccceerueieiainiiaieneneeens Brucella melitensis
B03.440.400.425.215.500.625........ccceoerveieiniiiireircenes Brucella ovis
B03.440.400.425.215.500.750......cccceruereeieiaiaiiaieaieeeens Brucella suis
B03.440.400.425.251......ocoviiiieiececeee e Burkholderiaceae
B03.440.400.425.251.100.......cceiireaieieieeeeeene e Burkholderia
B03.440.400.425.251.100.110...ccccviieeeciieeeciie e Burkholderia cepacia complex
B03.440.400.425.251.100.110.490.....ccciieeiiiieeaiie e Burkholderia cenocepacia
B03.440.400.425.251.100.110.500.....cccccuvremiireeeiireeeiiee e Burkholderia cepacia
B03.440.400.425.251.100.355......cccceierieieieiieaesieeeeee Burkholderia gladioli
B03.440.400.425.251.100.477 ....c.oevveiiiiiiniiiereereeeees Burkholderia mallei
B03.440.400.425.251.100.600........cccererierieianiaiiaienieieeens Burkholderia pseudomallei
B03.440.400.425.251.200........ccccemimreeeieenirienienienas Cupriavidus
B03.440.400.425.251.200.200.....c.cccueeiiiiiaaiieeaiiee e Cupriavidus necator
B03.440.400.425.251.650.......cccccemimreeiieiniricnenienes Ralstonia
B03.440.400.425.251.650.600........ccccceruerieiainiiaienenieens Ralstonia pickettii
B03.440.400.425.251.650.750.......cccccvveieereeieieeieieeee Ralstonia solanacearum
B03.440.400.425.288........c.occoviiiiiiiiiiiiieee Caulobacteraceae
B03.440.400.425.288.100........ccccememreeeeeinirierenienas Caulobacter
B03.440.400.425.288.100.100......c.ccceviriiiaiieaiieiieeiees Caulobacter crescentus
B03.440.400.425.292........c.cccoviiiiiiiiiiiieee Comamonadaceae
B03.440.400.425.292.150........cccciiiiiiiiieiceeeee e Comamonas
B03.440.400.425.292.150.750.......cccceiveieeieeieieeieseeene Comamonas testosteroni
B03.440.400.425.292.170....c..ccviiieeieeeeeeiee e Delftia
B03.440.400.425.292.170.030......ccceiieeeieeieceeeeceeeee Delftia acidovorans
B03.440.400.425.292.500.......ccccemereeieiieeeirienenienea Leptothrix
B03.440.400.425.292.750.......ccccemiieiiieinircneenn Sphaerotilus
B03.440.400.425.297 .....coeiiiiiieieeeee e Coxiellaceae
B03.440.400.425.297.150.......ccooiminriecieinircnesee Coxiella
B03.440.400.425.297.150.100........cccerereeiaieiieaiesieneeens Coxiella burnetii
B03.440.400.425.300.......ccccuviiiiirieeiiiieeiiiee e Cytophagaceae
B03.440.400.425.300.150.......ceiuerueaieeeieeeieeiene e Cytophaga
B03.440.400.425.300.200........ccccememreeeinieniirienienreneas Flexibacter
B03.440.400.425.310.....cccciiiiiiiiiiiieiie e Flavobacteriaceae
B03.440.400.425.310.120....cccueiiiiiiiiiieieeee e Chryseobacterium
B03.440.400.425.310.250.......cceireeieeeeieieeieee e Flavobacterium

B03.440.400.425.310.600.......ccccueeeiirieeeiiieeeiiieeeeeennn Ornithobacterium
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B03.440.400.425.310.700........ccccimemreeiieenirienienenes Riemerella
B03.440.400.425.310.800.......ccceruereeereereeeeianienieneas Tenacibaculum
B03.440.400.425.340........cccciiiiiiiiie e Francisella
B03.440.400.425.340.590........cccciiiiiiiiiiiinieeeee Francisella tularensis
B03.440.400.425.365........cccccviiiiiiiiiiiiieee Gluconacetobacter
B03.440.400.425.365.500.......cccueeiiiiiaaiiiieaiieeeieeann Gluconacetobacter xylinus
B03.440.400.425.377.....coccviiiiiiiiiiieiiiceee Halomonadaceae
B03.440.400.425.377.249.....ccoiiiiiiiiiiecee e Chromohalobacter
B03.440.400.425.377.500........cccemimrineiiainirienenennas Halomonas
B03.440.400.425.395........cciiiiiiiieeeee e Halothiobacillus
B03.440.400.425.450.......ccccvviiiiiiiiiieeiiiee e Legionellaceae
B03.440.400.425.450.450.......cccccemeieiiiaieieeneena Legionella
B03.440.400.425.450.450.400.......cccceeeiiirieiiiiieeieeeeieeenn Legionella longbeachae
B03.440.400.425.450.450.500........cccceeiiiireiiiiieaiieeeieennn Legionella pneumophila
B03.440.400.425.475....cccceeiiiiiieee e Leptospiraceae
B03.440.400.425.475.475....c.ocoviiieieieeee e Leptospira
B03.440.400.425.475.475.400.........cccccveereeeiiiiiiiieaeeeanens Leptospira interrogans
B03.440.400.425.475.475.400.050.....ccccceeeiiuirieiiiieaeieee e Leptospira interrogans serovar australis
B03.440.400.425.475.475.400.055.........covveeeiiiiiiieiee e Leptospira interrogans serovar autumnalis
B03.440.400.425.475.475.400.150.....cccccueeeiiiiieiiiieeeiee e Leptospira interrogans serovar canicola
B03.440.400.425.475.475.400.400.........cccveeeemiiiiiieneeeeeiiiieeenn Leptospira interrogans serovar hebdomadis
B03.440.400.425.475.475.400.420.....ccccceeeeiiiieaiiieaeiee e Leptospira interrogans serovar icterohaemorrhagiae
B03.440.400.425.475.475.400.650.........ccceeeeeiiiiiiineeeniiiiieeenn. Leptospira interrogans serovar pomona
B03.440.400.425.487 .....coeoieiiiiieieee e Methylobacteriaceae
B03.440.400.425.487.500........ccccomimrireiieinirienienrennas Methylobacterium
B03.440.400.425.487.500.150.....c.ccccveeiiiiiaiiieeaiee e Methylobacterium extorquens
B03.440.400.425.500.......ccccveiiimiiiiiiieeiiieeeen Methylococcaceae
B03.440.400.425.500.500.......cccemuemieereeeniirianiesienea Methylococcus
B03.440.400.425.500.500.100......c.cccemmrrieaiieiiieiieeieens Methylococcus capsulatus
B03.440.400.425.500.505.......ccccoeierieiiieeeiieiene e Methylomonas
B03.440.400.425.525.......ccccvviiiiiiiiiieeeeeee Methylophilaceae
B03.440.400.425.525.500.......cccemerieiiieeeiieenenienea Methylobacillus
B03.440.400.425.525.520.......cccccemuimrieiieinninicnieniena Methylophilus
B03.440.400.425.525.520.500........cccccerueiieiainiaieaieeeens Methylophilus methylotrophus
B03.440.400.425.537.......ccooiiiiiiiiiiiiiiiceee Moraxellaceae
B03.440.400.425.537.050.......cccciieieeiiieieeiie e Acinetobacter
B03.440.400.425.537.050.099........cccccoviiiiiiiiiiiiiiince Acinetobacter baumannii
B03.440.400.425.537.050.200.........ccccuiiiiiiiiiiiciieeiie Acinetobacter calcoaceticus
B03.440.400.425.537.525.......ccocoiiiiriieininenesee Moraxella
B03.440.400.425.537.525.200........cceeeiiiiiaiiiieeaieeeeieennn Moraxella (Branhamella) catarrhalis

B03.440.400.425.537.525.500........ccc0eeiiirieniiiieeieeeeieeenn Moraxella (Moraxella) bovis
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B03.440.400.425.537.650.......ccccveiiiiiiiiiiieeieeeen Psychrobacter
B03.440.400.425.550.......ccccciiiiiiiiiiiiiiiiieeee Neisseriaceae
B03.440.400.425.550.400........ccccemimrermeeeinirienennena Kingella
B03.440.400.425.550.400.375.....ccceiierierieieiaiaeaesieeene Kingella kingae
B03.440.400.425.550.550.........ccccemimrineeiniiniirienieniena Neisseria
B03.440.400.425.550.550.125......cccoceiiiiiiiiicicieees Neisseria cinerea
B03.440.400.425.550.550.299.......ccccviiiiiiiiiiieeee e Neisseria elongata
B03.440.400.425.550.550.474.....ccccoiieiiiieiieeeee e Neisseria gonorrhoeae
B03.440.400.425.550.550.600........c..ccceiiiiiiiiiiiiiiniiens Neisseria lactamica
B03.440.400.425.550.550.641.....cccccvieiiiiieiiieeeiee e Neisseria meningitidis
B03.440.400.425.550.550.641.700........ccccemireniiniieiieeieenn Neisseria meningitidis, Serogroup A
B03.440.400.425.550.550.641.710.....cciiuiieiiiiiaaiie e Neisseria meningitidis, Serogroup B
B03.440.400.425.550.550.641.720........ccccveiiuiiiiiiiieiieeeean Neisseria meningitidis, Serogroup C
B03.440.400.425.550.550.641.800......c.cceeeiuirieiiiieaaiiee e Neisseria meningitidis, Serogroup W-135
B03.440.400.425.550.550.641.820........cccceemiuiireiniiieiieeieenn Neisseria meningitidis, Serogroup Y
B03.440.400.425.550.550.660..........cccvriuieiiiiiiciiiiiees Neisseria mucosa
B03.440.400.425.550.550.800........ccccccuriiiiiiriiiiiiniieens Neisseria sicca
B03.440.400.425.562........ccocccviiiiiiiiiiiiieeee Nitrosomonadaceae
B03.440.400.425.562.500..........ccccccvriiiiiiiiiiciinen, Nitrosomonas
B03.440.400.425.562.500.200........cccueeiiirreiiieaaiiie e Nitrosomonas europaea
B03.440.400.425.575.......cccciiiiiiiiiiiiiicees Ochrobactrum
B03.440.400.425.575.650.......ccccueiiiiiiiaiiiiieaiiieeeenn Ochrobactrum anthropi
B03.440.400.425.587........ccocooviiiiiiiiiiiiiiees Oxalobacteraceae
B03.440.400.425.587.400........ccccomvereiieieiienenienea Herbaspirillum
B03.440.400.425.600........ccccciiiiiiiiiiiiiiiieiis Paracoccus
B03.440.400.425.600.380........cccceerirriiaiiciiieiieeee. Paracoccus denitrificans
B03.440.400.425.600.690.........cccemveeeiiiiiiiieeeeeaiiiiees Paracoccus pantotrophus
B03.440.400.425.611.....cieiiiiiiieeeeeee e Pedobacter
B03.440.400.425.622........ccccccviiiiiiiiiiiiieee Pseudoalteromonas
B03.440.400.425.625........cociiiiiiiiiiiiieeen Pseudomonadaceae
B03.440.400.425.625.050........ccccemiirieiiriiniirieneniena Azotobacter
B03.440.400.425.625.050.850........cccereueieiaiiaiiaienieeeens Azotobacter vinelandii
B03.440.400.425.625.150.......cccccemimieeiieinirenenrenes Cellvibrio
B03.440.400.425.625.625.........cccceoviiiiiiiiiiee Pseudomonas
B03.440.400.425.625.625.100......c..cccmuiriiiaiieiiieiieeieees Pseudomonas aeruginosa
B03.440.400.425.625.625.120.....cccccvieiiiiieiiieeaiiee e Pseudomonas alcaligenes
B03.440.400.425.625.625.325.........c.cccceiiiiiiiiiiciin s Pseudomonas fluorescens
B03.440.400.425.625.625.350.....c.ccccueeiiiiieiiieeaiee e Pseudomonas fragi
B03.440.400.425.625.625.500........c..ccceiiiiiiiiniiiiiiiiees Pseudomonas mendocina
B03.440.400.425.625.625.650..........cccovriiiiiiiiiiciiceees Pseudomonas oleovorans

B03.440.400.425.625.625.662.........ccoeeiirieiiiiieeiieeeeieenn Pseudomonas pseudoalcaligenes
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B03.440.400.425.625.625.675....cccccciiiiiieieeeieiiiiieae e Pseudomonas putida
B03.440.400.425.625.625.750......c.cccccviiiiiiiiiiiciiceies Pseudomonas stutzeri
B03.440.400.425.625.625.770......ccccoveeiiiiiieeiiiieeiiee e Pseudomonas syringae
B03.440.400.425.700........cceimiieieieeeieaieeee s Rhizobiaceae
B03.440.400.425.700.024........ccveeiiiieiieeeee e Agrobacterium
B03.440.400.425.700.024.050........cceeeeiiiieaiieeaiee e Agrobacterium tumefaciens
B03.440.400.425.700.800.........ccccememreeeenieniirienienrennas Rhizobium
B03.440.400.425.700.800.337.....ccerereerieiaiaiinieaiesieneeens Rhizobium etli
B03.440.400.425.700.800.450.......cccveeeririeniiiieeiieeeeieeenn Rhizobium leguminosarum
B03.440.400.425.700.800.600........cccccereeeeiaiaiiaieneeneeens Rhizobium phaseoli
B03.440.400.425.700.800.800........ccccruememreininiinrenrinenes Rhizobium tropici
B03.440.400.425.700.887.....c.ccviuiieieeeiieieeieeie e Sinorhizobium
B03.440.400.425.700.887.249.......cccceiireiiiniiiieireeeees Sinorhizobium fredii
B03.440.400.425.700.887.500........cccererueieiainiiaienieieeens Sinorhizobium meliloti
B03.440.400.425.708......ccceveiiiiiieeeeeieiiieeeee e Rhodospirillaceae
B03.440.400.425.708.100.......ccceerueieeeeeeieeieeienesienea Azospirillum
B03.440.400.425.708.100.020.......cccvveevireeeiiireerieeeeieennn Azospirillum brasilense
B03.440.400.425.708.100.510.....cceierierieieieieiiaesieeeeaes Azospirillum lipoferum
B03.440.400.425.708.500........cccueeiririeiiirieeiiieeeieeen Magnetospirillum
B03.440.400.425.708.733.....c.cceiuiieaieeeieeee e Rhodospirillum
B03.440.400.425.708.733.150.....ccccccueeeeiieeeieieeeiiee e Rhodospirillum centenum
B03.440.400.425.708.733.650........ccceruerieiaiaiaieaieaieaeeens Rhodospirillum rubrum
B03.440.400.425.710.....cocoviiriiricreceeeee e Rhodothermus
B03.440.400.425.745......ccoiiieieeeeeeeeee e Sphingobacterium
B03.440.400.425.750.......cccoiiiiiiiiiiieeeeiiee e Sphingomonas
B03.440.400.425.875.....c.ccoieiiiieieeeeeee e Thermus
B03.440.400.425.875.875.....cccuvveeeieeeieiiiieee e Thermus thermophilus
B03.440.400.425.935........coiiiiieieeeeeee s Xanthobacter
B03.440.400.425.967........ccoocoviiiiiiiiiiiiiiieee Xanthomonadaceae
B03.440.400.425.967.500........ccccemerueeiieeeinienenienea Lysobacter
B03.440.400.425.967.750........cuueieeeeeiiiiiieeeeeeseiieeen Stenotrophomonas
B03.440.400.425.967.750.500........cceeeiiiiiaiiiiieaiieeeieennn Stenotrophomonas maltophilia
B03.440.400.425.967.930.......c.cccciiiiiiiiiiiiiiiecen, Xanthomonas
B03.440.400.425.967.930.100.....c.cccoueeeiiiraaiiieeaiee e Xanthomonas campestris
B03.440.400.425.967.930.850........ccccccerimiiiiiiiiiiiniees Xanthomonas vesicatoria
B03.440.400.425.967.950.......ccccciieieiiieieeiiene e Xylella
B03.440.400.425.983........cceiriiiriieeee e Zoogloea
B03.440.400.450......ccccciiiiiiiieeiiiaeeiee e Gram-Negative Chemolithotrophic Bacteria
B03.440.400.450.800........cccccvmuimrinriienrirnieneeeenes Thiobacillus
B03.440.400.645.........cocooeiiiiiiiiiceee Thiotrichaceae

B03.440.400.645.100.........cccccviiiiiiiiieinines Beggiatoa
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B03.440.400.645.800........cccccorirrinririnirnienieeenes Thiothrix
B03.440.400.840......c.ccoeeereiiiiieieieeaeaine Vitreoscilla
B03.440.425.......cccciieiiei e Gram-Negative Anaerobic Bacteria
B03.440.425.400......ccccciiiiiiieeiieeeiiee e Gram-Negative Anaerobic Cocci
B03.440.425.400.500.......cccceviiimiiiiiiieeiiieeeenn Megasphaera
B03.440.425.400.750........ccmiiiieieeeeeieaie e Thiocapsa
B03.440.425.400.750.660..........ccevveeeiiiiiiiieeeeeiiiienes Thiocapsa roseopersicina
B03.440.425.410.....ccciiiiiiiiieeiee e Gram-Negative Anaerobic Straight, Curved, and Helical Rods
B03.440.425.410.073......cciiiiiiiieieceee e Acidaminococcus
B03.440.425.410.145. ..o Anaerobiospirillum
B03.440.425.410.194......ooiiiiiiiiecceee e Bacteroidaceae
B03.440.425.410.194.152....c.ooiiuiiiiiieee e Bacteroides
B03.440.425.410.194.152.400......c.cccevviiiriaiieiiieiiceies Bacteroides fragilis
B03.440.425.410.194.625......cccciiiiiiieeeeeeeeee Porphyromonas
B03.440.425.410.194.625.350......ccccceiviiiiieiieiie e Porphyromonas endodontalis
B03.440.425.410.194.625.515.....coiiiiiiiiiieieeeee e Porphyromonas gingivalis
B03.440.425.410.194.640........cccemiminiiiniicneee Prevotella
B03.440.425.410.194.640.375......ccciiiiiiiiiiiiiicieeees Prevotella intermedia
B03.440.425.410.194.640.500.........cccccouiiuienieiiieiieeiies Prevotella melaninogenica
B03.440.425.410.194.640.550........ccceeiiiiieiiiiiaaiee e Prevotella nigrescens
B03.440.425.410.194.640.700........ccccoveveieeieieeieseeeene, Prevotella ruminicola
B03.440.425.410.200........cceiiiieeieieeeieeie e Bilophila
B03.440.425.410.220......ccccoeiiuiiiiiiieiie e Brachyspira
B03.440.425.410.220.100.....cccciieeeiiiiaeiiiee e Brachyspira hyodysenteriae
B03.440.425.410.275.....ccocoviiiiiiiceeeeee e Chlorobium
B03.440.425.410.290........coiiiiieieeeeeeie e Chromatium
B03.440.425.410.350........ccmciiiiriirireeersie e Desulfovibrio
B03.440.425.410.350.040........ccccuiiiiiiiiiiceieeee Desulfovibrio africanus
B03.440.425.410.350.150.......ccccmiiiiiieieieeeseeee Desulfovibrio desulfuricans
B03.440.425.410.350.350.......cccuemueieeieieieneee e Desulfovibrio gigas
B03.440.425.410.350.875.....cc0ceiiiiiiiiiieiieeiee e Desulfovibrio vulgaris
B03.440.425.410.360.......cccceeuiiiiiiiiiiiiiiieiees Desulfuromonas
B03.440.425.410.400........ccccviiiriieiiiieieceeee Dichelobacter nodosus
B03.440.425.410.405......ccoiiiiiiiieeiiee e Ectothiorhodospiraceae
B03.440.425.410.405.500.......ccccueeiiiiieeeiiieeeiiieeeieennn Ectothiorhodospira
B03.440.425.410.405.500.720.....cccccueeaiiiieaiieeeiee e Ectothiorhodospira shaposhnikovii
B03.440.425.410.405.750......ccccceeeeieeeiiieeeeeee e Halorhodospira halophila
B03.440.425.410.420........cceoiiiiiiieeeee e Fusobacterium
B03.440.425.410.420.400.......cccceeeicrieeaiieeecieeeeieennn Fusobacterium necrophorum
B03.440.425.410.420.500........ccccceiiiiiiriiieienieee Fusobacterium nucleatum

B03.440.425.410.430.......ccccccviiiiiiiiiiccic Geobacter
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B03.440.425.410.535........ccviiiiiriiiceeeie e Leptotrichia
B03.440.425.410.580......ccccuiiiiiiieiiiieeeiiiee e Oxalobacter formigenes
B03.440.425.410.600........ccccciviimieiiiiiiiiiieenieeene Propionigenium
B03.440.425.410.711 . eeeieieeeeeeee e Spirochaetaceae
B03.440.425.410.711.193 ..ot Borrelia
B03.440.425.410.711.193.150.....ccciiiiiiiiieeiieeeiee e Borrelia burgdorferi Group
B03.440.425.410.711.193.150.125.....c.ooiiiiiiiiieeee e Borrelia burgdorferi
B03.440.425.410.711.679....cooiiiieeeeeee e Spirochaeta
B03.440.425.410.711.795.....ooeoieeeeee e Treponema
B03.440.425.410.711.795.700.....cccccoiieaiiiieeiiee e Treponema denticola
B03.440.425.410.711.795.840.......cccveeeeieeeiiieeeiee e Treponema pallidum
B03.440.425.410.722......cccoiiiiiiiiiiicieeen Succinivibrionaceae
B03.440.425.410.745........coeiiiiiieceeee e Thauera
B03.440.425.410.750......ccciiiiiiiieeiiee e Thermotoga maritima
B03.440.425.410.760........ccceeiviiiiiiiieiie e Thermotoga neapolitana
B03.440.425.410.800........ccccecuiiiiiiiiiiiiiieeeees Veillonellaceae
B03.440.425.410.800.755.......ccocimiiriieieircneiee Pectinatus
B03.440.425.410.800.877 .....ccoeevviiiiiiieiceeeeee Selenomonas
B03.440.425.410.800.938.......ccoceiiirieiieininenenea Veillonella
B03.440.425.410.875.....ccciiiieiieeeeeeee e Wolinella
B03.440.450......cccociiiiiiiiiie e Gram-Negative Facultatively Anaerobic Rods
B03.440.450.009......cccoeieiiiiiieeieeaeins Actinobacillus
B03.440.450.009.200.......cccceiuiiiieeeeeiiiiieeeeeeene Actinobacillus equuli
B03.440.450.009.580.......cccveieiiiiiiaiiieeeiiee e Actinobacillus pleuropneumoniae
B03.440.450.009.675........ccccoviiiiiiiiiiiiiieec Actinobacillus seminis
B03.440.450.009.700........cceiririerieireeieaieeee s Actinobacillus suis
B03.440.450.019.....c.ccciiiiiiiiieee e Aeromonadaceae
B03.440.450.019.025.......cccoiiiiiiiiiieii e Aeromonas
B03.440.450.019.025.150.......ccciiiiiiiieiiieeeseeee Aeromonas caviae
B03.440.450.019.025.380.....cccciuveeeiiiieaiiiee e Aeromonas hydrophila
B03.440.450.019.025.690.......cccccvevvrreiiieeieceeeee Aeromonas salmonicida
B03.440.450.040......c..cceiieiiiiiieeieeaeens Azoarcus
B03.440.450.340.......ccccumviiiiiieeieeeeee e Capnocytophaga
B03.440.450.342........ccoiiiiiiie e Cardiobacteriaceae
B03.440.450.342.100........cccciiirieiiiieieseeeee Cardiobacterium
B03.440.450.342.550.......cccceiuiiiiiiiiiiiiiieeeee Dichelobacter nodosus
B03.440.450.360.........ccccoeiiiiiiiiiiciiie Chromobacterium
B03.440.450.400.........ccceiieiiireieieieeaieaene Eikenella
B03.440.450.400.275.......ccccciiiiiiiiiiiiiiees Eikenella corrodens
B03.440.450.425.........cociiiiiii Enterobacteriaceae

B03.440.450.425.180......cccceeiriiiieeiiieiie e Calymmatobacterium
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B03.440.450.425.198.......cccoeiiiiiieiiieee e Cronobacter
B03.440.450.425.198.150........cccciiiiiiiiieciciece e Cronobacter sakazakii
B03.440.450.425.200........cccccvmiminrirernrnienie s Citrobacter
B03.440.450.425.200.275.......ccooiieieieeeeeee e Citrobacter freundii
B03.440.450.425.200.475........ccccviiiiiiiieiciie e Citrobacter koseri
B03.440.450.425.200.737 ....cccuviiiiiiiiiieciceee e Citrobacter rodentium
B03.440.450.425.260........cccccveiiiiririrnieneenes Edwardsiella
B03.440.450.425.260.340.......cccccereieiieeeieeneniena Edwardsiella ictaluri
B03.440.450.425.260.750........cccoeimrereiiiiniriineerene Edwardsiella tarda
B03.440.450.425.275......cccooiiiiiiiiiieiiee Enterobacter
B03.440.450.425.275.099......ccccoiiiiiiieiieeeeeee Enterobacter aerogenes
B03.440.450.425.275.200........cccciiiiiiiieiiciieeiee Enterobacter cloacae
B03.440.450.425.300........cccccimimrinrirennienie e Erwinia
B03.440.450.425.300.050......ccccuiiiiiiiaeiiiee i Erwinia amylovora
B03.440.450.425.325........ccoeciiiiiiceee e Escherichia
B03.440.450.425.325.300.......cccimenieieeeeeieene e Escherichia coli
B03.440.450.425.325.300.330.....cccccuvreeiirieeiiieeiiee e Enteropathogenic Escherichia coli
B03.440.450.425.325.300.340.....cccccvieiiiiieaiieeeiee e Enterotoxigenic Escherichia coli
B03.440.450.425.325.300.360........cccccerueieiiiniinrenrineees Escherichia coli K12
B03.440.450.425.325.300.800.....c.cccuueeiiiiieaiiieeaiiee e Shiga-Toxigenic Escherichia coli
B03.440.450.425.325.300.800.250......ccccviemuirieiiiieeiieeeieenne Enterohemorrhagic Escherichia coli
B03.440.450.425.325.300.800.250.500........cc0creiemiauiiiinieieieieaeene Escherichia coli 0157
B03.440.450.425.325.300.900.......ccccvieimirieiiiiieeiiee e Uropathogenic Escherichia coli
B03.440.450.425.375.....ccciieieiieieeeee e Hafnia
B03.440.450.425.375.050.......cccccimiirieiieinireneeiene Hafnia alvei
B03.440.450.425.425........ccooiiiieeeeee e Klebsiella
B03.440.450.425.425.580.......ccccuveiiiiiiiiiiieeiiieeen Klebsiella oxytoca
B03.440.450.425.425.600........ccceiiiiiieaaiiieaaiieeeieenn Klebsiella pneumoniae
B03.440.450.425.435........cceciiiiiieeeee e Kluyvera
B03.440.450.425.500........ccccceiiiiiiiieaieaie e Morganella
B03.440.450.425.500.500.......cccerviiiireiiiiieeiiieeeieenn Morganella morganii
B03.440.450.425.580........ccccciiiiiiiiieieeie e Pantoea
B03.440.450.425.585........ccccciiiiiiiiiicee Pectobacterium
B03.440.450.425.585.120........cccciiiiiiiiieiceieee Pectobacterium carotovorum
B03.440.450.425.585.150........cccciiiiiiiiieiieiee e Pectobacterium chrysanthemi
B03.440.450.425.590........ccccoiiiiiiieeeee e Photorhabdus
B03.440.450.425.595........ccccciiiiiiiin Plesiomonas
B03.440.450.425.600........ccccovmiriiiiieeaieaieee s Proteus
B03.440.450.425.600.507.......ccovimvimrieiieinireneiee Proteus mirabilis
B03.440.450.425.600.650.......cccueeiiiieaiiiiieaiieeeeeenn Proteus penneri

B03.440.450.425.600.800........cccereiiriieiiiiieeiiieeeieeenn Proteus vulgaris
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B03.440.450.425.670........cceciriiriiriceeirienie e Providencia
B03.440.450.425.800........ccccoviiririeieeeieaie e Salmonella
B03.440.450.425.800.100.......cccccvuerurrieieneeeneeeee Salmonella arizonae
B03.440.450.425.800.200........ccccceeiiiriiaiiiiieiieee Salmonella enterica
B03.440.450.425.800.200.300........ccccremeirrniniinrenreeenes Salmonella enteritidis
B03.440.450.425.800.200.600........cccceerueieiaiaiiaienieeeens Salmonella paratyphi A
B03.440.450.425.800.200.700.......cccccirriereeeiiiiiiiieeeeeannens Salmonella paratyphi B
B03.440.450.425.800.200.750........ccceruereeieiainiiaieaieeeens Salmonella paratyphi C
B03.440.450.425.800.200.800........ccccruerueeeininiinrenrinenes Salmonella typhi
B03.440.450.425.800.200.825........ccceierieieieiiiaieaieeene Salmonella typhimurium
B03.440.450.425.814.......ocoviiiiiiicee e Serratia
B03.440.450.425.814.620......ccccveeiiiiieaaiiieeeiieeeiee Serratia liquefaciens
B03.440.450.425.814.664.........ccccveveieeiieeeeeee Serratia marcescens
B03.440.450.425.850........ccccciiiiiiiiieeieeie e Shigella
B03.440.450.425.850.175......cccoiiminriecieinine e Shigella boydii
B03.440.450.425.850.350.......cccueiiiiiiaiiiiieaiiee e Shigella dysenteriae
B03.440.450.425.850.450........ccccociiviieiiiinircnenienns Shigella flexneri
B03.440.450.425.850.800.......c.ccerereeiieeeeiinienieneneas Shigella sonnei
B03.440.450.425.887 ........covvviuiiririceeeee e Wigglesworthia
B03.440.450.425.890........cceoiiiiieeeeeee e Xenorhabdus
B03.440.450.425.900........cccccumiminrirennrnienie s Yersinia
B03.440.450.425.900.300........cccceiiiiiiieniiaiie e Yersinia enterocolitica
B03.440.450.425.900.600.........c0cemreeeiiiiiiiieeeeeaiiiiees Yersinia pestis
B03.440.450.425.900.615.....cceiiiiiiiiiieeiiieeeee e Yersinia pseudotuberculosis
B03.440.450.425.900.650..........cccceciiiiiiiiiiiiciinn, Yersinia ruckeri
B03.440.450.510...c.cccueieeieiieiiiieieieieeaieine Moritella
B03.440.450.600..........cccoceviiiiiiiiiiiiiee, Pasteurellaceae
B03.440.450.600.224........coooviiiiiiiiieeeeee e Aggregatibacter
B03.440.450.600.224.500........cccoeeiiiiireiiiiieeiiieeeienn Aggregatibacter actinomycetemcomitans
B03.440.450.600.224.750.......cccceeiiiiiaaiiieeeiiee e Aggregatibacter aphrophilus
B03.440.450.600.224.875.......ccccvveiiiiaiiiieeeeeeee Aggregatibacter segnis
B03.440.450.600.450........ccccoviiriirireeieeieae s Haemophilus
B03.440.450.600.450.125........coiiiiiiiiiieiie e Haemophilus ducreyi
B03.440.450.600.450.330.....cccccueeeiiieaaiiiieaiiie e Haemophilus influenzae
B03.440.450.600.450.330.150.....c.ccccueeerireeeiiieeeiieeeeeeenn Haemophilus influenzae type b
B03.440.450.600.450.665........cceeeeiiiiaaiiiieaiieeeieenn Haemophilus paragallinarum
B03.440.450.600.450.675.........cuvvmeeeeiiiiiiieeee e Haemophilus parainfluenzae
B03.440.450.600.450.690.......ccceeeiiiiiaaiiiieaiieeeiennn Haemophilus paraphrophilus
B03.440.450.600.450.700.........cumieeeeeiiiiiiieeeeeaiiieens Haemophilus parasuis
B03.440.450.600.450.750......ccccueiiiiiiaaiiieeaiiiee e Haemophilus somnus

B03.440.450.600.500........c.cccovvriiriiiiiririeene Mannheimia
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B03.440.450.600.500.500.......ccc0reirrireiiiiieaiieeeieenn Mannheimia haemolytica
B03.440.450.600.600........c.ccceruiruirieireeieaieneeieenes Pasteurella
B03.440.450.600.600.500..........ccccccceriiiriiiiiiriinen. Pasteurella multocida
B03.440.450.600.600.650.......cccueeeiiiieiiiiieeiieeeieennn Pasteurella pneumotropica
B03.440.450.650.........ccccovmiririiieieiiiaenne Rahnella
B03.440.450.690.........cceieeriiiiiieieeeaeine Shewanella
B03.440.450.690.590.......cccceveiiieeeiriieeiiiee e Shewanella putrefaciens
B03.440.450.700......ccciiiiiiiiieeiee e Streptobacillus
B03.440.450.900.........ccccoeiiiiiiiiiiciirceen Vibrionaceae
B03.440.450.900.050........ccceiiuirieiiireeieeie e Aliivibrio
B03.440.450.900.050.860.........ccceeemreeererirniirierienrenan Aliivibrio fischeri
B03.440.450.900.050.930.......cciuiruerieirieienieeie e Aliivibrio salmonicida
B03.440.450.900.500........cccccvrimrimrirereirnienieneenes Listonella
B03.440.450.900.604........ccoeoviuiiieieeieeie e Photobacterium
B03.440.450.900.859........cccecvrirririeiiree e Vibrio
B03.440.450.900.859.030.......cccueruereeerieieeieeienie e Vibrio alginolyticus
B03.440.450.900.859.225........cocceviirieiiiieincneee Vibrio cholerae
B03.440.450.900.859.225.075.....ccecceiuerieieieeaieaieaieneene Vibrio cholerae non-O1
B03.440.450.900.859.225.151.....cceiirierieiiiiiieereereeeen Vibrio cholerae O1
B03.440.450.900.859.225.200........ccccierueieiaiiaiiaieaieieens Vibrio cholerae 0139
B03.440.450.900.859.500.........ccccemvimrieeinieniirienienienas Vibrio mimicus
B03.440.450.900.859.550.......cccueiiiiiiaaiiiieeiieeeienn Vibrio parahaemolyticus
B03.440.450.900.859.900.........ccccemimreeeieiiniirienenrenas Vibrio vulnificus
B03.440.450.980......ccccuiiiiiiiieiiie e Zymomonas
B03.440.475......ccoiieiieee e Gram-Negative Oxygenic Photosynthetic Bacteria
B03.440.475.100......ccciiiiiiiiieeiee e Cyanobacteria
B03.440.475.100.100.......ccceiviiirieiiieeieseeeene Anabaena
B03.440.475.100.100.150.....cccciiieeiiiieeiiiee e Anabaena cylindrica
B03.440.475.100.100.300......cccccuieeirieeeiiieeeiiieeeieennn Anabaena flos-aquae
B03.440.475.100.100.900........cccciiiiiiiieiiiieeieee Anabaena variabilis
B03.440.475.100.110..c..ceeiiiieeciee e Aphanizomenon
B03.440.475.100.200........ccceiiuirieieieeeieeiesee s Cyanothece
B03.440.475.100.210.....ccceiiieecieeeciee e Cylindrospermopsis
B03.440.475.100.500........cccceviirieiiieeeieaieaee s Microcystis
B03.440.475.100.550........cceciriiriiriiceeirsierie s Nodularia
B03.440.475.100.575.....ccciiiiiiieieeeeeeie e Nostoc
B03.440.475.100.575.150.......cccvriviiiiieiiieeeseeee Nostoc commune
B03.440.475.100.575.500........ccccceiiiiiiiiiiiiiciieee Nostoc muscorum
B03.440.475.100.612.....cocoviiiiiriiriceeecie e Oscillatoria
B03.440.475.100.650........ccccecuiiiiiiiiiiiiiiieees Plectonema

B03.440.475.100.655.......ccceiiiiiieiiieiie e Prochlorophytes
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B03.440.475.100.655.600........ccccceevvrreiiieeieneeeene Prochlorococcus
B03.440.475.100.655.620.......cccceruereeeiieeeirienenieneas Prochloron
B03.440.475.100.655.640.........cccoceiverrieniniririenenas Prochlorothrix
B03.440.475.100.745......ooiiiiiiieeeee e Synechococcus
B03.440.475.100.750......ccccceiiuiiiieiiieiie e Synechocystis
B03.440.500.......ccccceiiiiiiiiieiiieeee Helicobacter
B03.440.500.250.........cccoviiiiiiiiiiiciiicie Helicobacter felis
B03.440.500.350........ccccieiiiiiiiiiieic e Helicobacter heilmannii
B03.440.500.362.........cuevveeeieiiiiiieieee e Helicobacter hepaticus
B03.440.500.450.........cccoiiiiiiiiiiiciic e Helicobacter mustelae
B03.440.500.550.......ccccvviiiiiiiiiiieeiieee e Helicobacter pylori
B03.440.520......cccciiiiiiiiiieciieeeee Lawsonia Bacteria
B03.440.540......cccociiiiiiiiiiiceeee Methylosinus
B03.440.540.500......cccccmiiiiiiieiiiiaeeiiee e Methylosinus trichosporium
B03.440.595......cccoiiiiiieee e Oceanospirillaceae
B03.440.602.......cccoeiiiiiiiiiiieiieeee Ornithobacterium
B03.440.612.......cciiiiieeceee e Piscirickettsiaceae
B03.440.614......oeiiiieeieee e Planctomycetales
B03.440.623.......ccccciiiiiiiiieiiee Rhodobacter
B03.440.623.225......cccciiieieeeee e Rhodobacter capsulatus
B03.440.623.700........c.cumeiieeeeaiiiiieee e Rhodobacter sphaeroides
B03.440.645.......ccciiiiiiii Rhodomicrobium
B03.440.646........ccccccviiiiiiieiiicieee Rhodovulum
B03.440.647......ooiiiiiiiiiiiieee Rickettsiaceae
B03.440.647.650........ccccoumiriniieieiiiienne Rickettsieae
B03.440.647.650.550.......cccceiiiiiiiiiiiieeiiiee e Orientia tsutsugamushi
B03.440.647.650.650........cccccorirriiririiirnienie e Rickettsia
B03.440.647.650.650.040........cccceeeruererieeeiieieneneas Rickettsia akari
B03.440.647.650.650.125........coccemiireeieinincneiees Rickettsia conorii
B03.440.647.650.650.362.......ccceiirieiiiaieiiieneniena Rickettsia felis
B03.440.647.650.650.600..........ccceveeiiiiiiiiieeeeeiiiiines Rickettsia prowazekii
B03.440.647.650.650.650.........c.cceeerueriiieiaiienenienea Rickettsia rickettsii
B03.440.647.650.650.810........cccemimrereiininiiricnienrenas Rickettsia typhi
B03.440.647.825......cceiiiiiiiieeeeeeaene Wolbachia
B03.440.680........cccccciiiiiiiiiiiiciieie Roseobacter
B03.440.840......ccciiiiiiiieeieeeee e Spirillaceae
B03.440.840.750......c.cceiiiiiiiiireieiieaene Spirillum
B03.440.860.......ccccceiuiiiiiiiieiiieieee Tenericutes
B03.440.860.074.........ovveeeeeeeiiiieeee e Acholeplasmataceae
B03.440.860.074.150......ccciiiieiiieeeiiee e Acholeplasma

B03.440.860.074.150.500.......ccccceveriiieeeiiieeeiiieeeieennn Acholeplasma laidlawii
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B03.440.860.074.575........cceiiiiriiricneree e Phytoplasma
B03.440.860.300......ccccueieiiiiieiiiiae e Entomoplasmatales
B03.440.860.300.250.......ccccciviiiieeeeeiiiiiieee e Entomoplasmataceae
B03.440.860.300.750......ccciuiieiiiiaeiiieae e Spiroplasmataceae
B03.440.860.300.750.625.........cevveeeeeiiiiiiieee e Spiroplasma
B03.440.860.300.750.625.500........cccccerieieiainiiaienieneeens Spiroplasma citri
B03.440.860.580.......ccccevviiiiiiiiiiieeiiieee e Mycoplasmatales
B03.440.860.580.553.......cccuiiiiiiieiiieeeee e Mycoplasmataceae
B03.440.860.580.553.553.......cccviiiiiiieiiiiieeeeeen Mycoplasma
B03.440.860.580.553.553.050........cccceemiiireiiiieeaiiee e Mycoplasma agalactiae
B03.440.860.580.553.553.075......ccccemuerueiriniiiirenreieenes Mycoplasma arthritidis
B03.440.860.580.553.553.195.....ccccciiiiiiiieiiieeeiee e Mycoplasma bovigenitalium
B03.440.860.580.553.553.200.......cccceeeiiirieiiiiieeiiiceeieenn Mycoplasma bovis
B03.440.860.580.553.553.210.....cccciuvieiiiiieiiieeeiee e Mycoplasma capricolum
B03.440.860.580.553.553.220.......cccceeeiiirieiiiiieeieeeeieen Mycoplasma conjunctivae
B03.440.860.580.553.553.267 .......cccuveeiiiiieaiieeeiiee e Mycoplasma dispar
B03.440.860.580.553.553.315.....cciiiiiiiiiieiiecie e Mycoplasma fermentans
B03.440.860.580.553.553.345........cceeiiiiiieieeeee e Mycoplasma gallisepticum
B03.440.860.580.553.553.355......ccccviiiiiiieiiiieee e Mycoplasma genitalium
B03.440.860.580.553.553.400........ccceeiiiiieiiiiieaiiee e Mycoplasma hominis
B03.440.860.580.553.553.420........ccceeeiiirieiiiiieeiieeeieenn Mycoplasma hyopneumoniae
B03.440.860.580.553.553.425.......cccveiiiiiiaiiieeeiee e Mycoplasma hyorhinis
B03.440.860.580.553.553.430......ccccveeeririeiiiieeiieieeieenn Mycoplasma hyosynoviae
B03.440.860.580.553.553.450........ccceeiiiiieiiiiieaieeeeeennn Mycoplasma iowae
B03.440.860.580.553.553.570.......cccvreiiiriiiiiiieeieeeeenn Mycoplasma meleagridis
B03.440.860.580.553.553.585.......ccceiiiiiiieiiieeeiee e Mycoplasma mycoides
B03.440.860.580.553.553.630.......ccccveeimirieiiiiieeiiieeeieenn Mycoplasma orale
B03.440.860.580.553.553.635.......ccceeeiiiiiaiiieeeiee e Mycoplasma ovipneumoniae
B03.440.860.580.553.553.645......cccccciiiiiiieeieiiiieee e Mycoplasma penetrans
B03.440.860.580.553.553.650........cccceeiiiiieiiiiieaiiieeeennn Mycoplasma pneumoniae
B03.440.860.580.553.553.670......ccccciurrirreeeiiiiiiiiiee e Mycoplasma pulmonis
B03.440.860.580.553.553.720.....c.ccceeeiiiriaiiieeaiee e Mycoplasma salivarium
B03.440.860.580.553.553.770......cccccveeiiirieiiiiieeieceeieenn Mycoplasma synoviae
B03.440.860.580.553.900.......cccueeiiiiiaiiiieeeiiieeeienn Ureaplasma
B03.440.860.580.553.900.800.........cc0eeeririeiiiiieeiieeeeieenn Ureaplasma urealyticum
B03.440.930......cccciiiiiiiiiieiieeee Verrucomicrobia

BO3.510. .. Gram-Positive Bacteria
B03.510.024.......cciiiiiiiiiieiee Actinobacteria
B03.510.024.049........coiiiiiiiiiiieee e Actinomycetales
B03.510.024.049.050.......cccuiieiiiiieeiiee e Actinomycetaceae

B03.510.024.049.050.050........ccccuiirriiiieiieiiee e Actinomyces
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B03.510.024.049.050.050.050......cc.cceiuvirieeniieiiieiieeieees Actinomyces viscosus
B03.510.024.049.050.287 ........oovoeviiiiiiieiceieee e Arcanobacterium
B03.510.024.049.050.525........coccemviireeeeeeniirienenienas Mobiluncus
B03.510.024.049.100........cceiieiiieieieeeieeee e Brevibacterium
B03.510.024.049.150.......ccceiiiiieiiiieieeeeee Cellulomonas
B03.510.024.049.180......ccciiiieiiieeeiiee e Corynebacterium
B03.510.024.049.180.100.......ccceoverrireieieeieseeeee Brevibacterium flavum
B03.510.024.049.180.150.....ccccivieeiiiieeiiiee e Corynebacterium diphtheriae
B03.510.024.049.180.300........cciuiiriiiiieiieeiee e Corynebacterium glutamicum
B03.510.024.049.180.600.......cccveeiiiiiaaiiieeaiieeeieeenn Corynebacterium pseudotuberculosis
B03.510.024.049.180.625........cccovveiiiiiieieiee e Corynebacterium pyogenes
B03.510.024.049.250........ccccoiiiieeieieeeieeie e Frankia
B03.510.024.049.300........ccccueivrieirieeieceeeee Gordonia Bacterium
B03.510.024.049.475......cccoviiiiiiiiiiiiieees Micrococcaceae
B03.510.024.049.475.050.......cccccemimreeiieiniricnienene Arthrobacter
B03.510.024.049.475.500........ccccceiiiiiiiiiniiiieiieee Micrococcus
B03.510.024.049.475.500.500........ccccvevueieeieiinieneeeene. Micrococcus luteus
B03.510.024.049.500.......ccccueiiiiiiiaiiieeeiiee e Micromonosporaceae
B03.510.024.049.500.500.......ccccueeeiiriieeiiieeeiiieeeieennn Micromonospora
B03.510.024.049.525. ... Mycobacteriaceae
B03.510.024.049.525.500........ccccvimiriiiaiieiieeieeee Mycobacterium
B03.510.024.049.525.500.300........cccererueieianiaiiaienieneeens Mycobacterium avium
B03.510.024.049.525.500.300.600.......ccc0eemrurreeerireeeiieeeieeenns Mycobacterium avium subsp. paratuberculosis
B03.510.024.049.525.500.402........cccemereeieiaiaiiaieaieneeens Mycobacterium bovis
B03.510.024.049.525.500.480......c..cceiviiiiaiieiiieiieeieees Mycobacterium haemophilum
B03.510.024.049.525.500.502........ccueieiiiiiaiiieeeiee e Mycobacterium leprae
B03.510.024.049.525.500.602..........cccviruieiiieiiieiiieieees Mycobacterium lepraemurium
B03.510.024.049.525.500.640........cccerereerieiaiiiaeaieeens Mycobacterium phlei
B03.510.024.049.525.500.702......cc0ceiviiiianiieiiieiieeieees Mycobacterium tuberculosis
B03.510.024.049.525.500.720.....c.cccuveeeiiieeaiieeaiiee e Nontuberculous Mycobacteria
B03.510.024.049.525.500.720.100........ccccveiiirireiiiieiieenieeaienn Mycobacterium avium Complex
B03.510.024.049.525.500.720.225......ccceeeeiiiiieaiiee e Mycobacterium chelonae
B03.510.024.049.525.500.720.325........ccooveiiiiiiiiiiieiieeieesie Mycobacterium fortuitum
B03.510.024.049.525.500.720.400.......cccceeeiiuireaiiiieaeiiee e Mycobacterium kansasii
B03.510.024.049.525.500.720.500........ccccemiurireiiiieiieenieennnn Mycobacterium marinum
B03.510.024.049.525.500.720.625......ccceeeeiiiiieaiiie e Mycobacterium scrofulaceum
B03.510.024.049.525.500.720.662.........ccceevveiriiriiiiiieieennn Mycobacterium smegmatis
B03.510.024.049.525.500.720.700.....ccccueeeiiuireaaiiieaaieee e Mycobacterium ulcerans
B03.510.024.049.525.500.720.950........ccccuemiurireiiiieiieeieeann Mycobacterium xenopi
B03.510.024.049.537......cociiiiiiiiiiiciii e Nocardiaceae

B03.510.024.049.537.550........cccccrivriiriiniiiiciene Nocardia
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B03.510.024.049.537.550.550........cccccveiueiirieiiiieceeene Nocardia asteroides
B03.510.024.049.537.775....c.ocoviiieieeeeec e Rhodococcus
B03.510.024.049.537.775.700.......cccceeeeieeeiiireeirieee e Rhodococcus equi
B03.510.024.049.600.......cccceeeeiiiiiiiiieeeiiee e Propionibacteriaceae
B03.510.024.049.600.600........cccceeeririeeeiiieeeiireeeneennn Propionibacterium
B03.510.024.049.600.600.600.........ccceeeiirreaiieaaiiieeaieennn Propionibacterium acnes
B03.510.024.049.750.......ccccuvveiiieeeeiieeeciiee e Saccharopolyspora
B03.510.024.049.775.....cooiiiieeeeeeee e Streptomycetaceae
B03.510.024.049.775.775....ccoeiiiiieiiee e Streptomyces
B03.510.024.049.775.775.100.....cccccoieiiiiieaiiieeeiee e Streptomyces antibioticus
B03.510.024.049.775.775.125.....cciiiiiiiieeee e Streptomyces aureofaciens
B03.510.024.049.775.775.200.....c.ccccueeiiiiiaiiieeaiee e Streptomyces coelicolor
B03.510.024.049.775.775.375.....coiiiiiiiiieieee e Streptomyces griseus
B03.510.024.049.775.775.500.......cccceeeiiiiiaiiiieaiee e Streptomyces lividans
B03.510.024.049.775.775.750......cccceiiiiiiieiieiie e Streptomyces rimosus
B03.510.024.049.887 ......ccoiiiieiiiiieeiee e Tropheryma
B03.510.024.100.......ccceiiiiireiiiiieceeeeeee Bifidobacterium
B03.510.024.400.........cccoiiiiiiiiiiiciicceee Gardnerella
B03.510.024.400.800........ccceevieiuieiiieiieiieenieeanne Gardnerella vaginalis
B03.510.100.....cceeeeeiieiirieieieeeeeee s Bacillales
B03.510.100.050........cciiiieiiieiieiieeieeeeeee Alicyclobacillus
B03.510.100.100........ceiiiiiiiieiieccie e Bacillaceae
B03.510.100.100.108......cccveiiieiiieiieeiie e Anoxybacillus
B03.510.100.100.218.....cecieiieiieiiieieeeeeie e Bacillus
B03.510.100.100.218.151....ceeiiiiieiecieeeeee e Bacillus anthracis
B03.510.100.100.218.252.......cueiuiieieeieeeicee e Bacillus cereus
B03.510.100.100.218.500........cccueiriiiireniieaiee e Bacillus megaterium
B03.510.100.100.218.725.......ceiieieicieeecee e Bacillus subtilis
B03.510.100.100.218.800........cccouiiiiriiieniieeiee e Bacillus thuringiensis
B03.510.100.100.400........ccoeieuiiririieeeeieaieaeeeeenes Geobacillus
B03.510.100.100.400.400.......ccccueeeiirieeeiiieeeiieeeeieennn Geobacillus stearothermophilus
B03.510.100.100.425........coviiiiiieieeeeieeie e Halobacillus
B03.510.100.100.600........cccccverrrieririeieieeeenne Planococcaceae
B03.510.100.100.600.700......ccccueeeiiieaaiiieeaiiieeeieeann Sporosarcina
B03.510.100.117 ..o Brevibacillus
B03.510.100.120......ccueeeierieiinieieieeeiesieine Brochothrix
B03.510.100.310...ccciveeeiriiriirieieieieiecienne Gemella
B03.510.100.500......cccciueeereriirieieieiaieaieaens Listeria
B03.510.100.500.500........ccceevieiuieiiieiieiieenieeene Listeria monocytogenes
B03.510.100.645.........coeeeiiiiiiieieieeaieine Paenibacillus

B03.510.100.650.......ccccvvveiiiereeiiieeciiee e Pasteuria



2016 MeSH Tree Hierarchy

Tree location

B03.510.100.750.....c..ceiiiiiiiieiieiieeeee e Staphylococcaceae
B03.510.100.750.750.....ccciiiiieiiiaeeiiee e Staphylococcus
B03.510.100.750.750.100........ceiuiiiieiiieiieeiee e Staphylococcus aureus
B03.510.100.750.750.100.500.......cccuvieaiiiraaiieeaiiee e Methicillin-Resistant Staphylococcus aureus
B03.510.100.750.750.343......ccccvvieeeieeeceeeecee e Staphylococcus epidermidis
B03.510.100.750.750.400.......ccccueeeiiieaaiiieeeiiiee e Staphylococcus haemolyticus
B03.510.100.750.750.425........cccoviiiiiiiieiiecee e Staphylococcus hominis
B03.510.100.750.750.435......ccciiieeiiieeeiiee e Staphylococcus hyicus
B03.510.100.750.750.445........ccooviiiiiiiieiieeiee e Staphylococcus intermedius
B03.510.100.750.750.500.......cccueeiiiiiaiiiieeaiiiee e Staphylococcus lugdunensis
B03.510.100.750.750.750.......ccccveeeirieeeiiieeecieeeeeeean Staphylococcus saprophyticus
B03.510.100.800......ccciiiieaiiiieeiiiee e Thermoactinomyces
B03.510.400.......ccceiiiiiiiiiieceeee e Gram-Positive Cocci
B03.510.400.030........cciiiieiiiiiiiiiccee e Aerococcus
B03.510.400.200........cccccuiiieeiiiiieieeeeeee Deinococcus
B03.510.400.500........ccccveiiiiiiiiiciie e Micrococcaceae
B03.510.400.500.500........cccccvevrrierirnreieieeeene Micrococcus
B03.510.400.500.500.400.........cccceeriimiiianiiniienieene. Micrococcus luteus
B03.510.400.531......oeiiiiiieieeeee e Oenococcus
B03.510.400.562.......cccuviiiiiieeiieeeiee e Peptococcaceae
B03.510.400.562.593.......ccceeveiiiieeeiiee e Peptococcus
B03.510.400.625......cccciiiiiiiieeiie e Peptostreptococcus
B03.510.400.630.......cccceiviiiriiiiiieieeeeee Planococcaceae
B03.510.400.630.600........cccccviriuiiiiieiiiiiieniiees Planococcus Bacteria
B03.510.400.630.700.......ccccuureriiireirieeeiiieeenaeeen Sporosarcina
B03.510.400.687........ccocuieiiiiiiiicic e Ruminococcus
B03.510.400.750.......ccceiuiiieiiiiiieieeeeceeee Sarcina
B03.510.400.790......cceiiiiiiiiieeiee e Staphylococcaceae
B03.510.400.790.750.......cccoeiriiiieiiieiie e Staphylococcus
B03.510.400.790.750.100.....cccciieeeiiieeeiiiee e Staphylococcus aureus
B03.510.400.790.750.100.500.........ccerviriiaiiieaiieiieeieees Methicillin-Resistant Staphylococcus aureus
B03.510.400.790.750.343.....ccciiiieeiiieeiiee e Staphylococcus epidermidis
B03.510.400.790.750.400........cccciimiiiiieiieaieeneeeee Staphylococcus haemolyticus
B03.510.400.790.750.425......cccciiieiiieeiiee e Staphylococcus hominis
B03.510.400.790.750.435........coiiiiiiiiiecie e Staphylococcus hyicus
B03.510.400.790.750.445.......cccviiiiiieaieeeee e Staphylococcus intermedius
B03.510.400.790.750.500........cccouiimiiiiieniieeieeiieeee Staphylococcus lugdunensis
B03.510.400.790.750.750.....cccciiieeiiiiaaiiiee e Staphylococcus saprophyticus
B03.510.400.800......cccccuvreeiiireriiieeciiee e Streptococcaceae
B03.510.400.800.500........c.ccccuiiiuiiiiieiiiiiiesiees Lactococcus

B03.510.400.800.500.400.......ccccueeerrieeeiiieeeinieeeeeeennn Lactococcus lactis
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B03.510.400.800.872.......cccveveiriereeiieeeciiee e Streptococcus
B03.510.400.800.872.100.....cccccveeeiiieaaiiieeaiieeeieeann Streptococcus agalactiae
B03.510.400.800.872.150.......ccccuveeerieeeiiieeeeiieeeieennn Streptococcus bovis
B03.510.400.800.872.225.......ccceiieiiiieeiiieeeeeeeen Streptococcus equi
B03.510.400.800.872.260........ccccuverierriiaiieiieeiieeee Streptococcus gordonii
B03.510.400.800.872.550.......cccueeiiiiiaiiieeeiiiee e Streptococcus pneumoniae
B03.510.400.800.872.575.....ccoceiieiiiiiieiie e Streptococcus pyogenes
B03.510.400.800.872.750.....cccccveeeiiiiaaiiieeaiieee e Streptococcus suis
B03.510.400.800.872.800.......ccccueeerrieeeiiieeeiniieeeneennn Streptococcus thermophilus
B03.510.400.800.872.875.....ccceiieeeiiiiaaiiieeeieeeian Viridans Streptococci
B03.510.400.800.872.875.475.......ccccveeeeieeeeiiireeiieeeeeeenn Streptococcus milleri Group
B03.510.400.800.872.875.475.080.....ccccceeeiiuiriaiiiieaeiiee e Streptococcus anginosus
B03.510.400.800.872.875.475.150.....cccccuveeeirireeeiireeeieee e Streptococcus constellatus
B03.510.400.800.872.875.475.400......ccccceeeiiuireaiiiaaiiieeeiennn Streptococcus intermedius
B03.510.400.800.872.875.500.......ccccceeerirreeiiirenrieeenieennn Streptococcus mitis
B03.510.400.800.872.875.520.....c.cccuveeiiiiiaaiiieeaieeeeiennn Streptococcus mutans
B03.510.400.800.872.875.600........cccceeevrreeeiiirenrieeenrennnn Streptococcus oralis
B03.510.400.800.872.875.700.....c.ccceeeeiiiieiiieeaiiee e Streptococcus sanguis
B03.510.400.800.872.875.750.......ccccueeerirreeiiireerieeeeeennnn Streptococcus sobrinus
B03.510.415....ciiiiie e Gram-Positive Endospore-Forming Bacteria
B03.510.415.400........cccciiiiiiiieiieeie e Gram-Positive Endospore-Forming Rods
B03.510.415.400.078.....cocieieiiiieieieeeieeie e Alicyclobacillus
B03.510.415.400.158.......cccocovevirieiiieieceee Bacillaceae
B03.510.415.400.158.108........ceiuiierieeiieieeiceie e Anoxybacillus
B03.510.415.400.158.218......c.cccvvuiivireicicinicricneree Bacillus
B03.510.415.400.158.218.157.....ccueiuirieieieieieeeeieeie e Bacillus anthracis
B03.510.415.400.158.218.252.......cceiveeiiieieceeeceee Bacillus cereus
B03.510.415.400.158.218.500........cccerereeieiaiiaiiaiesieeeens Bacillus megaterium
B03.510.415.400.158.218.725......cccciiuireiiieiiiieereeeee Bacillus subtilis
B03.510.415.400.158.218.800........cccererueieiaiiaiiaienieeeens Bacillus thuringiensis
B03.510.415.400.158.400........cccemimreecieinircrienrennas Geobacillus
B03.510.415.400.158.400.400........cceeeeiirraiiieeaiiee e Geobacillus stearothermophilus
B03.510.415.400.158.425.......ccocoimiirieiieinircneiee Halobacillus
B03.510.415.400.158.900.......cccererieieiereeicrieniesieneas Virgibacillus
B03.510.415.400.179..c..cveiiiiiireircceeeeie e Brevibacillus
B03.510.415.400.200........ccceieuiriiiieeeieeieeee s Clostridium
B03.510.415.400.200.025........cccoeviriiiiieieeiee e Clostridium acetobutylicum
B03.510.415.400.200.100.......cceuerereeerieieeiceienesienea Clostridium beijerinckii
B03.510.415.400.200.130......cccvreeririieieieeeeseeeee Clostridium bifermentans
B03.510.415.400.200.160.......cceerereeieeeeeicrianenieneas Clostridium botulinum

B03.510.415.400.200.160.050......c..ccevviriieniieiiieiieeieees Clostridium botulinum type A
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B03.510.415.400.200.160.100......c.cccerviriiaiieiiierieeieees Clostridium botulinum type B
B03.510.415.400.200.160.150........ccceruereeieiairieaiesieneeeane Clostridium botulinum type C
B03.510.415.400.200.160.200.........ccervirrianiieiiieiieeieees Clostridium botulinum type D
B03.510.415.400.200.160.250........ccceruereeieianiaiiaienienieens Clostridium botulinum type E
B03.510.415.400.200.160.300.........ccerverrianiieaiieiieeieens Clostridium botulinum type F
B03.510.415.400.200.160.350........ccceruereeienianiaiiaeenieneeene Clostridium botulinum type G
B03.510.415.400.200.180.....c.0ceiviiiiiiiieiieeiee e Clostridium butyricum
B03.510.415.400.200.200.......cccereaeeieeereeicrienieseeneas Clostridium cellulolyticum
B03.510.415.400.200.205........cccccveiriieiieeeseeeee Clostridium cellulovorans
B03.510.415.400.200.215.....c.ccceiirieieeieeeeee e Clostridium chauvoei
B03.510.415.400.200.250........ccccemimreecieiinirieniesienes Clostridium difficile
B03.510.415.400.200.412.....c.ccueiuiieieiiieeeceie e Clostridium histolyticum
B03.510.415.400.200.493........coiiiiiiiiiieieeee e Clostridium kluyveri
B03.510.415.400.200.575.....ccciiiiieiiiieeeiee e Clostridium perfringens
B03.510.415.400.200.690.......cccveeeririeeeiiieeeiiieeeeeennn Clostridium septicum
B03.510.415.400.200.700.......cccemeaeeieeeeeirieneneeneas Clostridium sordellii
B03.510.415.400.200.710....c.cccvmuimrireecieenirienenienas Clostridium sticklandii
B03.510.415.400.200.713....cocoiiuiieieieeeeee e Clostridium symbiosum
B03.510.415.400.200.722.......ccociiiiriecieiniricnesienas Clostridium tertium
B03.510.415.400.200.725.......ccooiieieeiieeeceenesienea Clostridium tetani
B03.510.415.400.200.740.......ccccveeeirieeeiiieeeeieee e Clostridium tetanomorphum
B03.510.415.400.200.770.....ccceiiiiiiiiiieciceiee e Clostridium thermocellum
B03.510.415.400.200.800........ccccurerirriieiieaieeiieeie Clostridium tyrobutyricum
B03.510.415.400.230.......ccceeiiiiiiiiiieiieeieesiee Desulfotomaculum
B03.510.415.400.500.......ccccureiiiieeirieeeiiieeeineeen Micromonosporaceae
B03.510.415.400.500.500.......cccuiiiiiiiaiiiieeaiieeeienn Micromonospora
B03.510.415.400.525........ccoecviiiriirirceeecie e Moorella
B03.510.415.400.645........cceiiiieiieeeecie e Paenibacillus
B03.510.415.400.790......ccccivireiiieeeeiieeeciiee e Saccharopolyspora
B03.510.415.400.810.....cceiiiiieiiiieeeiiee e Streptomycetaceae
B03.510.415.400.810.768........cccovveriiiiieieiiee e Streptomyces
B03.510.415.400.810.768.100.....c.ccceeeeiiiiaaiiieeaiiee e Streptomyces antibioticus
B03.510.415.400.810.768.125......ccceeiiiiiiieieiiic e Streptomyces aureofaciens
B03.510.415.400.810.768.200........ccceeeeiiiiaaiiieeaiieeeeieennn Streptomyces coelicolor
B03.510.415.400.810.768.375......ccceiiiiiiiieiieeie e Streptomyces griseus
B03.510.415.400.810.768.500........cccceeiiirraaiieeaiiie e Streptomyces lividans
B03.510.415.400.810.768.750......c.cccevviriiaiieiiiciiceieeis Streptomyces rimosus
B03.510.415.650......ccccieeeiieiinieieieieeaieene Pasteuria
B03.510.415.700......cccciiieeiiireeieeecieee e Sporosarcina
B03.510.460.......cccoeiiiiiiiiiieiiieece Gram-Positive Rods

B03.510.460.400........cccccvimiiarieiiienie e Gram-Positive Asporogenous Rods
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B03.510.460.400.400........cccccivimmieiiieiieiiieenieeanne Gram-Positive Asporogenous Rods, Irregular
B03.510.460.400.400.024.......c.ociiiieiieeeieeee e Acetobacterium
B03.510.460.400.400.049........coccovimrirriininireneniene Actinobacteria
B03.510.460.400.400.049.049........ccviiiiiiieiiieeeiee e Actinomycetaceae
B03.510.460.400.400.049.049.178.......cccovirireeiiirineneeieias Actinomyces
B03.510.460.400.400.049.049.178.800.......cueeeeiureeaiiieeeieeeaieenne Actinomyces viscosus
B03.510.460.400.400.049.049.200.........cccovreereieereniereeiens Arcanobacterium
B03.510.460.400.400.049.049.589.......ceciriririnieniinienieieeanas Mobiluncus
B03.510.460.400.400.049.074........cccerirueiiiiiiiaresreeeees Arthrobacter
B03.510.460.400.400.049.100........cccererierieiaiaeaienieieeens Bifidobacterium
B03.510.460.400.400.049.550........ccccmirueirinininrinrenenes Brevibacterium
B03.510.460.400.400.200......ccccuieeiiieaaiiieeaiieeeieeann Corynebacterium
B03.510.460.400.400.200.150......cceeerviriieniieaiie e Corynebacterium diphtheriae
B03.510.460.400.400.200.300.....cccccueeeeriieaaiiieeaiiee e Corynebacterium glutamicum
B03.510.460.400.400.200.600.........ccccvrrueenieaiieiieeieenns Corynebacterium pseudotuberculosis
B03.510.460.400.400.200.625........cceeeiiiiieaiieeeiiee e Corynebacterium pyogenes
B03.510.460.400.400.250.........ccccemimreeeieiinirierienienas Eubacterium
B03.510.460.400.400.600.......cccueeeiiieaaiiireaiieeaieeann Propionibacteriaceae
B03.510.460.400.400.600.600........cccceeervrreeirirenrieeeeeennnn Propionibacterium
B03.510.460.400.400.600.600.600.........c.cceeiiuireeniiieaaiieeaieenns Propionibacterium acnes
B03.510.460.400.400.790.......ccceoveirrieieieeieaeeeee Thermoanaerobacter
B03.510.460.400.400.800.........ccceeriiriiaiicaiienieenn. Thermoanaerobacterium
B03.510.460.400.410......ccccueiriiiiiiiieiie e Gram-Positive Asporogenous Rods, Regular
B03.510.460.400.410.120....c.ccceiuirieieieieeeeee e Brochothrix
B03.510.460.400.410.350.......ccccimimreecininirienenenes Erysipelothrix
B03.510.460.400.410.475.....ccociioiiiiiiiiieicceeeeee Lactobacillaceae
B03.510.460.400.410.475.475......cccocviiiiiiiiiiiaeereeeenen Lactobacillus
B03.510.460.400.410.475.475.100.......ccccemereeeiiinesieieeenas Lactobacillus acidophilus
B03.510.460.400.410.475.475.180......ccecimireeiniiriricnieieies Lactobacillus brevis
B03.510.460.400.410.475.475.225......cccoiiieiiiiiiiieeeeea Lactobacillus casei
B03.510.460.400.410.475.475.250.......cccccemireiininircnieieiens Lactobacillus delbrueckii
B03.510.460.400.410.475.475.325........oceoiiiiiiiiiiiccieee Lactobacillus fermentum
B03.510.460.400.410.475.475.400.........cccocvieeiiieeiiiiereen, Lactobacillus helveticus
B03.510.460.400.410.475.475.506.......ccccerereeeeieniinieieerieeanas Lactobacillus leichmannii
B03.510.460.400.410.475.475.612.....ccccvveeeiieeeeiee e Lactobacillus plantarum
B03.510.460.400.410.475.475.680.......ccccemeriereairireierieeanas Lactobacillus reuteri
B03.510.460.400.410.475.475.700.........ccoivieeriiieiiceeeeiens Lactobacillus rhamnosus
B03.510.460.400.410.485.......ccoiiieiiiieeecee e Listeria
B03.510.460.400.410.485.500.........ccceuirrianiieiiieiieeieens Listeria monocytogenes
B03.510.460.400.410.552.....cccciiiiiiiiiaiiiee e Mycobacteriaceae

B03.510.460.400.410.552.552......ccceceiiiiiiiiieiic e Mycobacterium
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B03.510.460.400.410.552.552.300........ccccuemiuiireiiiieiieenieeann Mycobacterium avium
B03.510.460.400.410.552.552.300.600.......c..ceeeiueeeaiiieeaiiieeaieenns Mycobacterium avium subsp. paratuberculosis
B03.510.460.400.410.552.552.402........cccceeiiiiiiiiiiiiiieeeeee Mycobacterium bovis
B03.510.460.400.410.552.552.480.......ccceeeiiuireaiiiiiaiieeeiennn Mycobacterium haemophilum
B03.510.460.400.410.552.552.502........cccceeiiuiiiiiiiieiiieieee Mycobacterium leprae
B03.510.460.400.410.552.552.602.......ccceveiiuiriaiiiieaiiiee e Mycobacterium lepraemurium
B03.510.460.400.410.552.552.640.........ccceeiruemririiriinieieiennns Mycobacterium phlei
B03.510.460.400.410.552.552.702.....cccueieiiiiiaeiie e Mycobacterium tuberculosis
B03.510.460.400.410.552.552.720........ccccuiiiuiiiiiiiieiieeeen Nontuberculous Mycobacteria
B03.510.460.400.410.552.552.720.100........cccererieiauiriinieieeeeaeene Mycobacterium avium Complex
B03.510.460.400.410.552.552.720.225.......ccceviuiiiiiiieiieceeee Mycobacterium chelonae
B03.510.460.400.410.552.552.720.325........ccereieiaiiiaieeeeeiee Mycobacterium fortuitum
B03.510.460.400.410.552.552.720.400.......ccccoiiriiiiiieiieeiieneene Mycobacterium kansasii
B03.510.460.400.410.552.552.720.500........ccccreiemreuiaiinieieeeeanenne Mycobacterium marinum
B03.510.460.400.410.552.552.720.625.......cccceiviiriiiiieiieieee Mycobacterium scrofulaceum
B03.510.460.400.410.552.552.720.662..........oeeeiiuieeaiiieaiiieeaieenne Mycobacterium smegmatis
B03.510.460.400.410.552.552.720.700.......cccccvuieriirieieeirieneeenes Mycobacterium ulcerans
B03.510.460.400.410.552.552.720.950........ccereieuiaiainieieeeeaeene Mycobacterium xenopi
B03.510.460.410.....cciiiieiiieiieieee e Gram-Positive Endospore-Forming Rods
B03.510.460.410.158.....c.cciiiiaiiiienieieeeieeie e Bacillaceae
B03.510.460.410.158.108........ceviiiriiiiieniieeiee e Anoxybacillus
B03.510.460.410.158.218....c.ccviuirieieiiieieeiee e Bacillus
B03.510.460.410.158.218.151...c.oeeoeiiieiceeeceeeceee, Bacillus anthracis
B03.510.460.410.158.218.252......cceieiueieieieieaieaeeaieeeene Bacillus cereus
B03.510.460.410.158.218.500......c..cceruvrriieniieiiieieeeieeis Bacillus megaterium
B03.510.460.410.158.218.725.....cceieiiieeieieeiceeeieeeeee Bacillus subtilis
B03.510.460.410.158.218.800......c..cceruviriieiieiiieiieeieeis Bacillus thuringiensis
B03.510.460.410.158.400.......cccccemereiiiareeiieienenieneas Geobacillus
B03.510.460.410.158.400.400........ccceeemvirreeiiireerieeeeeeennn Geobacillus stearothermophilus
B03.510.460.410.158.425.......cociieieiieeeceeeeiea Halobacillus
B03.510.460.410.158.900........ccccemimreeeineniiricnienienas Virgibacillus
B03.510.460.410.165.....c.ccoveuieuiiieieieeeeeeie e Brevibacillus
B03.510.460.410.500.......cccceveiiiieeiiieeeiiiee e Micromonosporaceae
B03.510.460.410.500.500.......cccueiiiiiiaiiiiieaiieeeieenn Micromonospora
B03.510.460.410.525........ccoeciimiiiiricreeceeeie e Moorella
B03.510.460.410.645........cceiiiieieeeeee e Paenibacillus
B03.510.460.410.790......cccciireiiieeeeriee e Saccharopolyspora
B03.510.460.410.810.....cceiiiiiieiiiieeiiiee e Streptomycetaceae
B03.510.460.410.810.768........cccovveriiiiieieiiee e Streptomyces
B03.510.460.410.810.768.100.....c.cccueeeiiiiraiiieeaiee e Streptomyces antibioticus

B03.510.460.410.810.768.125......ccceieiiiiiieieiiic s Streptomyces aureofaciens
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B03.510.460.410.810.768.200..........cccvrrriaiieiiieiiieieees Streptomyces coelicolor
B03.510.460.410.810.768.375.....ccciiuieeeiiieeiieeeiee e Streptomyces griseus
B03.510.460.410.810.768.500..........cccvrrriaiiieiiieiieeieees Streptomyces lividans
B03.510.460.410.810.768.750.....c.cccveeiiiiiaaiieeaiiee e Streptomyces rimosus
B03.510.550.......ccciiiiiiiiiiieccee Lactobacillales
B03.510.550.030........cciiiiiiiiiiiiecie e Aerococcaceae
B03.510.550.030.014....c.ocoviiiiiricceceeee e Abiotrophia
B03.510.550.030.030......cccceeiiiiiieiiieiiieieeiee s Aerococcus
B03.510.550.130....c.ccciiieiieieieeeece e Carnobacteriaceae
B03.510.550.130.150......cccueeiiiiiieiiieiie e Carnobacterium
B03.510.550.250.......cccceiuiiiiiiiiiieieeeee Enterococcaceae
B03.510.550.250.250........ccccciuiiiiiiiiiiiiiiieeies Enterococcus
B03.510.550.250.250.280........cccccvevrrreieieeieneeeee Enterococcus faecalis
B03.510.550.250.250.300........cccceiiiiiiiiiiiiiieieee Enterococcus faecium
B03.510.550.250.250.650........ccccuveriiiiiieiieiieeiieee Vancomycin-Resistant Enterococci
B03.510.550.450........ccociiiiiiiiiiiiciic e Lactobacillaceae
B03.510.550.450.475........ccecimiiiiereneesie s Lactobacillus
B03.510.550.450.475.100.......ccceireaieiieeeieese e Lactobacillus acidophilus
B03.510.550.450.475.180......ccccerviiiiieiiieeieseeee Lactobacillus brevis
B03.510.550.450.475.225........cccciiiiiiiieiceie Lactobacillus casei
B03.510.550.450.475.250.......ccccccviiiiiiiiieeneeeee Lactobacillus delbrueckii
B03.510.550.450.475.325........ccooiiiiiiiiieiceee Lactobacillus fermentum
B03.510.550.450.475.400........ccccevvrieiineeieneeeene Lactobacillus helveticus
B03.510.550.450.475.506.........cccceeviiriiiiiiiieiieee. Lactobacillus leichmannii
B03.510.550.450.475.612.....cccccveeeeiieeeiiieeeciee e Lactobacillus plantarum
B03.510.550.450.475.680.........cccceeviiiiiiiiiiieiiee. Lactobacillus reuteri
B03.510.550.450.475.700.......cccccuevrreeiineeeneeeee Lactobacillus rhamnosus
B03.510.550.450.737 .....cveieiiieiiieieieeeie e Pediococcus
B03.510.550.475.......ccciiiiiiiiiieceeeee Leuconostocaceae
B03.510.550.475.450.......cccccecuiiiiiiiieiiiiieeies Leuconostoc
B03.510.550.475.600........ccccevvreeriiierieieeeenne Oenococcus
B03.510.550.475.900........cccovmiiriiiireeieaieaeeeenes Weissella
B03.510.550.737.....ooeeiieeeeeeeee e Streptococcaceae
B03.510.550.737.500........ccccecuiiiiiiiiiiiiiiieies Lactococcus
B03.510.550.737.500.400........cccccuevmrreiiieieneeeene Lactococcus lactis
B03.510.550.737.872.....cceiiiiiiiiieeeeeeeee e Streptococcus
B03.510.550.737.872.100........cccouiiiiiiiienieeiee e Streptococcus agalactiae
B03.510.550.737.872.150.....cccciiiieiiieeeiiiee e Streptococcus bovis
B03.510.550.737.872.225.......cccveeeeieeece e Streptococcus equi
B03.510.550.737.872.260.......cccueeiiiieaaiiieeeiieeeinn Streptococcus gordonii

B03.510.550.737.872.550.......ccccuveeiiieeeiieeeiieeeeieennn Streptococcus pneumoniae
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B03.510.550.737.872.575....ccceiiiiiiiiiiee e Streptococcus pyogenes
B03.510.550.737.872.750.....cccciieeiiiiiaaiiieeeee e Streptococcus suis
B03.510.550.737.872.800.......ccccuveeirieeaiiieeeiiieeeieennn Streptococcus thermophilus
B03.510.550.737.872.875.....cceiiieeeeiieeeieeeeeeee Viridans Streptococci
B03.510.550.737.872.875.475.......cccoveeeeeeeeieeeeee e Streptococcus milleri Group
B03.510.550.737.872.875.475.080.....ccccceeeiiuiieaiiieeeiiee e Streptococcus anginosus
B03.510.550.737.872.875.475.150.....cccccveeeiieeeeieeeeieee e Streptococcus constellatus
B03.510.550.737.872.875.475.400......cccceeeiiiiiaiiiaaiiiee e Streptococcus intermedius
B03.510.550.737.872.875.500.......cccceeiriireeiiireeiieeeeieennn Streptococcus mitis
B03.510.550.737.872.875.520.....cccccuveeiiiiiaiiieeeieeeeen Streptococcus mutans
B03.510.550.737.872.875.600........ccceeerirreeiiirenriieeeiennnn Streptococcus oralis
B03.510.550.737.872.875.700.....cccccoueeiiiiiaiiieeaiee e Streptococcus sanguis
B03.510.550.737.872.875.750.......ccccveeeiiieeeiiieeeiieeeeieennn Streptococcus sobrinus
B03.660.........ooiiiiiiiiiiiiece Proteobacteria
B03.660.050.......cccceiiiiiiiieeeieiiiiieeee e Alphaproteobacteria
B03.660.050.020......ccccumieiiiiieeiiiee e Anaplasmataceae
B03.660.050.020.050.......cccoeiviiirieeeeiiiiiieeee e Anaplasma
B03.660.050.020.050.100......ccccueeeiiieaaiiieeeciee e Anaplasma centrale
B03.660.050.020.050.500........ccureiririeiiiieeiiieeieenn Anaplasma marginale
B03.660.050.020.050.575......ccciieieiiiieaiiiee e Anaplasma ovis
B03.660.050.020.050.600..........ccemeeeeiiiiiiieeeeesiiieens Anaplasma phagocytophilum
B03.660.050.020.287 ........coveueauirieieieenieeie e Ehrlichia
B03.660.050.020.287.090.........ccccemvimreeeeeienirienenienes Ehrlichia canis
B03.660.050.020.287.100.......cccereeeeeeereeierienienieneas Ehrlichia chaffeensis
B03.660.050.020.287.700.........cccceeviriiiiiiiiiieiine, Ehrlichia ruminantium
B03.660.050.020.525........ccoeoveuiiiiieeeeeeie e Neorickettsia
B03.660.050.020.525.700.........cccceeemreeeieinirienenienas Neorickettsia risticii
B03.660.050.020.525.720........cccceiiiiiiiiiiiiieiiee. Neorickettsia sennetsu
B03.660.050.030........ccccviiiiiiiiiiiciircieeee Bartonellaceae
B03.660.050.030.040........cceriuirieieieieieeie e Bartonella
B03.660.050.030.040.080........cccememreeeerieririenienrenas Bartonella bacilliformis
B03.660.050.030.040.350........cccceiiiiriiiiiiiierieee Bartonella henselae
B03.660.050.030.040.650.........cccemveeeiiiiiiieeeeeiiiieees Bartonella quintana
B03.660.050.032......cccoiiieiiiiieeiiee e Beijerinckiaceae
B03.660.050.035.......cccvviiiiiieieeeieee e Bradyrhizobiaceae
B03.660.050.035.040........cccciruiriiieeeeeieeie e Afipia
B03.660.050.035.090........cccccvmmiiriirirernirnieiee e Bradyrhizobium
B03.660.050.035.520........cccccvmuiriiiiiienieaie e Nitrobacter
B03.660.050.035.700.......cccciiviiiiereeeiiiiiiieeeee s Rhodopseudomonas
B03.660.050.070........ccicieiiiiiiiiiieic e Brucellaceae

B03.660.050.070.100.........ccccorriiriiiiicniirine Brucella
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B03.660.050.070.100.100.......cccerverrirereieeeseeiene Brucella abortus
B03.660.050.070.100.150.......ceeererieieieieeicrieseseeneas Brucella canis
B03.660.050.070.100.500........cccccuevrrreieieeieneeeene Brucella melitensis
B03.660.050.070.100.625.......ccccoeierieiiieieeericnerienas Brucella ovis
B03.660.050.070.100.750.......ccccemrimrieceeiiniirierienienas Brucella suis
B03.660.050.070.700........cccciruirriiiereeieaieeieieenes Ochrobactrum
B03.660.050.070.700.650..........ccevveeeiiiiiieeeeeesiiienes Ochrobactrum anthropi
B03.660.050.090.........cccceeiiiiiiiiieiic e Caulobacteraceae
B03.660.050.090.100........cccccueirrieriiireieneeeene Caulobacter
B03.660.050.090.100.100........ccccuiiiiiiiieiceie e Caulobacter crescentus
B03.660.050.340.........cuuvveeeieiiiiiieiee e Holosporaceae
B03.660.050.350......ccccuiieaiiiieiiiiae e Hyphomicrobiaceae
B03.660.050.350.080........cccevruirrinrireireirnieiee s Azorhizobium
B03.660.050.350.080.100........cccceeriiriiiiinieenieee. Azorhizobium caulinodans
B03.660.050.350.400.......ccccviiiiimieiiiireeiiieeeeenn Hyphomicrobium
B03.660.050.350.675.....c.ccoveuieuiiieieireeieeie e Rhodomicrobium
B03.660.050.350.950........cc0ccvruirriirirceeienie e Xanthobacter
B03.660.050.500......ccccumiiiiiiieiiiiae e Methylobacteriaceae
B03.660.050.500.500........ccccvviriiriiiiiiieeiiieeeeenn Methylobacterium
B03.660.050.500.500.150......ccccveeeiiiiaaiiieeaiiieeeieann Methylobacterium extorquens
B03.660.050.512.....c.ueiiiiiiiieiieiieee e Methylocystaceae
B03.660.050.512.500........cccevmuirririeereeieaieneeeenes Methylosinus
B03.660.050.512.500.750........ccccuiiriiriiieniieiieeiieeee Methylosinus trichosporium
B03.660.050.600.......cccuviiiiiiiieiiiiae i Phyllobacteriaceae
B03.660.050.600.500........c..cccoeriiriiiiiiriiiieiis Mesorhizobium
B03.660.050.663........ccevveiiiiieeiiiae e Rhodospirillales
B03.660.050.663.050........cc.cccuriiiriiiiiiiiiiieies Acetobacteraceae
B03.660.050.663.050.010....c.cceruirvereeiieeieeeeienesienas Acetobacter
B03.660.050.663.050.020.........ccccemvemriveenieriirierienrenan Acidiphilium
B03.660.050.663.050.400.........cccceeviiriiiiiiaiienieen. Gluconacetobacter
B03.660.050.663.050.400.500.........cc0eeimirieniiiieniireeeieeenn Gluconacetobacter xylinus
B03.660.050.663.050.415.......ccooiieieiiieeeiceene e Gluconobacter
B03.660.050.663.050.415.550......c.ccemmiriiaiiieiiieiieiieees Gluconobacter oxydans
B03.660.050.663.750.......cccceeeeiiiiiaiiieaeiiiee e Rhodospirillaceae
B03.660.050.663.750.100........ccccemimreeeeeieririerienrenas Azospirillum
B03.660.050.663.750.100.020.......cccuveeeiiiieaiiieeaiiee e Azospirillum brasilense
B03.660.050.663.750.100.510.....cccccveeeiiieeeiiieeeiiee e Azospirillum lipoferum
B03.660.050.663.750.500.......c.ccemereeireerenirianienienea Magnetospirillum
B03.660.050.663.750.733.......ccoceiireecieinireneene Rhodospirillum
B03.660.050.663.750.733.150.....cccccueeaiiiiaaiieeaiee e Rhodospirillum centenum

B03.660.050.663.750.733.650.......c.ccccuviirreeeiiiiiiiieee e Rhodospirillum rubrum
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B03.660.050.730........ccccviiiiiiiiiiicie e Rhizobiaceae
B03.660.050.730.024.......cccoiiiiiiieeieee e Agrobacterium
B03.660.050.730.024.500.......cccceeeimiireiiiieeiieeeienn Agrobacterium tumefaciens
B03.660.050.730.670.....c.ccceereuiiiiiiieeeeieeie e Rhizobium
B03.660.050.730.670.337......cceiuiiririecinienirieneea Rhizobium etli
B03.660.050.730.670.450.......cccueiiiiiiaiiiiieaiiieeeeennn Rhizobium leguminosarum
B03.660.050.730.670.600.........c.ccocerreeeieiinirierienienas Rhizobium phaseoli
B03.660.050.730.670.800.......c.ccerereeereereeerienienieneas Rhizobium tropici
B03.660.050.730.835........ccveieiiirerieeeeeie e Sinorhizobium
B03.660.050.730.835.399.......ceiuirieieiiieeeeee e Sinorhizobium fredii
B03.660.050.730.835.800........cccemvemreeeerirniirienieneenas Sinorhizobium meliloti
B03.660.050.750........ccccveiiiiiiiiiieiie e Rhodobacteraceae
B03.660.050.750.600........cc.ccceviiriiiiiiiiiieiis Paracoccus
B03.660.050.750.600.125.........ccceiiiiiiiiiciiceee Paracoccus denitrificans
B03.660.050.750.600.600..........cceeveeeiiiiiiiieeeeeaiiieens Paracoccus pantotrophus
B03.660.050.750.700........ccceoiruirerreieeeieaieeie s Rhodobacter
B03.660.050.750.700.225.........ouveeieeeiiiiiiieee e Rhodobacter capsulatus
B03.660.050.750.700.700......ccccueeeiiiiaaiiieeeiieeeeeeeann Rhodobacter sphaeroides
B03.660.050.750.725........ccoeoiriireireeereienie e Rhodovulum
B03.660.050.750.750.......ccceecuiiiiiiiiiiiiiieeseee Roseobacter
B03.660.050.765...........ccoceviiiiiiiiciiice Rickettsiaceae
B03.660.050.765.650........cccccvruiriirieirenieaieeie s Rickettsieae
B03.660.050.765.650.600.........ccceeeririeiiirieaiieeeieenn Orientia tsutsugamushi
B03.660.050.765.650.650.........cccceereeriiieieaiinienenienas Rickettsia
B03.660.050.765.650.650.040........cccccerueirininiinrinrieenes Rickettsia akari
B03.660.050.765.650.650.180........ccceruereeieiaiieerienienieens Rickettsia conorii
B03.660.050.765.650.650.320........cccccuerueiiiiiniiirenrinenes Rickettsia felis
B03.660.050.765.650.650.600........c.ccccerueieiairiiniinienieens Rickettsia prowazekii
B03.660.050.765.650.650.650..........cccerverieininiinienrinenes Rickettsia rickettsii
B03.660.050.765.650.650.810........ccceruereeieiaiiinienieieeeans Rickettsia typhi
B03.660.050.765.825........ccoccvruiiririiciireie e Wolbachia
B03.660.050.800......ccccuvieiiiiieiiiiae e Sphingomonadaceae
B03.660.050.800.750.......cccuvviiirieeiiieeeniieeeien Sphingomonas
B03.660.050.800.990.......cccueiiiiiiiaiiieeeeiiee e Zymomonas
B03.660.075.....cccceiiiiiiiiieee e Betaproteobacteria

B03.660.075.027 ......ceeiiiieeiiieeiee e Alcaligenaceae
B03.660.075.027.030........ccccccuiiiiiiiiiiiiiiieces Achromobacter
B03.660.075.027.030.100.....cccccueeeiiieeaiiieeaiiee e Achromobacter cycloclastes
B03.660.075.027.030.120.......cccviieiiiieieieeeeeeee Achromobacter denitrificans
B03.660.075.027.050........ccoeieuiriirieieeeieaie e Alcaligenes

B03.660.075.027.050.200.......ccccvreiiiireiiiiieeiieeeeienn Alcaligenes faecalis
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B03.660.075.027.075.....c.ccccveiiiiriirieceernie e Bordetella
B03.660.075.027.075.024.......coiiieieiieeeieeee e Bordetella avium
B03.660.075.027.075.050.........cumieeeeeiiiiiiieee e Bordetella bronchiseptica
B03.660.075.027.075.590.......cccuiiiiiiiaiiiieeeiiieeeienn Bordetella parapertussis
B03.660.075.027.075.600.........cccemreeeiiiiiiieeeeeaiiieens Bordetella pertussis
B03.660.075.027.800........ccceoveuirieieieeeieaieaeeieenes Taylorella
B03.660.075.027.800.200........ccvreiriiraiiiiieeiieeeieen Taylorella equigenitalis
B03.660.075.077.....cueiiiiiiiiiieececeeee Burkholderiaceae
B03.660.075.077.100........ccecirinrinrireneieneeree e Burkholderia
B03.660.075.077.100.110...cceeiiieeeiiieee e Burkholderia cepacia complex
B03.660.075.077.100.110.490.......ccccveeeriieeeiiieeeiiee e Burkholderia cenocepacia
B03.660.075.077.100.110.500........cccererieieiainiiaiesieieeens Burkholderia cepacia
B03.660.075.077.100.355.......cccccimiiriicieinircneienes Burkholderia gladioli
B03.660.075.077.100.477 ....coooeiiieieeieeee e Burkholderia mallei
B03.660.075.077.100.600........cccceeeriiieeeiiieeeiieeeeieennn Burkholderia pseudomallei
B03.660.075.077.200........ccccoreuiriiieieeaieaieeieeens Cupriavidus
B03.660.075.077.200.200.........ccuumeeeeiiiiiiieeeeeaiiieees Cupriavidus necator
B03.660.075.077.650........cccevruiriiriieeeieaieeieeenes Ralstonia
B03.660.075.077.650.600.........c.ccccemveveieiririerienienas Ralstonia pickettii
B03.660.075.077.650.750........cccceiiiiiiiiiiiiciee. Ralstonia solanacearum
B03.660.075.102.......cccoeoveiieiiiiiiece e Comamonadaceae
B03.660.075.102.150.......ccoeiiiiiiiiiiieiiieieeseee Comamonas
B03.660.075.102.150.750.......ccccooviiirieiiieeieneeee Comamonas testosteroni
B03.660.075.102.170.....coeieiiiieieeeeeieeie e Delftia
B03.660.075.102.170.030.......cccvrveririieieieee e Delftia acidovorans
B03.660.075.102.500........ccccoviuiriirieireaieaieeeeseenes Leptothrix
B03.660.075.102.750.......ccccuvreriiereerieeeeiiee e Sphaerotilus
B03.660.075.375.....c..oiiiiiiiiiiec e Gallionellaceae
B03.660.075.400.......ccccvviiiiiieiiiieeiiieee e Hydrogenophilaceae
B03.660.075.400.800........ccccvruiriiiiieeaieaieeieeenes Thiobacillus
B03.660.075.495.......cccceviiiiieeeee e Methylophilaceae
B03.660.075.495.500........cccccvruiriiieereeieaieaieeenes Methylobacillus
B03.660.075.495.520........cccccviimriiriirrsienie s Methylophilus
B03.660.075.495.520.500.......cccceeiiiiiiaiiiieeaiieeeieenn Methylophilus methylotrophus
B03.660.075.525.........ccccoeiiiiiiiic Neisseriaceae
B03.660.075.525.100........cccccuiiiiiiiiiiiiiiiesiee Chromobacterium
B03.660.075.525.170.....c.cccvmiriiriirireeeiesieree s Eikenella
B03.660.075.525.170.100........ccccuiiiiiiiieiciiceeeee Eikenella corrodens
B03.660.075.525.410.....c.cccmiiiiriiriicicirsierie s Kingella
B03.660.075.525.410.410....c.ccviuiieieiieeecee e Kingella kingae

B03.660.075.525.520........c..ccevviiiiiiiiiieeee Neisseria
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B03.660.075.525.520.124........ccoooviviiiiiieeeeee Neisseria cinerea
B03.660.075.525.520.262.......cccuveiiiiiiaeiiieeeiieeeienn Neisseria elongata
B03.660.075.525.520.400........cceeeiiiireiiiiieeiiieeeieeen Neisseria gonorrhoeae
B03.660.075.525.520.475........cccoiiiiiiiieiceeee Neisseria lactamica
B03.660.075.525.520.500........cceeviiiiriiiiiieeiiiieeien Neisseria meningitidis
B03.660.075.525.520.500.700........cceeeeiirieaiiieeaiieeeeieennn Neisseria meningitidis, Serogroup A
B03.660.075.525.520.500.710......cccuverieiiiieiieiiee e Neisseria meningitidis, Serogroup B
B03.660.075.525.520.500.720.......cccueeeiiiiaaiieeaiee e Neisseria meningitidis, Serogroup C
B03.660.075.525.520.500.800.........cc0eeiririeiiiiieeiieceeieenn Neisseria meningitidis, Serogroup W-135
B03.660.075.525.520.500.820........ccceeeiiiiieiiiieaiiee e Neisseria meningitidis, Serogroup Y
B03.660.075.525.520.520..........ccccccviiiiiiiiiieiin, Neisseria mucosa
B03.660.075.525.520.760.........cccceeviiriiiiiiiieiiee. Neisseria sicca
B03.660.075.525.900........cccccurimrinrircrienierieneenes Vitreoscilla
B03.660.075.550........ccccoviiiiiiiiiiiciiceeee Nitrosomonadaceae
B03.660.075.550.500........ccccceriiiiiiiiiiiiieies Nitrosomonas
B03.660.075.550.500.200.......cccueieiiiiaaiiieeaiieeeieeann Nitrosomonas europaea
B03.660.075.600..........ccccevviiiiiiiiiiiiiieee. Oxalobacteraceae
B03.660.075.600.400........cccccvruirreiiireaieaieaieneenns Herbaspirillum
B03.660.075.600.600...........cccveemmeeiiieiiiiieeniienne Oxalobacter formigenes
B03.660.075.655.......ccceeieiiiiieiieee e Rhodocyclaceae
B03.660.075.655.070........ccoeiruiiriiriiceeireierie s Azoarcus
B03.660.075.655.800........cccccvruireiieireaieaieeieenes Thauera
B03.660.075.655.975........ccviiuiiriirerceersie e Zoogloea
B03.660.075.710....cceeeiiiieeiiiieeiiee e Spirillaceae
B03.660.075.710.750........ccmirirreirerceeienie e Spirillum

B03.660.125......ccoiiieeiiieeee e Deltaproteobacteria
B03.660.125.050........ccccueieiiriirieieieiiiaienne Bdellovibrio
B03.660.125.087......ccueiieieiieiirieieieieeaieene Bilophila
B03.660.125.125.......cciiiiiiiieee e Desulfovibrio
B03.660.125.125.040.......cccoeiiiiiiiiiiiiiiiiiecees Desulfovibrio africanus
B03.660.125.125.150.......ccceiuiiiiieiiiieieeceee Desulfovibrio desulfuricans
B03.660.125.125.350......ccciuiiiiiiieeiiiee e Desulfovibrio gigas
B03.660.125.125.875......ccciiiiiiiiiiiiecie e Desulfovibrio vulgaris
B03.660.125.150........cciiiiiiiiiiiiiicic e Desulfuromonas
B03.660.125.305........cccecviiieeiieeece e Geobacter
B03.660.125.460.........cccceeiiiiiiiiiciiieieee Lawsonia Bacteria
B03.660.125.500........cccciiiiiiiieiieeiie e Myxococcales
B03.660.125.500.605........ccceeeurrreieereeieaieaee s Myxococcus
B03.660.125.500.605.900.........ccceimiiriianiieiieeiieeee Myxococcus xanthus
B03.660.125.500.710.....ccciieieiiiierieieeeieeie e Stigmatella

B03.660.125.500.710.050........cccouiiriiiiieiieeiee e Stigmatella aurantiaca
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B03.660.150......ccccciieeiiiieeiee e Epsilonproteobacteria
B03.660.150.050........ccccviiiiiiiiiiciieeeee Arcobacter
B03.660.150.100........cciiieeiiieieeiieeiee e Campylobacter
B03.660.150.100.100......ccciiiieiiiiaeiiieee e Campylobacter coli
B03.660.150.100.220.......cc0cemrieiiieiiieiiie e Campylobacter fetus
B03.660.150.100.297 ......cooiiiieiieeeeiee e Campylobacter hyointestinalis
B03.660.150.100.375......ccciiiiieiiieiieeiie e Campylobacter jejuni
B03.660.150.100.450......cccccuiieiiiiiaiiieeeeiiee e Campylobacter lari
B03.660.150.100.700........ccemrieirieiiieiieiieenieeanne Campylobacter rectus
B03.660.150.100.740......ccciiiieiiiiaeeiiee e Campylobacter sputorum
B03.660.150.100.850.......cccveveririieeirieeeiiieeeeieeen Campylobacter upsaliensis
B03.660.150.280........cccceeiiiiiiiiiiccic e Helicobacter
B03.660.150.280.350........ccccceevurrieiinieieeieeeee Helicobacter felis
B03.660.150.280.400........cccccviiiuiiiiiiiiiiieesiees Helicobacter heilmannii
B03.660.150.280.410......ccccveeeiiiieeciiee e Helicobacter hepaticus
B03.660.150.280.480........cccccuiiiiiiiiiiiiieieeieee Helicobacter mustelae
B03.660.150.280.550........cccemviiiiieniiieiiieeieenieeene Helicobacter pylori
B03.660.150.920......c.ccieeereriirieieieeeeaieine Wolinella
B03.660.250.......cccceiiiiiiiieeeieiiiiee e Gammaproteobacteria
B03.660.250.015......ccueieieiiriiiieieieieesieene Acidithiobacillus
B03.660.250.015.800........ccccceevvrieiiiieieieeeee Acidithiobacillus thiooxidans
B03.660.250.017.....cueiiiiiiiiiieicc e Aeromonadaceae
B03.660.250.017.025........ccocoiiiieiiieeieeeee Aeromonas
B03.660.250.017.025.150........ccccuiiiiiiiiiiciieceeeee Aeromonas caviae
B03.660.250.017.025.380.......0ceiviiiiiiiieiieeieeeeeee Aeromonas hydrophila
B03.660.250.017.025.690.........ccceiiiiiiiiiiiiiieriee, Aeromonas salmonicida
B03.660.250.019......ccciiiiieieiieeeceee e Alcanivoraceae
B03.660.250.021.....c.uoiiiiiiiieee e Alteromonadaceae
B03.660.250.021.020.......ccccvviiirieiiiieieeceeee Alteromonas
B03.660.250.021.480........cceviviiiiiiiiiiiiiieeeeee Marinobacter
B03.660.250.021.500........cccccvrimrinrircreirnieneeneenes Moritella
B03.660.250.021.600........c.ccocuiiiiiiiieiiiieesees Pseudoalteromonas
B03.660.250.021.755........coviiriiireirereeeiesee e Shewanella
B03.660.250.021.755.750.....cccciiiieiiiieaiiieeeiee e Shewanella putrefaciens
B03.660.250.080..........cccoeiiiiiiiiiiiiiiiiee, Cardiobacteriaceae
B03.660.250.080.100........cccceuiiiiiiiiieiiieiiesiiee Cardiobacterium
B03.660.250.080.550........ccccccuiiiiriiiiiiiiiies Dichelobacter nodosus
B03.660.250.110.....ccueiiiiiiiiiiciec e Chromatiaceae
B03.660.250.110.150.......cccviiiiiiieiiieieceeee Chromatium
B03.660.250.110.400........ccoeiieirieieieeeieaieaeeeenes Halothiobacillus

B03.660.250.110.750........ccccviiiiiiiiciciccee Thiocapsa
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B03.660.250.110.750.660........ccceeevrieeeiiieeeiiireeieenn Thiocapsa roseopersicina
B03.660.250.132........oiiiiiiiiiieciee e Coxiellaceae
B03.660.250.132.150........ccumirirriirireeeiesee e Coxiella
B03.660.250.132.150.100.......cceereereeeeierenierienieseeneas Coxiella burnetii
B03.660.250.145........ccviveeeeeeee e Ectothiorhodospiraceae
B03.660.250.145.500.......ccccueieiiiiieiiieeeiiiee e Ectothiorhodospira
B03.660.250.145.500.720.......cccveeeeirieeeiiieeeiieeeeiieenn Ectothiorhodospira shaposhnikovii
B03.660.250.145.750......ccciiiieiiiiieeiiee e Halorhodospira halophila
B03.660.250.150.......ccccecviiiiieiiiieiceee e Enterobacteriaceae

B03.660.250.150.047 .....coeveiiiieieeeeieeie e Buchnera
B03.660.250.150.095.......cccoeiiiiiiiiiieiie e Calymmatobacterium
B03.660.250.150.098........cocooiiiiiiiiieiiiiieeees Cronobacter
B03.660.250.150.098.150.......ccccooverirreieieeieseeeee Cronobacter sakazakii
B03.660.250.150.100........cceerruiieeieeeeeieeie e Citrobacter
B03.660.250.150.100.210......cccvrveiiiieieieee e Citrobacter freundii
B03.660.250.150.100.475........ceiiiiiiiiieiceeeeee e Citrobacter koseri
B03.660.250.150.100.737......cecvreeieieeieeeeeeeee e Citrobacter rodentium
B03.660.250.150.160........ccuereeirierieireeieeie e Edwardsiella
B03.660.250.150.160.340.......ccccocvevirreiieeieseeeee Edwardsiella ictaluri
B03.660.250.150.160.750.......cccerveieeeieereeiirienenieneas Edwardsiella tarda
B03.660.250.150.170.......ccoviiiiiiieieieeie e Enterobacter
B03.660.250.150.170.049......ccciiiiiiiieiieeeieeeeee Enterobacter aerogenes
B03.660.250.150.170.100.......cccervviiirreieieeeceeeee Enterobacter cloacae
B03.660.250.150.175.....cvcieuieiiiiesieieeeieeie s Erwinia
B03.660.250.150.175.050........cccouiiiiiiiieieeiee e Erwinia amylovora
B03.660.250.150.180.....c.cciveurieiriiiieeeeeieeie e Escherichia
B03.660.250.150.180.100........ccctmirreecieieriirieriesienas Escherichia coli
B03.660.250.150.180.100.330.....cccccureeeiireaiiieeaiiee e Enteropathogenic Escherichia coli
B03.660.250.150.180.100.340......ccccevvriiiaiieaiieiieeieees Enterotoxigenic Escherichia coli
B03.660.250.150.180.100.360........ccceruereeienianeniirienieneeenns Escherichia coli K12
B03.660.250.150.180.100.800.........ccervrrriariieiiieiieeiiees Shiga-Toxigenic Escherichia coli
B03.660.250.150.180.100.800.250.......ccuceeeiuireaaiiieaeiiee e Enterohemorrhagic Escherichia coli
B03.660.250.150.180.100.800.250.500........c.coerrurrinrinreriearneene Escherichia coli 0157
B03.660.250.150.180.100.900........ccueeeaiiireaiiieeaiiee e Uropathogenic Escherichia coli
B03.660.250.150.280........cccevrviirirircireieseeiee s Hafnia
B03.660.250.150.280.050.......c.ccervereeieieieeiceiesiesienas Hafnia alvei
B03.660.250.150.400........ccoccvrinriirirerrirnieieereenes Klebsiella
B03.660.250.150.400.580.......c.ccuerverieieiereeiinienienieneas Klebsiella oxytoca
B03.660.250.150.400.590.......cccveeiiiiieeiiieeeiiieeeieennn Klebsiella pneumoniae
B03.660.250.150.410.....ccciieiiiiiieieeeieeie e Kluyvera

B03.660.250.150.500........ccccciuiemiieiiieiieiieenieeane Morganella
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B03.660.250.150.500.500........ccccueemmiriieniieaieeiieeee Morganella morganii
B03.660.250.150.540........cceiiiieieieeeiecieeee e Pantoea
B03.660.250.150.542........ccocoveiiieeiieieceeeee Pectobacterium
B03.660.250.150.542.120........cccoiiiiiiiiieicieee Pectobacterium carotovorum
B03.660.250.150.542.150........cccouiiiiiiiieiieiiec e Pectobacterium chrysanthemi
B03.660.250.150.545........cceiiirieieeeeeeie e Photorhabdus
B03.660.250.150.550........cccccveiirieiiieieceee Plesiomonas
B03.660.250.150.590........ccceiiuirieieiieeieeie e Proteus
B03.660.250.150.590.500.........cccemrimreeereeiiniirienieneenas Proteus mirabilis
B03.660.250.150.590.670......ccccveeeiiiiaaiiieeeiieeeienn Proteus penneri
B03.660.250.150.590.840........ccccuviriiriiieiieaieeiieee Proteus vulgaris
B03.660.250.150.600........cccccveurrriiiireeieaieeeeieenes Providencia
B03.660.250.150.655........ccoevruirrireicreiesee e Rahnella
B03.660.250.150.710.....cocieieeiiierieieeeieeie e Salmonella
B03.660.250.150.710.050.......ccccooveviirieiiieeecieeeee Salmonella arizonae
B03.660.250.150.710.160........ccccuiiiiiiiieiceieceeeee Salmonella enterica
B03.660.250.150.710.160.160........cccoovereereeeeieeieceeeene, Salmonella enteritidis
B03.660.250.150.710.160.580........cccerereeieiaiiaiiaienieieeeans Salmonella paratyphi A
B03.660.250.150.710.160.710.....cccccieeerireeeiiieeeiiee e Salmonella paratyphi B
B03.660.250.150.710.160.711...c.coeiiriiieieieeeeeieeeeeee Salmonella paratyphi C
B03.660.250.150.710.160.750........cccererueieiiiriiarenrenenes Salmonella typhi
B03.660.250.150.710.160.760........cccerereeieiainiaienieieeenns Salmonella typhimurium
B03.660.250.150.720........ccoeiruiirireieeeireee e Serratia
B03.660.250.150.720.480......ccccveeeiiieaaiiieeeiiee e Serratia liquefaciens
B03.660.250.150.720.500........ccccceerereeiieeieneeeee Serratia marcescens
B03.660.250.150.730.....c.cciieureeiiierieieeeieeie e Shigella
B03.660.250.150.730.050........cccimvimreeeieiiniiricneienes Shigella boydii
B03.660.250.150.730.125.....ccciiieieiiiieeciiee e Shigella dysenteriae
B03.660.250.150.730.210.....c.cccumuirrereecieieniiriesiesienas Shigella flexneri
B03.660.250.150.730.710....c.cceiuiaeeaiecieieeieee e Shigella sonnei
B03.660.250.150.880........cccecvruiiririieeeieneesee e Wigglesworthia
B03.660.250.150.910.....c.cciiiiiirieieeeeecie e Xenorhabdus
B03.660.250.150.950........cccccvruiiririrereirneerie s Yersinia
B03.660.250.150.950.160.........ccceiriiiiiiiiiiieieee Yersinia enterocolitica
B03.660.250.150.950.580........ccceveiriieeiiieeeiiieeeieenn Yersinia pestis
B03.660.250.150.950.590.......cccueiiiiiiaiiiieeeiieeeenn Yersinia pseudotuberculosis
B03.660.250.150.950.650........ccccceevrrieriiieieneeeen Yersinia ruckeri
B03.660.250.200.........cccceeiiiiiiiiieiie e Francisella
B03.660.250.200.750........cccccviiiiiiiiiiiiiiieies Francisella tularensis
B03.660.250.350........ccociiiiiiiiiiiieic e Halomonadaceae

B03.660.250.350.249.......cccooiiiiiieieeeieeee e Chromohalobacter
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B03.660.250.350.500........cccccuiiiiiiiiiiiiiiieies Halomonas
B03.660.250.460.......cccevieiiiiieiiiiee e Legionellaceae
B03.660.250.460.460..........ccccorirriiririreirienie s Legionella
B03.660.250.460.460.480.......ccceeeeiiiiaaiiiieeiieeeieenn Legionella longbeachae
B03.660.250.460.460.580..........ccemveeeiiiiiiiieeeeeaiiiiens Legionella pneumophila
B03.660.250.500......cccccuviiiiiiieiiiee e Methylococcaceae
B03.660.250.500.500........cccceviiiiriiiiiiieeiiieeeeen Methylococcus
B03.660.250.500.500.100......ccccueeeiiiiaaiiieeaieee e Methylococcus capsulatus
B03.660.250.500.505........ccceviiiiiiiiiiieeiiieeeen Methylomonas
B03.660.250.530........cciciieiiiiiiiiiice e Moraxellaceae
B03.660.250.530.050........ccccccuiiiiiiiiiiiiiiiieies Acinetobacter
B03.660.250.530.050.099.........cccceiiiiiiiiiiiieeeee Acinetobacter baumannii
B03.660.250.530.050.200.........ccccecviriiiiiiiiiieiieen, Acinetobacter calcoaceticus
B03.660.250.530.525........ccceiiuiieiieieeeeee e Moraxella
B03.660.250.530.525.200.......cccueeiiiiieiiiieeiieeeienn Moraxella (Branhamella) catarrhalis
B03.660.250.530.525.500.......cccueiiiiiiaiiiiieaiieeeieann Moraxella (Moraxella) bovis
B03.660.250.530.650.......ccccevviiiiiiiiiiiieeiiieeeeen Psychrobacter
B03.660.250.540......cccceiiiiiiieiiieeeee e Oceanospirillaceae
B03.660.250.540.500........ccccciiiiiiiiiiiiiiieies Marinomonas
B03.660.250.550........cccciiiiiiiiiiiiciic e Pasteurellaceae
B03.660.250.550.050........cccecvmmirrinriririirnienee e Actinobacillus
B03.660.250.550.050.200.......c.ccerereeirieeniinienieseneas Actinobacillus equuli
B03.660.250.550.050.580.........ccuemeeeeiiiiiiiieeeeeeiiieenes Actinobacillus pleuropneumoniae
B03.660.250.550.050.675.........ccceiiiiiiieiiiieee Actinobacillus seminis
B03.660.250.550.050.700.........ccccememreeeeeienirierieneenes Actinobacillus suis
B03.660.250.550.170......cceiiiiiiiiieeiiee e Aggregatibacter
B03.660.250.550.170.500........ccccueimeiiiianiieaieeiieeee Aggregatibacter actinomycetemcomitans
B03.660.250.550.170.750.....cccccueieiiiiaaiiieeeiiee e Aggregatibacter aphrophilus
B03.660.250.550.170.875.....ccoceiieiiiiiiieiieeiee e Aggregatibacter segnis
B03.660.250.550.290........ccceiiuirieieireeie e Haemophilus
B03.660.250.550.290.125........coiiiiiiiiiieieeiee e Haemophilus ducreyi
B03.660.250.550.290.330.....cccciuuieeiiiiaaiiiee e Haemophilus influenzae
B03.660.250.550.290.330.150.....c.cccveeeiirreeiiieeeiieee e Haemophilus influenzae type b
B03.660.250.550.290.665........cceeeeiiiieaiiieeeiiee e Haemophilus paragallinarum
B03.660.250.550.290.675.........cvveiieeeiiiiiiieee e Haemophilus parainfluenzae
B03.660.250.550.290.690........ccueeiiiiieaiiieeeiee e Haemophilus paraphrophilus
B03.660.250.550.290.700.........cuueeeeeeiiiiiiieeeeeeniiiees Haemophilus parasuis
B03.660.250.550.290.750......ccccueeiiiiieaiiieeeiie e Haemophilus somnus
B03.660.250.550.500........c.ccccurimrinririrnirnienie s Mannheimia
B03.660.250.550.500.500.......cccueeiiiiiaiiiiieaiieeeiennn Mannheimia haemolytica

B03.660.250.550.590........c..ccovvviiiiiiiiiieieee Pasteurella
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B03.660.250.550.590.500..........ccccccvriiiiiiiiiiieiinen. Pasteurella multocida
B03.660.250.550.590.650.......cccueiiiiiiaiiiiieeiieeeenn Pasteurella pneumotropica
B03.660.250.565...........cccovviiiiiiiiiiee Piscirickettsiaceae
B03.660.250.565.600........c.cccuruiriirieereaieaieneeieenes Piscirickettsia
B03.660.250.580..........ccceeviiiiiiiiiciiiceee, Pseudomonadaceae
B03.660.250.580.022........ccccoviuirieiiireeieeie e Azotobacter
B03.660.250.580.022.820..........cccccoeiiiiiiiiiiieie, Azotobacter vinelandii
B03.660.250.580.100........ccceeruirreieeeeaieaieaeeieenes Cellvibrio
B03.660.250.580.590........cc.cccviiiiiiiiiiiiiiies Pseudomonas
B03.660.250.580.590.050.......cccueieiiiiaiiiieeaiiee e Pseudomonas aeruginosa
B03.660.250.580.590.070......ccccvreiriireiiiiieeiieeeieenn Pseudomonas alcaligenes
B03.660.250.580.590.210.......ccciiiiiiiiiieiceee e Pseudomonas fluorescens
B03.660.250.580.590.230......ccccvreiiiiieiiiieeiiieeeien Pseudomonas fragi
B03.660.250.580.590.500.........cccceeruiiriiiiiiiiieiieee. Pseudomonas mendocina
B03.660.250.580.590.570.........cccceeviiiiiiiiiiiiciieen, Pseudomonas oleovorans
B03.660.250.580.590.575......cccciiiiiiiieiiieeeeeeen Pseudomonas pseudoalcaligenes
B03.660.250.580.590.580.........cccemveeeiiiiiiieeeeeiiiiiees Pseudomonas putida
B03.660.250.580.590.750.........ccceiiiiiiiiiiiieieee Pseudomonas stutzeri
B03.660.250.580.590.770......cccccvreiiiiiaiiiiieeiieeeienn Pseudomonas syringae
B03.660.250.740........ccoiieiiiiiiiicc e Succinivibrionaceae
B03.660.250.740.050.......ccccciuiiiieeeeeiiiiiieee e Anaerobiospirillum
B03.660.250.770.....c..ceiiiiiiiiiieeieeee e Thiotrichaceae
B03.660.250.770.100........ccoecirirrirircreirneeree s Beggiatoa
B03.660.250.770.800........ccceveuiiriieeeeeieaieeee e Thiothrix
B03.660.250.830........ccccviiiiiiiiiiiciie e Vibrionaceae
B03.660.250.830.050........cccevruiieiieereeieeie e Aliivibrio
B03.660.250.830.050.860..........ceeemreeeerirririenienienes Aliivibrio fischeri
B03.660.250.830.050.930.......cccuirueeeirieieeieeie e Aliivibrio salmonicida
B03.660.250.830.500........cccccurmimrinririreirnieiee e Listonella
B03.660.250.830.590........cccciiuirieiiireeieeie e Photobacterium
B03.660.250.830.830........cccevruirririceeireee e Vibrio
B03.660.250.830.830.030.......cuccuirvereeerieieniceiesienieneas Vibrio alginolyticus
B03.660.250.830.830.100........cccimrimreecieieriricriesienas Vibrio cholerae
B03.660.250.830.830.100.075.....cccceoeruerieieieieeieaiesieeeeane Vibrio cholerae non-O1
B03.660.250.830.830.100.157.....cceiirueieiiieiiieresreeeiees Vibrio cholerae O1
B03.660.250.830.830.100.200........ccceruereeieiaiiaieaieaienieenne Vibrio cholerae 0139
B03.660.250.830.830.500.........ccemverreecenirniirienienrenas Vibrio mimicus
B03.660.250.830.830.590.......cccviiiiiiiaaiieeeiieeeienn Vibrio parahaemolyticus
B03.660.250.830.830.900.........ccccemimreeeiriiriirienieienas Vibrio vulnificus
B03.660.250.915........oiiiiiiiie e Xanthomonadaceae

B03.660.250.915.500........ccceiivieiiiiiiieiieiieeniee e Lysobacter
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B03.660.250.915.750......cccccuvreiirieeeeiiee e Stenotrophomonas
B03.660.250.915.750.500.......cccuiiiiiiiaaiieeaiieeeienn Stenotrophomonas maltophilia
B03.660.250.915.930.......ccceiiiiiiiieiiieieceeee Xanthomonas
B03.660.250.915.930.049......cccciiiiiiieiiieeeeeeeenn Xanthomonas axonopodis
B03.660.250.915.930.100......cccccueeerrieeeiiieeeiiiee e Xanthomonas campestris
B03.660.250.915.930.850........cccceeiiiiiiiiiiiicieee Xanthomonas vesicatoria
B03.660.250.915.950........cccciriiriiriiereienie e Xylella

B03.851.. i Spirochaetales

B03.851.475......ceiieeeeeee e Leptospiraceae
B03.851.475.475......ooiiieiieeeeeeee e Leptospira
B03.851.475.475.400.......cccccveiiiieeerieeeiiiee e Leptospira interrogans
B03.851.475.475.400.050.......ccccueiiiiiiaiiiieeeiiee e Leptospira interrogans serovar australis
B03.851.475.475.400.055.......ccceveviieeeciieeeceeeeien Leptospira interrogans serovar autumnalis
B03.851.475.475.400.150.....cccciiiiiiiiiaaiiieeeiieeeien Leptospira interrogans serovar canicola
B03.851.475.475.400.400........ccceeeiiiieeeiiieeeciieeeieennn Leptospira interrogans serovar hebdomadis
B03.851.475.475.400.420.......cccoueiiiiiiaaiieeeiieeene Leptospira interrogans serovar icterohaemorrhagiae
B03.851.475.475.400.650.......ccccceeeviiieeeiiieeeciieeeeeennn Leptospira interrogans serovar pomona
B03.851.595.. ... Spirochaetaceae
B03.851.595.193......ccviiiieiiriinieieeeeaene Borrelia

B03.851.595.193.150.....ccciiiiieiiiiieiiiee e Borrelia burgdorferi Group
B03.851.595.193.150.125....ccviiiiiiiiieeee e Borrelia burgdorferi
B03.851.595.679.....cceiiiiiiiiiieeieeeee e Spirochaeta

B03.851.595.795......cccoieeeeeeeee e Treponema
B03.851.595.795.200......cccciiiiiiiieeiiieeeiiiee e Treponema denticola
B03.851.595.795.840.......ccccvvveiiiieeeiiee e Treponema pallidum

B03.900......ciiiieeeiiiee e Sulfur-Reducing Bacteria
B03.900.174......ooiiiiieeeec e Desulfitobacterium
B03.900.300.......ccceiiiriiiieiieiieeieeeeee Desulfotomaculum
B03.900.350.......ccccciiiiiiiiiiieiiieiee e Desulfovibrio
B03.900.350.040........ccoiieiiiiiiiiiieiee e Desulfovibrio africanus
B03.900.350.150.......cccueriiirieieiieiee e Desulfovibrio desulfuricans
B03.900.350.350......cceiiiieiiiiieeiiie e Desulfovibrio gigas
B03.900.350.875......ccoiiiiiiiiiieeieee e Desulfovibrio vulgaris
B03.900.370......ccciiiiiiiiiiiieeiieeeee Desulfuromonas

BO4. ..o Viruses

B04.080......ceiiiiiiiiiiiieiee Arboviruses

B04.100.......ccoeiiiieeiieeeee Archaeal Viruses
B04.100.224.......cciiiiiiiiiiieeee Fuselloviridae
B04.100.250.......ccceiiiieieiieeecee e Guttaviridae

B04.100.450.....c.ccoeiiiiiieieieeeece e Lipothrixviridae

B04.100.500......cccceeemiiiriiiiieiieenieesieene Myoviridae
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B04.100.700.......cccmiririiirerererceeeeeeene Rudiviridae
B04.100.750.....cccieeieeiiiieiieeeeece e Siphoviridae

BO4.123. ..o Bacteriophages
B04.123.100......ceiiiieeiiieeiee e Bacillus Phages
B04.123.150.......cciiiiiieecieeeee Caudovirales
B04.123.150.500......c.ccieeeririirieieieeeeaieens Myoviridae
B04.123.150.500.260........ccceevieiiieiiieiieeieenieeene Bacteriophage mu
B04.123.150.500.300......ccccuiieiiiieeiiieee e Bacteriophage P1
B04.123.150.500.305.......cceeiiiiiieiiieiie e Bacteriophage P2
B04.123.150.500.350......ccciiiieiiiiieiiieeeiiiee e Bacteriophage T4
B04.123.150.700.......cccoeieiieieiieeeceeeee e Podoviridae
B04.123.150.700.065.......ccceeieiiiiaeeiiee e Bacteriophage N4
B04.123.150.700.070......cccoveiiieiieiieeiie e Bacteriophage P22
B04.123.150.700.100......ccciiiieiiiieeeiiee e Bacteriophage T3
B04.123.150.700.230......cccuveirieiieiieeiie e Bacteriophage T7
B04.123.150.800......cc0ciueeeririirieieeieiaieaieaens Siphoviridae
B04.123.150.800.200........cccemvieiiieiiieiie e Bacteriophage HK022
B04.123.150.800.230.....cccciuiiieiiiiaeeiieeeeiiee e Bacteriophage lambda
B04.123.205......cciiiiiiiiiiiieceeeee Coliphages
B04.123.205.200......ccciiiieiiiieeiiee e Bacteriophage HK022
B04.123.205.230.....cceiiiiiiieieeiieeee e Bacteriophage lambda
B04.123.205.250......ccciiiiiiiiiieeiie e Bacteriophage M13
B04.123.205.260........ccccviiiiiiiiiieeieeeeee Bacteriophage mu
B04.123.205.280......cceiiiieeiiiieeiee e Bacteriophage N4
B04.123.205.300........cciiieiiiieiieiieeeee e Bacteriophage P1
B04.123.205.305......cceiiiieeieieeiee e Bacteriophage P2
B04.123.205.320......ccciuiieeiiieeeiiee e Bacteriophage phi X 174
B04.123.205.350......ccciiiiieiiiieeiiee e Bacteriophage PRD1
B04.123.205.600.........ccueiieiiririerieieiiiaieanne Leviviridae
B04.123.205.600.050........cccereuiieeieieeeieeie e Allolevivirus
B04.123.205.600.500........cccccvrimrinririniirnienieieenes Levivirus
B04.123.205.897...c.ceiiiieieiieicnierieeeee e T-Phages
B04.123.205.891.100.......cccoeiriiiiieiiieiie e Bacteriophage T3
B04.123.205.891.200......ccciiiieiiiieeeiiee e Bacteriophage T4
B04.123.205.891.230......cccveirieiieiieeiie e Bacteriophage T7
B04.123.210....oiiiiiiiiiiieieiee Corticoviridae
B04.123.370....coiiiiiiieecieeee e Inoviridae
B04.123.370.400......cccieeereeiireeeieieeaieens Inovirus
B04.123.370.400.240.......ccceiiiiiiiiiiiieiie e Bacteriophage IKe
B04.123.370.400.250......ccciiiieiiieeiiiee e Bacteriophage M13

B04.123.370.400.300.......cccemmieirieniieiie e Bacteriophage Pf1
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B04.123.370.600........ccccceiieiiiiiieieeeeee Plectrovirus
B04.123.470......ccioiiiiiiiiiiieciecee Microviridae
B04.123.470.500........cccciiiriiiiiieieeeeee Microvirus
B04.123.470.500.320......ccciiiieiiiiieeiieeeeiiee e Bacteriophage phi X 174
B04.123.502......ccciiiiiiiiiiieeeeeeeee Mycobacteriophages
B04.123.655......ccoiiieeiieeee e Prophages
B04.123.660.......cccceeuiiriiiiieeiieieeiieee Pseudomonas Phages
B04.123.660.535.......ccciiiiiieeee e Bacteriophage Pf1
B04.123.660.550........cccceveiiieieiiiieeciiee e Bacteriophage phi 6
B04.123.697 ..o RNA Phages
B04.123.691.230.....c.ciiiieiiieiieieee e Cystoviridae
B04.123.691.230.070.....cceiiiiieiiiieeeiiee e Bacteriophage phi 6
B04.123.691.600........ccccviiirriiiiieieeeeee Leviviridae
B04.123.691.600.050........ccceiiiriiieireeieeieeee s Allolevivirus
B04.123.691.600.500........cccccvrimrinrirerirnieneerenes Levivirus
B04.123.706......ccciiiieaiieeee e Salmonella Phages
B04.123.706.070.....cceiiiieiiieieeiieee e Bacteriophage P22
B04.123.831. ..o Staphylococcus Phages
B04.123.850......ccccuiiieiiiiiiiecieeieeeeee Streptococcus Phages
B04.123.900.......ccoeeeiiiiiieieieeeece s Tectiviridae
B04.123.900.150.....cc.ctiiieiiieiieiieee e Bacteriophage PRD1
BO4.194.. ..o Blood-Borne Pathogens
B04.265.......ccooiiiee Defective Viruses
B04.265.270......coiiiieeiieeee e Hepatitis Delta Virus
B04.265.590........cccccciiiiiiiieii Sarcoma Viruses, Feline
B04.265.600..........cceveeeeeeeeeiieeriiiriieiienanns Sarcoma Viruses, Murine
B04.265.600.400........cccvviiiirieiiiieeiiieee e Harvey murine sarcoma virus
B04.265.600.500.........ccccoeiiiiiiiiiieiie e Kirsten murine sarcoma virus
B04.265.600.600........ccccoviiiiiieiiiieeiiieee e Moloney murine sarcoma virus
B04.265.658.......ccoeiiiiiiiiie Satellite Viruses
B04.265.658.850..........cccceiiiiiiiiiiiincee, Tobacco mosaic satellite virus
B04.265.658.860.........cccceeeuiiiiiiiiiiieeee Tobacco necrosis satellite virus
B04.265.700........ccciiririireriierieie e SSPE Virus
B04.280......ccueieeeieeieii e DNA Viruses
B04.280.030.......cccoiiiiiiiiiieciieiee Adenoviridae
B04.280.030.080........cccceieiiiiiieiieiie e Atadenovirus
B04.280.030.100.......ccceeeeieieiieieceeeee Aviadenovirus
B04.280.030.100.250........cceeuieuiiriiieeeeieeie e Fowl adenovirus A
B04.280.030.500.........cccceeiiiiiiiiiiciiiiieen Mastadenovirus
B04.280.030.500.200........ccummmmuerinennnnnnnnnnnnnnnns Adenoviruses, Canine

B04.280.030.500.350......cccceiiviiiieeeeeiiiiiieeeee e Adenoviruses, Human
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B04.280.030.500.675........ccccoviiiiiiiiiiiriieee Adenoviruses, Porcine
B04.280.030.500.700........ccuummrmerrnennnnnnnnnnnnannnns Adenoviruses, Simian
B04.280.030.750........ccccviiiiiiiiiiiciicee Siadenovirus
B04.280.038......ccceiiiiiiiiiiecieeee Anelloviridae
B04.280.038.500.........cucuveeeeiiiiiiiieeeee e Torque teno virus
B04.280.045.......ccooiiiiiiiiie Ascoviridae
B04.280.049.......cccoiiiiiiiiiii Asfarviridae
B04.280.049.035........ccociiiiiiiiie e African Swine Fever Virus
B04.280.065.........ccccceiiiiiiieiiiiee Baculoviridae
B04.280.065.249.........ccciiiiiiiiie Granulovirus
B04.280.065.500........ccccvviiiiiieiiiieeiiieee e Nucleopolyhedrovirus
B04.280.090.......ccceiiiiiiiiieciieeeee Caudovirales
B04.280.090.500........cccueeriiriirieieieiniaienne Myoviridae
B04.280.090.500.260.......ccceeeeiiiieeiiieeeiiiee e Bacteriophage mu
B04.280.090.500.300.......ccccurieriirreeiiiieeiiiee e Bacteriophage P1
B04.280.090.500.305......ccciiiieiiiieeiiiee e Bacteriophage P2
B04.280.090.500.350.......ccccuriiiiiiieeiiiieeiiieeeieee Bacteriophage T4
B04.280.090.700......c.ccieeeririirierieieieeaieanns Podoviridae
B04.280.090.700.065........cccvvveiiiieeiieieeiiieeeien Bacteriophage N4
B04.280.090.700.070.....cceiiiiieiiiiaeeiiee e Bacteriophage P22
B04.280.090.700.100.......cccemrieirieiiieiie e Bacteriophage T3
B04.280.090.700.230.....ccciiuiiieiiiieeeiiee e Bacteriophage T7
B04.280.090.800........ccccueeriiriirieieieriiaieenne Siphoviridae
B04.280.090.800.200........ccceeeurieeeeereeieaieaee s Bacteriophage HK022
B04.280.090.800.230......ccccuvreiiirieeiieeeniiee e Bacteriophage lambda
B04.280.092.......cccviiiiiiiiiiieiieece Caulimoviridae
B04.280.092.074.........cccviiiiiiiiiicciee Badnavirus
B04.280.092.150......cceieeeerieiiieieieieieaieine Caulimovirus
B04.280.092.850.......ccccuviiiiiiieeiieeeiieee e Tungrovirus
B04.280.120......cccciiiiiiiiiiiieciieeeee Circoviridae
B04.280.120.150.......ccciiieieieiieeece e Circovirus
B04.280.120.400......c.coeeeriririenieieiaeaieene Gyrovirus
B04.280.120.400.150.......ccceeieeiirieieiieieeeeeee Chicken anemia virus
B04.280.210......cciiiiiiiiiiiiieciieecee DNA Tumor Viruses
B04.280.210.400.......cccciveeiiereeiieee e Gammabherpesvirinae
B04.280.210.400.500.......cccueiiiiiieeiiee e Lymphocryptovirus
B04.280.210.400.500.450.......ccccveeeiiiieeeiiieeeciieeeieennn Herpesvirus 4, Human
B04.280.210.400.700........cceereuirieieieeeieeie e Rhadinovirus
B04.280.210.400.700.300.......ccccuieerrieeeiieeeeiieeeeieeann Herpesvirus 4, Bovine
B04.280.210.400.700.330.....ccciiuieeeiiieeeiiieeecieee e Herpesvirus 8, Human

B04.280.210.400.700.400.......cccceeeirieeeiiieeeciieeeieennn Herpesvirus 2, Saimiriine
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B04.280.210.430......ccciiieeeiiereeiiee e Herpesvirus 1, Ranid
B04.280.210.600......ccccouiiiiiiieeiiiee e Leporipoxvirus
B04.280.210.600.250........cccccvruiiririreeeienienee s Fibroma Virus, Rabbit
B04.280.210.600.550........ccccveuiriiieieeeieeieeee s Myxoma virus
B04.280.210.620........cciiiieiiieiieiieeiee e Polyomaviridae
B04.280.210.620.615.....c.cciieieiiieeeiceeieeie e Polyomavirus
B04.280.210.620.615.100.......ccccimviireeiieencricnieienes BK Virus
B04.280.210.620.615.400.......ccccciieieeeeieeeieiesenieneas JC Virus
B04.280.210.620.615.550........cccuiiriiiiiieiieciee e Merkel cell polyomavirus
B04.280.210.620.615.700.......ccccereieeieieeeerienenienas Simian virus 40
B04.280.210.655.......ccccviveeiieeeeiee e Papillomaviridae
B04.280.210.655.050......ccccuuiieiiiiaeiiiee e Alphapapillomavirus
B04.280.210.655.050.606........cccceeevrreeeiiieeeiiieeeieenn Human papillomavirus 6
B04.280.210.655.050.606.611.....cceiererrieieieiiiiiesiceeeane Human papillomavirus 11
B04.280.210.655.050.616.......cccveeevrieeeiiieeeiiieeeneenn Human papillomavirus 16
B04.280.210.655.050.616.500........cccccerueieiainiinienienieens Human papillomavirus 31
B04.280.210.655.050.618......ccccvveeiiieeeiiiee e Human papillomavirus 18
B04.280.210.655.100......ccciiiieiiieeeiieeeeiiee e Betapapillomavirus
B04.280.210.655.200.......ccccceveiiriieeiriieeiiieeeeneeen Deltapapillomavirus
B04.280.210.655.200.100.....cccciueeeiiieaeiiiee e Bovine papillomavirus 1
B04.280.210.655.400.......ccccceveiiieeeiiieeeiiiee e Gammapapillomavirus
B04.280.210.655.500.......cccueieiiiiiiaiiieeeiiiee e Kappapapillomavirus
B04.280.210.655.500.150.......cccvveeirieeeiiieeeciieeeeeennn Cottontail rabbit papillomavirus
B04.280.210.655.520......ccccuiiiiiiiieiiieeeeiiee e Lambdapapillomavirus
B04.280.210.655.540.......ccccvvveiiiieeiiiee e Mupapillomavirus
B04.280.210.655.950........cccciruiiiiieiieeieeie e Xipapillomavirus
B04.280.210.655.950.150.......cccvveeiiireeiiieeeiiie e Bovine papillomavirus 4
B04.280.210.950......cciiiiieiiiieeiee e Yatapoxvirus
B04.280.210.950.950.......ccceiiieiiieiiieiie e Yaba monkey tumor virus
B04.280.224.......ccceiiiiiiiiec Fuselloviridae
B04.280.350.......ccccciciiiiiiiiieciiee Geminiviridae
B04.280.350.100......cceiiiieaiiiieeiieee e Begomovirus
B04.280.350.500.........cccceeiiiiiiniiiciiieeen Maize streak virus
B04.280.362.....c.ccoueieeiiiiiieieeeee e Guttaviridae
B04.280.375....ccceiiiiiiiieiee e Hepadnaviridae
B04.280.375.100......cceiiiieiiiieeiiee e Avihepadnavirus
B04.280.375.100.450........ccceciriiririrerersienie s Hepatitis B Virus, Duck
B04.280.375.650......ccciiiieiiiiieiiiiee e Orthohepadnavirus
B04.280.375.650.425........ccocoviiiriiieeeeie e Hepatitis B virus
B04.280.375.650.460.......ccceeeeiiiiaiiiieeeiiiee e Hepatitis B Virus, Woodchuck

B04.280.382......ccceiiiiiiiiieeeeeeee e Herpesviridae
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B04.280.382.100.......ccccvieiiiereciieeeciiee e Alphaherpesvirinae
B04.280.382.100.374....cocieieiieeeeeeieee e ltovirus
B04.280.382.100.374.450.......cccceeeiiieecieeeciieeeneenn Herpesvirus 1, Gallid
B04.280.382.100.562........ccceveuiriiieieeeieeieaee s Mardivirus
B04.280.382.100.562.400........ccc0eveiirieeeiiieeeiiieeeieennn Herpesvirus 2, Gallid
B04.280.382.100.562.405........cocceieieiieeeieenesena Herpesvirus 3, Gallid
B04.280.382.100.562.550........ccccueiriiriieniiiiieeiieee Herpesvirus 1, Meleagrid
B04.280.382.100.750........coueieuiieeiieieeeieeie e Simplexvirus
B04.280.382.100.750.200.......ccccueeeirieeeiiieeeiieeeeieeann Herpesvirus 2, Bovine
B04.280.382.100.750.350.....cccccueieiiieaaiiieeeiee e Herpesvirus 1, Cercopithecine
B04.280.382.100.750.390.......ccccureerriieeiiieeeiiie e Herpesvirus 1, Human
B04.280.382.100.750.440.......cccveiiiiiieaiieeeiieeeien Herpesvirus 2, Human
B04.280.382.100.900........cccceevrreeeiieieeneeeene Varicellovirus
B04.280.382.100.900.400.......cccoueeeiiieaaiiieeeiiieeeieeann Herpesvirus 1, Bovine
B04.280.382.100.900.410.....cccccieeeirieeeciieeeciee e Herpesvirus 5, Bovine
B04.280.382.100.900.420.......ccccerueieeeeereeiirienienienea Herpesvirus 1, Canid
B04.280.382.100.900.430.......cccveeerrieeeiiieeesieeeeieenn Herpesvirus 1, Equid
B04.280.382.100.900.435.......c.ociiiieieieieeeeie e Herpesvirus 3, Equid
B04.280.382.100.900.440........ccvevevirieeeiiieeeciieeeieenn Herpesvirus 4, Equid
B04.280.382.100.900.460.......cccveeeiiiiaaiiieeaiieeeieeann Herpesvirus 3, Human
B04.280.382.100.900.510.....ccccciieeeiiieeciieeeciee e Herpesvirus 1, Suid
B04.280.382.150......cceiiiiiiiiiieeiiie e Betaherpesvirinae
B04.280.382.150.150......cccueirieirieiieeiie e Cytomegalovirus
B04.280.382.150.500.......cccueieiiiieeiiieeeeiiee e Muromegalovirus
B04.280.382.150.750.......cccoccueirrieiiieieeceeee Roseolovirus
B04.280.382.150.750.400......ccccuiieiiiiaaiiiee e Herpesvirus 6, Human
B04.280.382.150.750.420.......ccccvveeeiieeaiiieeeiiieeeieenn Herpesvirus 7, Human
B04.280.382.400......ccccciiiaiiieeiee e Gammabherpesvirinae
B04.280.382.400.500.......ccccevviiiiiiiiiiieeiiieeeeen Lymphocryptovirus
B04.280.382.400.500.400.......ccccueeiiiiiaaiiieeaiiee e Herpesvirus 4, Human
B04.280.382.400.700........cccccimirrinrirereirnee e Rhadinovirus
B04.280.382.400.700.300.....cccccueeeiiieaaiiieeaiieee e Herpesvirus 4, Bovine
B04.280.382.400.700.330.......cuuveiereeeiiiiiiieeeeeeeiiieees Herpesvirus 8, Human
B04.280.382.400.700.400......cccccueeiiiiiaaiiieeeiiee e Herpesvirus 2, Saimiriine
B04.280.382.500........c.cucuieeeiiiiiiiieeeee e Herpesvirus 1, Ranid
B04.280.382.530......ccueiueieiiriinieieieiee e Ictalurivirus
B04.280.400.........cccccviiiiiiiiiiieieee Inoviridae
B04.280.400.400.........ccceeeirirerieieieeaieaene Inovirus
B04.280.400.400.240.......ccccvviiiiiiieiiieeeiiieeeen Bacteriophage IKe
B04.280.400.400.250......cccciiieiiiiaeeiiee e Bacteriophage M13

B04.280.400.400.300.......ccccemmieimieniieiieeieenieeene Bacteriophage Pf1
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B04.280.400.600..........cccocevviiiiiiiiiiiiiieee. Plectrovirus
B04.280.410....cceiiiiiiiieeeeee e Iridoviridae
B04.280.410.400........ccccveiieeiiiieieeeeee Iridovirus
B04.280.410.700......cccieeeriiiriesieieieeaieaens Ranavirus
B04.280.450.......cccceiiiiiiiieeeieiiieeeee e Lipothrixviridae
B04.280.470.......ccciiiiiiiiiieciieiecee Microviridae
B04.280.470.500.........ccccoeiiiiiiiiiiiiiiiee Microvirus
B04.280.470.500.320......ccciuiieiiiieeeiieeeeiiee e Bacteriophage phi X 174
B04.280.475.....ccocoiiieiiiieieeeeee e Mimiviridae
B04.280.498.......ccceiiiiiiiiiie Nanoviridae
B04.280.498.500..........ccceeeuiiiiiiiiciiicee Nanovirus
B04.280.505........cceeeiieiiiieieeeee e Nimaviridae
B04.280.505.900.......ccccvviiiiiieiiiieeiiieee e White spot syndrome virus 1
B04.280.580.......ccceeiiuiiiiiiiieciieeee Parvoviridae
B04.280.580.325.........cccoviiiiiiii Densovirinae
B04.280.580.325.200........ccccieuirieiieeeeieeieeie s Densovirus
B04.280.580.650...........cccevuiiiiiiiiiiiiieee Parvovirinae
B04.280.580.650.040........ccceviuiieiiieieieeie e Amdovirus
B04.280.580.650.040.050..........cccccoiriiiiiiiiiriinn, Aleutian Mink Disease Virus
B04.280.580.650.085........cceveuiiviieireeieeie e Bocavirus
B04.280.580.650.085.500...........cccccvriiiiiiiiiiiiinen. Human bocavirus
B04.280.580.650.170.....c.ccoveuieeiieiieireeieeie e Dependovirus
B04.280.580.650.200........cccevviriiiiiiiiiieeiiieeeeeen Erythrovirus
B04.280.580.650.200.650.........cceruereeieieieeiiiienienieneas Parvovirus B19, Human
B04.280.580.650.600...........ccceeviiriiiiiiriiieies Parvovirus
B04.280.580.650.600.325.......cccviiiiiiieaiiieeeiee e Feline Panleukopenia Virus
B04.280.580.650.600.325.330.......cccceruermeiiiniiniinrenreneees Mink enteritis virus
B04.280.580.650.600.325.660........c.ccereeieiaiiaiiaienieneeeans Parvovirus, Canine
B04.280.580.650.600.437.........evveeeeeeiiiiiiieee e H-1 parvovirus
B04.280.580.650.600.550.......c.cceruereeiiieieeiinienienienea Minute Virus of Mice
B04.280.580.650.600.690...........ccccccvriiiiiiiiiiiniinen. Parvovirus, Porcine
B04.280.600......ccccciieaiiiieeiiaeeieee e Phycodnaviridae
B04.280.630......ccciciiiiiiiieeieee e Polydnaviridae
B04.280.650........cceeiriiiiiiieieieeee e Poxviridae
B04.280.650.160.......cccccvveeiiireeiiieeeiieee e Chordopoxvirinae
B04.280.650.160.100........ccceiruirrerieeeeeieaieaeeseenes Avipoxvirus
B04.280.650.160.100.149.....coeviiiiiiiiieieeee e Canarypox virus
B04.280.650.160.100.300.......cccervereeereeenierierienieneas Fowlpox virus
B04.280.650.160.150.......ccccevveiiriirecrieeeciiee e Capripoxvirus
B04.280.650.160.150.500.......cccueeiiiiiaiiiieeeiiee e Lumpy skin disease virus

B04.280.650.160.500........cccceveiiiieeirieeeiiieeeeieennn Leporipoxvirus
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B04.280.650.160.500.250.........cccceeimreeeieienirienienienes Fibroma Virus, Rabbit
B04.280.650.160.500.550.......c.ccemereeieiareniinianienieneas Myxoma virus
B04.280.650.160.550........cccceveiiiieeirieeeiiieeeeieenn Molluscipoxvirus
B04.280.650.160.550.500.......cccueeiiiiiaiiiiieaiieeeieen. Molluscum contagiosum virus
B04.280.650.160.650........ccceveiiieeeirieeeiiieeeeneeen Orthopoxvirus
B04.280.650.160.650.150.......cccerereeeeieeeiiriesenienas Cowpox virus
B04.280.650.160.650.200........ccccceevrrreiiieeieneeiene Ectromelia virus
B04.280.650.160.650.500.........cccemereeereareaiirianienieneas Monkeypox virus
B04.280.650.160.650.900.........cccceevvreeriieeieneeeene Vaccinia virus
B04.280.650.160.650.930.......cccererieerieieeieeienienieneas Variola virus
B04.280.650.160.670.......cccceeveriieeeirieeeriiee e Parapoxvirus
B04.280.650.160.670.600.........c.ceeereeireaeeirerenienas Orf virus
B04.280.650.160.670.650........ccceeevrieeeiiieeeiiieeeiennn Pseudocowpox Virus
B04.280.650.160.800........ccccoveuiieieereeieaieeieneenes Suipoxvirus
B04.280.650.160.980........ccceeveriiireiriieeiiiee e Yatapoxvirus
B04.280.650.160.980.950.......cccueeiiiiiaeiiieeeiiieeeien Yaba monkey tumor virus
B04.280.650.250.........cueuieeeieiiiiiieiee e Entomopoxvirinae
B04.280.775...c..ceeeeieeiieieieseeeee e Rudiviridae
B04.280.900.........cccccviiiiiiiiiiiieie Tectiviridae
B04.352.....ooiiiiiie e Fungal Viruses

B04.423.......eeieeeee e Helper Viruses

B04.450.. ..o Hepatitis Viruses
B04.450.100........ccoiiiieieiieeeeceee e Adenoviruses, Canine
B04.450.355.....c.ccieieieiiie e GB virus B
B04.450.360........cccevririireieieeieiees GB virus C
B04.450.390......ccciiiiiiiiieeie e Hepadnaviridae
B04.450.390.100......ccccciieiiiireeiieeeciiee e Avihepadnavirus
B04.450.390.100.450........ccueiiirieieieeeieeie e Hepatitis B Virus, Duck
B04.450.390.650........c.cucuieeeieiiiiiiieee e Orthohepadnavirus
B04.450.390.650.425........ccoeoviiiieieeeee e Hepatitis B virus
B04.450.390.650.460........cccccvvrirereeiiiiiiireeee s Hepatitis B Virus, Woodchuck
B04.450.410.....cceiiiiieiiieeee e Hepacivirus

B04.450.411..coveeiiee e Hepatitis Delta Virus
B04.450.412.....ooiiiiieiiee e Hepatitis E virus
B04.450.416......cccccvieeeiieeeiee e Hepatitis Virus, Duck
B04.450.420......cccoiiiiiiiieee e Hepatovirus
B04.450.420.410......ccciiiieeiir e Hepatitis A virus
B04.450.420.410.500......ccccoiiiiiiiiaiieeeiiiee e Hepatitis A Virus, Human
B04.450.580......cccceiiiiiiiiieeeieiiiieeeee e Murine hepatitis virus

B0O4.525. ... Insect Viruses

B04.525.045......ccccoiiiiiieeeeeee e Ascoviridae
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B04.525.100.......ccceiiiiiiiiiieceee e Baculoviridae
B04.525.100.249........coiiiiiiii e Granulovirus
B04.525.100.500........ccccieiiieiieiiienie e Nucleopolyhedrovirus
B04.525.150......cccoiiiiiiiiiiieiieec Densovirinae
B04.525.150.150.......cccviiiiiiiiiiiieceeeeee Densovirus

B04.525.165.... .o Dicistroviridae
B04.525.250......cccciiiiiiiiieeeeeiee e Entomopoxvirinae
B04.525.400........ccciiiiiiieieeeeeae e Iridovirus

B04.525.515. ..o Nodaviridae
B04.525.630......ccciiiieiiiieeiee e Polydnaviridae

BO4.613. ..o Oncogenic Viruses
B04.613.204......cccoiiiiiiiiiiieeee DNA Tumor Viruses
B04.613.204.500.......ccccuveiiiireeiiieeeiiee e Gammabherpesvirinae
B04.613.204.500.500.......cccueieiiiiiiaiiieeeeiiee e Lymphocryptovirus
B04.613.204.500.500.400.......ccccueeeririeeeiiieeeiieeeeieennn Herpesvirus 4, Human
B04.613.204.500.700........ccceiiuireerieieeeieaieeee s Rhadinovirus
B04.613.204.500.700.300.......ccccumeerriieeiiieeeiieeeeieenn Herpesvirus 4, Bovine
B04.613.204.500.700.330.....ccciiureeeiiiiaaiiieeecieee e Herpesvirus 8, Human
B04.613.204.500.700.400.......cccceeevirieeeiiieeeiiieeeieenn Herpesvirus 2, Saimiriine
B04.613.204.550......ccccciiiiiiiiiie e Herpesvirus 1, Ranid
B04.613.204.600........ccceveeiiireeiieee e Leporipoxvirus
B04.613.204.600.250........ccccovruiieiieieeeieeieeee s Fibroma Virus, Rabbit
B04.613.204.600.550........cceiiuiiiiiiiieiieiieenieee Myxoma virus
B04.613.204.655.......ccoiiiiiieeeeeeee e Papillomaviridae
B04.613.204.655.050.......ccccceveviiieeiiieeeiiiee e Alphapapillomavirus
B04.613.204.655.050.606.........cceeveiiieaaiiiieaiieeeieenn Human papillomavirus 6
B04.613.204.655.050.606.611.......cccvveeeiiieeeiie e Human papillomavirus 11
B04.613.204.655.050.616......ccccvveeeiiiiaaiiieeeiieeeienn Human papillomavirus 16
B04.613.204.655.050.616.500........cccceeevirieeiiirearieeeeieennn Human papillomavirus 31
B04.613.204.655.050.618.....cccciiieiiiiiaeiieeeiieeeienn Human papillomavirus 18
B04.613.204.655.100.......cccceveiiieeeirieeeiiiee e Betapapillomavirus
B04.613.204.655.200.......cccueiiiiiiiieiiieeeiiiee e Deltapapillomavirus
B04.613.204.655.200.100.......ccccueeeirieeeiiieeeiiieeeeeennn Bovine papillomavirus 1
B04.613.204.655.400.......cccceviiiiiiiiiieeeiiiee e Gammapapillomavirus
B04.613.204.655.500.......ccccccveiiieeeiiieeeiiiee e Kappapapillomavirus
B04.613.204.655.500.150......ccccueieiiiiaiiiiee e Cottontail rabbit papillomavirus
B04.613.204.655.520.......ccccueveiiieeeiiieeeiiiee e Lambdapapillomavirus
B04.613.204.655.540.......cccceeiiiiiiieiiieeeiiiee e Mupapillomavirus
B04.613.204.655.950.......cccceveiiiiieeiiieeeeiiee e Xipapillomavirus
B04.613.204.655.950.150......ccccviieiiiiaeiiieeeiee e Bovine papillomavirus 4

B04.613.204.670.....c.coiiiiiiieiieieee e Polyomaviridae
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B04.613.204.670.615......cccooiiiiiiieiieecie e Polyomavirus
B04.613.204.670.615.100.......ccceireieeiiieieeceene e BK Virus
B04.613.204.670.615.400........ccccemimrireiieeniricrenenas JC Virus
B04.613.204.670.615.550.....cccccveiiiiiiiiiiieeeiiieeeien Merkel cell polyomavirus
B04.613.204.670.615.700........cccemimrieieeirircnienrenes Simian virus 40
B04.613.204.950......ccccoiiiiiiieeiiee e Yatapoxvirus
B04.613.204.950.950........ccceiiiiiiiiiiieiieiieeniee e Yaba monkey tumor virus
B04.613.807......coiiiiiiiiiiiieciieece Retroviridae
B04.613.807.070......cccviereeiiereeiee e Alpharetrovirus
B04.613.807.070.100........cceieirieieeeeeieeie e Avian Leukosis Virus
B04.613.807.070.110......ccciiiiieiiieiieeiie e Avian Myeloblastosis Virus
B04.613.807.070.120......cccoeiiiiiiiiiieiieiieesiee s Avian Sarcoma Viruses
B04.613.807.070.120.700.......ccccooveiiireieieeeseeeee Rous sarcoma virus
B04.613.807.124........oiiiiiiiiic e Betaretrovirus
B04.613.807.124.400........ccccovieiiiiiieiieiieesieeee Jaagsiekte sheep retrovirus
B04.613.807.124.500........cccummmmerinennniaaennns Mammary Tumor Virus, Mouse
B04.613.807.124.520.......cccccciviiiiiiiieiie e Mason-Pfizer monkey virus
B04.613.807.200........ccccieiiiiiiiiiiciie e Deltaretrovirus
B04.613.807.200.600........ccccceevvrreirieieeieeeee Leukemia Virus, Bovine
B04.613.807.200.725......cciiiiieeiieeeiee e Primate T-lymphotropic virus 1
B04.613.807.200.725.400.......ccccueeeiiieeeiiieeeiiieeeieennn Human T-lymphotropic virus 1
B04.613.807.200.725.750.....cccciieieiiieaeiiiee e Simian T-lymphotropic virus 1
B04.613.807.200.730......cccivieeeirieeeeiieeeeiiee e Primate T-lymphotropic virus 2
B04.613.807.200.730.399.....ccciiiiiiiiiieeiiie e Human T-lymphotropic virus 2
B04.613.807.200.730.810.....cccecieeeciieeeiiieeeciee e Simian T-lymphotropic virus 2
B04.613.807.200.735.....cceiiiiieiiieeciee e Primate T-lymphotropic virus 3
B04.613.807.200.735.374.....cccoveeeeeee e Human T-lymphotropic virus 3
B04.613.807.200.735.750.....cccciieeeiiiiaeiiieeeiee e Simian T-lymphotropic virus 3
B04.613.807.250........cciiiiiiiiieiieeiee e Endogenous Retroviruses
B04.613.807.260......ccccuiieiiiiieeiiieeeiee e Epsilonretrovirus

B04.613.807.375. ..o Gammaretrovirus
B04.613.807.375.500........ccccovmuirieiiireeieaienee s Leukemia Virus, Feline
B04.613.807.375.510.....cccciiieeiieeeeiiee e Leukemia Virus, Gibbon Ape
B04.613.807.375.525.......ccoiiiiiiiiiiiiiee Leukemia Virus, Murine
B04.613.807.375.525.020.......cccccceivviieiiieeneeee Abelson murine leukemia virus
B04.613.807.375.525.050.......ccciiveieieieeeiceienie e AKR murine leukemia virus
B04.613.807.375.525.225.......ccccoviiiiiieeeee Friend murine leukemia virus
B04.613.807.375.525.580......ccccueiiiiiiaiiiieeeiiieeeienn Mink Cell Focus-Inducing Viruses
B04.613.807.375.525.596........ccccuviiiiiiieiiiiie e Moloney murine leukemia virus
B04.613.807.375.525.750.......ccccieeieiieeeceieeeiena Radiation Leukemia Virus

B04.613.807.375.525.770.....cccccveeeerieeeciieeeeiee e Rauscher Virus
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B04.613.807.375.525.850........ccccuiiiiiiiieiiiiieeiiee Spleen Focus-Forming Viruses
B04.613.807.375.700........ccocecuiiiiiiiiiiiiiiieiies Reticuloendotheliosis Viruses, Avian
B04.613.807.375.700.700.......ccccccuevrrieeieeeneeeene Reticuloendotheliosis virus
B04.613.807.375.770.....coeiiiiieiiieeeiee e Sarcoma Virus, Woolly Monkey
B04.613.807.375.800........ccccceevrrieiinieieieeene Sarcoma Viruses, Feline
B04.613.807.375.860........ccccccuiiiiiiiiiiiiiiienies Sarcoma Viruses, Murine
B04.613.807.375.860.400.........ccceeniiiiianieaiieiieeee Harvey murine sarcoma virus
B04.613.807.375.860.500.........ccceeriiriiiiiiiiienieen. Kirsten murine sarcoma virus
B04.613.807.375.860.600.........cccccerviriieniiiiieeiieae Moloney murine sarcoma virus
B04.613.807.805.......ccovveveeeieeeeeeeieeieeriieviennnns Retroviruses, Simian
B04.613.807.805.510.....ccccivieeiiiieeciiee e Leukemia Virus, Gibbon Ape
B04.613.807.805.550......ccccueiiiiiiieiiieeeiiiee e Mason-Pfizer monkey virus
B04.613.807.805.601......cccveiriiiieiiieiie e Sarcoma Virus, Woolly Monkey
B04.613.807.805.851......cciiiiiieiiiieeeiee e Simian T-lymphotropic virus 1
B04.613.807.805.855.......cccveveeiiieeeiieeeciiee e Simian T-lymphotropic virus 2
B04.613.807.805.858.......cccviieiiiiieeiiee e Simian T-lymphotropic virus 3
BO4.700.......ciiiiiiiiiiieeeeeeee Oncolytic Viruses

BO4.715. ..o Plant Viruses
B04.715.081....coiiiiiieeee e Bromoviridae
B04.715.081.050......cccieieiiiiriiieeieeaieiens Alfamovirus
B04.715.081.050.050........ccccuiiirieieiieieceeee Alfalfa mosaic virus
B04.715.081.080........ccooiiiiiiiiciiciic e Bromovirus
B04.715.081.180.......cciiieiieeeiieeeceeeee e Cucumovirus
B04.715.081.400......cccieeeriiiieeieeeaieene llarvirus
B04.715.081.700.......ccceiiiiiiiiiiieceeeeeee Oleavirus

B04.715.102. ..o Caulimoviridae
B04.715.102.074......ocoiiieiieeceeeeeee e Badnavirus
B04.715.102.150..c..cceeeeieiiecieeeeeesie e Caulimovirus
B04.715.102.850........cciiiiiiiiiieiiiee e Tungrovirus

B04.715.110. ..o Closteroviridae
B04.715.110.150.......cciiiiiciiieeeeece e Closterovirus
B04.715.110.175...cceeiiiieeeieeeeeeee Crinivirus
B04.715.150.......ccoiiiieieiieeceee e Comoviridae
B04.715.150.150.....ccueieeieiiiiieieeeeeie e Comovirus
B04.715.150.250.......cccoeiiiiiiiiiiieceeee e Fabavirus
B04.715.150.500......c.0cieeereriirieieieiaeaieaens Nepovirus
B04.715.260.......cccceiiiiiiiiiiicee Flexiviridae
B04.715.260.150......cceieeeiiiiiiieieieeaieine Carlavirus
B04.715.260.575.......cccoiiiiiiiiieecee Potexvirus
B04.715.270.....ccoiiiiiiiiieiiccieee Geminiviridae

B04.715.270.100........ceiiiiiiieieeiieeeee e Begomovirus
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B04.715.270.500........cccceiiiiiiiiieieeeee Maize streak virus
B04.715.435.....ciiiiieieeeeeeeee e Luteoviridae
B04.715.435.500........cccceiiiiiiiiieiceeee Luteovirus
BO4.715.464.......cccviiiiiiiieec Mosaic Viruses
B04.715.464.040........ccooiiiiiiiieceeee Alfamovirus
B04.715.464.040.050.......cccoceiuiiiiiiiiiiiiiieesee Alfalfa mosaic virus
B04.715.464.080........cccccveiiiriiiiieieeeee Bromovirus
B04.715.464.100......c.cieieiiiiiieeeeseine Caulimovirus
B04.715.464.150.......ccccciiiiiiiiieie e Comovirus
B04.715.464.180......cceieieiiiieieieeeeeine Cucumovirus
B04.715.464.600.........ccccoemiriiiiiiiieiie e Potyvirus
B04.715.464.600.600........cccccvmiruiniireaieaieaieeenes Plum Pox Virus
B04.715.464.725.......cccoiieieiec e Tobamovirus
B04.715.464.725.800........ccocccuiiiiiiiiiiiiieecee Tobacco Mosaic Virus
B04.715.464.750........cccciiiiiiiiiiicic e Tymovirus
B04.715.499......coiiiiiiii Nanoviridae
B04.715.499.100........cccciiiiiiiiiieieeeee Babuvirus
B04.715.499.500......ccccieeeriiinienieieieeaieaens Nanovirus
B04.715.600.......ccceuiiiiiiiiieiieeieeieee Phycodnaviridae
B04.715.635.....cciiieeeiiicieieeeeeee e Potyviridae
B04.715.635.600.........ccceeiiiiiiiiiienieeieeee Potyvirus
B04.715.635.600.600........ccccceruiriiieereaieaieeienenes Plum Pox Virus
BO4.715.750......ccciieeeeii e Sequiviridae
B04.715.750.750......cceieeeiiiiiieeeeeaeine Sequivirus
B04.715.750.900........ccccuiiiriiiiiieieeee e Waikavirus
B04.715.780....ccceeieieiiiieieieecece e Tenuivirus
B04.715.810...cccciiiiiiiieecee Tombusviridae
B04.715.810.150........ciiiiiiiiiiiicc e Carmovirus
B04.715.810.870.......ccoviiiiiiiiiieecceeee Tombusvirus
B04.715.820......cciiiiieiiieeee e Tospovirus
B04.715.850......ccccuiiiiiiiiiiieiieeieeee Tymoviridae
B04.715.850.860......c.cccueeeririiriiieieiaiaieens Tymovirus
BO4.725.....ccciiiiii Proviruses
B04.800.......ccoiieiiiiiiieiceeee Reassortant Viruses
B04.820.......ccciiiiiiiiii RNA Viruses
B04.820.057.....oooiiiiiiiiiiiieec Arenaviridae
B04.820.057.070.......ccccciiiiiiiiiiiicie e Arenavirus
B04.820.057.070.100.......cccoeiiiiiiiiiieiiiiieesies Arenaviruses, Old World
B04.820.057.070.100.500........cccccuerrrieeiieeieneeeee Lassa virus
B04.820.057.070.100.525.......cooireiecieeeceienie e Lujo virus

B04.820.057.070.100.550........cciuiiririiienieeiee e Lymphocytic choriomeningitis virus
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B04.820.057.070.800........ccccccuriiiiiiiiiiiiiieies Arenaviruses, New World
B04.820.057.070.800.450.......cccccemereeiiieieeiiienienienea Junin virus
B04.820.057.070.800.650.........ccceeimveeeieiiniricnienienae Pichinde virus
B04.820.069.......ccceeiiiiiiiiiieiieee Astroviridae
B04.820.069.080..........cccoeviiiiiiiiiciiriee, Avastrovirus
B04.820.069.500.........cccooeiiiiiiiiieiiieeee Mamastrovirus
B04.820.075.......ccciiiiiiiiiiiciee Birnaviridae
B04.820.075.050......ccciiiiiiiiiieeiiiee e Aquabirnavirus
B04.820.075.050.430.....ccccciiiviiiieieeeiiiiieeeee e Infectious pancreatic necrosis virus
B04.820.075.060......c.ccoeeeieriirieieieiaieaieens Avibirnavirus
B04.820.075.060.400........ccccceiiiiiiiiiiriiieiies Infectious bursal disease virus
B04.820.075.200........cccciiiiiiiiiiiieiie e Entomobirnavirus
B04.820.081....c.oeiiiieieieciee e Bromoviridae
B04.820.081.050......ccccieeeririirieieieieeaieens Alfamovirus
B04.820.081.050.050.......ccccccueiirieieiieieeceeeee Alfalfa mosaic virus
B04.820.081.080........ccocieiiiiiieiiiciie e Bromovirus
B04.820.081.180.......ccveeeiieeeiieeece e Cucumovirus
B04.820.081.400......c.ccieeerrriiriiieieiaeaieaens llarvirus
B04.820.081.700........cccecueiireeieeieceeeeceee Oleavirus
B04.820.087.....ceeeeieeiiiiiieieeeee e Bunyaviridae
B04.820.087.440........cccccoviiiiiiiiiiiciicee Hantavirus
B04.820.087.440.400........cccccuiiiiiiiieiiieiieeeeae Hantaan virus
B04.820.087.440.600........ccccceiiiiiiiiiiiiiieiis Puumala virus
B04.820.087.440.690........ccceoiiuiieieiieeeeie e Seoul virus
B04.820.087.440.700........cccccciiiiriiiiiiiiiieiies Sin Nombre virus
B04.820.087.565......cccoeeeieeiiiiieieieeaieine Nairovirus
B04.820.087.565.400........cccccvieimiiiiieiieiieenieeene Hemorrhagic Fever Virus, Crimean-Congo
B04.820.087.565.600........cccceveiiiiiiaiiieeeiiiee e Nairobi sheep disease virus
B04.820.087.640.......ccccevviiiiiieiiieeiiieee e Orthobunyavirus
B04.820.087.640.147 ......ooiieiieiiieeee e Bunyamwera virus
B04.820.087.640.300.......ccccceveiiriieeirieeeriieeeineeen Encephalitis Virus, California
B04.820.087.640.300.500.......c.cceruereeeeeeieeiirieniesienea La Crosse virus
B04.820.087.640.855........ccccvriiriirireieienie e Simbu virus
B04.820.087.710...ccceiuieenieiieiiieeieieeaie i Phlebovirus
B04.820.087.710.700.......cccoeirieiriiiiieiie e Rift Valley fever virus
B04.820.087.710.750.....ccciiiiiiiiiiaeeiiee e Sandfly fever Naples virus
B04.820.087.710.900........ccccueiirieriieeieceeeee Uukuniemi virus
B04.820.087.855......cccciiieeiiieeiee e Tospovirus
B04.820.095........ccciiiiiiiiiii Caliciviridae
B04.820.095.500......c.cciueueeririirierieieiaieaieaeens Lagovirus

B04.820.095.500.380.......cccvrviiiirieiiiiieeiiieeeee Hemorrhagic Disease Virus, Rabbit
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B04.820.095.550........cccccviiiiiiiiiiiiiiee Norovirus
B04.820.095.550.500........ccceiruirriieireeieaieeie s Norwalk virus
B04.820.095.775.....ccceeeeeeee e Sapovirus
B04.820.095.887......ccueieieiieiinieieieeeeaieins Vesivirus
B04.820.095.887.150........ccccveirrieiiieeieceeene Calicivirus, Feline
B04.820.095.887.900........cccccuiiiiiiiiiiiiiiieieee Vesicular exanthema of swine virus
B04.820.110....c.eiiiiieiieecieeec e Closteroviridae
B04.820.110.150........oiiiiiiiiiicecc e Closterovirus
B04.820.110.175...ccooiiiiiieeee e Crinivirus
B04.820.150......cccciiiiiiiiiiiccieeeeee Comoviridae
B04.820.150.150.......cccviriiieiiieeieceeeeee Comovirus
B04.820.150.250......ccccieieieiiiriiieieieeaieins Fabavirus
B04.820.150.500.......ccccvveiiiiieeiiieeiiiee e Nepovirus
B04.820.180.....cceeeueeiiieiiieieieeeeee e Cystoviridae
B04.820.180.070......cccieireeiiereeiiee e Bacteriophage phi 6
B04.820.215......oiiiiiiiie Dicistroviridae
B04.820.230......ccceiiiiiiiiieeeeeiiieee e Encephalitis Viruses
B04.820.230.100........ccceeeeeeeeereeeeieereereieriennnns Encephalitis Virus, California
B04.820.230.100.500........ccccveiurrieieiieieieeeee La Crosse virus
B04.820.230.150......cciiiiieiiiiieeiee e Encephalitis Virus, Eastern Equine
B04.820.230.369.........cueiieeeeeeiiiieeee e Encephalitis Virus, Venezuelan Equine
B04.820.230.440......ccciiiiiiiiieeiiee e Encephalitis Virus, Western Equine
B04.820.230.475.....ccceeeeeeeeeeeeeeee e Encephalitis Viruses, Japanese
B04.820.230.475.227 .....ooeiieeeieeeee e Encephalitis Virus, Japanese
B04.820.230.475.300.......ccccuiiiiiiieeiiieeeiiiee e Encephalitis Virus, Murray Valley
B04.820.230.475.330.....cccuuuueeiieinienneeeeennns Encephalitis Virus, St. Louis
B04.820.230.475.950........cceciiiiriiriiceeese e West Nile virus
B04.820.230.511..ccoeieeeeeeeeeeeeeeeeeeeea Encephalitis Viruses, Tick-Borne
B04.820.250........ccccociiiiiiiiiiiie Flaviviridae
B04.820.250.350......ccccieeeieriinienieieeeeaieine Flavivirus
B04.820.250.350.270......cccciiiiiiiieeiiieeeeee e Dengue Virus
B04.820.250.350.300......ccciuiieiiiiieiiieee e Encephalitis Viruses, Japanese
B04.820.250.350.300.227 ........uvveieeeeeiiiiiiiee e Encephalitis Virus, Japanese
B04.820.250.350.300.300.....cccccueeeiiiieaiiiee e Encephalitis Virus, Murray Valley
B04.820.250.350.300.330.......cuuuiereeeeiiiiiiiieeeeeesiiiees Encephalitis Virus, St. Louis
B04.820.250.350.300.950.......cccuirueeeieieieeieeiesie e West Nile virus
B04.820.250.350.350......cccciiiiiiiieaeeeiiiiieeee e Encephalitis Viruses, Tick-Borne
B04.820.250.350.990........ccueiiuiiiiieieeeeeie e Yellow fever virus
B04.820.250.400.........ccciieiiririnieieieiaienne GB virus A
B04.820.250.410...c..ccuieeieiieiiiieieieeeeaieine GB virus C

B04.820.250.475.......ccoveeeeeeeeeeeeee e Hepacivirus
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B04.820.250.475.405........cccoviiirireeneesie e GB virus B
B04.820.250.700......c.ccieeereriirienieieieeaieaens Pestivirus
B04.820.250.700.100.......cccocueirrieieeieieeceeeee Border disease virus
B04.820.250.700.150......00uuueerriiriieinnnceennns Diarrhea Viruses, Bovine Viral
B04.820.250.700.150.100.......cccervereirreieieeieseeeee Diarrhea Virus 1, Bovine Viral
B04.820.250.700.150.120.......0cciiiiiiiiiiecicceeeee e Diarrhea Virus 2, Bovine Viral
B04.820.250.700.400........ccccevirieriieeieieeeene Classical swine fever virus
B04.820.260........ccueieiiiiiieieieeeece s Flexiviridae
B04.820.260.150.......ccccevveiieiiiiiieieceeeee Carlavirus
B04.820.260.575......cceieeieiieiiieieieieeaieine Potexvirus
B04.820.300......cccceiiiiiiieieeeeeiiiieeaee e Hepatitis Delta Virus
B04.820.340......cciiiiiiiiieeiee e Hepevirus
B04.820.340.400........c.cuumieeeeeiiiiiieie e Hepatitis E virus
B04.820.410.....cceeieiiiiiiesieeeeee e Leviviridae
B04.820.410.050.......cccceiuiiiiiiiiiieieceeee Allolevivirus
B04.820.410.500......c.ccoeeerrriiriirieieieeaieaens Levivirus
B04.820.420........cccccciiiiiiiiiiii Luteoviridae
B04.820.420.500......c.ccceeerieiirienieieieeaienns Luteovirus
B04.820.455.......ccciiiiiee e Mononegavirales

B04.820.455.149. ..o Bornaviridae
B04.820.455.149.135......ccoiiiiiiiieeceee e Borna disease virus
B04.820.455.300......ccccieeereeiirieieieieeaieaens Filoviridae
B04.820.455.300.200........cccccvrmirrirircneienie e Ebolavirus
B04.820.455.300.650........ccceieuirieiieireeieeie e Marburgvirus
B04.820.455.600........ccccvviiiiiieiiiieeiiieee e Paramyxoviridae
B04.820.455.600.650.......ccceeveiiiiiiaiiieaeiiiee e Paramyxovirinae
B04.820.455.600.650.070........cccememrereeeniniricriennenan Avulavirus
B04.820.455.600.650.070.600..........cccvrruraiiiiiieiieeiees Newcastle disease virus
B04.820.455.600.650.400.........c.ccecemremeeeinirienienienas Henipavirus
B04.820.455.600.650.400.400........ccccccerueieiaiaiiaenienaens Hendra Virus
B04.820.455.600.650.400.550........cccccuerueiriiiniinrinrinenes Nipah Virus
B04.820.455.600.650.500.......c.cceremeeeeeereniinienienienea Morbillivirus
B04.820.455.600.650.500.280.......c.cccuviiereeeiiiiiiiieeeeeainens Distemper Virus, Canine
B04.820.455.600.650.500.320........cccvummrmmermnnnennrnnnnnnnnnnnnnns Distemper Virus, Phocine
B04.820.455.600.650.500.500........cccccervemierniniinrinrinenes Measles virus
B04.820.455.600.650.500.500.890.........ccemereeerririinierieieianas SSPE Virus
B04.820.455.600.650.500.650.........cccuvviereeeiiiiiiiieeeeeaiens Peste-des-petits-ruminants virus
B04.820.455.600.650.500.675......ccccererieieiaiiiaiesieeens Rinderpest virus
B04.820.455.600.650.700.........cccemreeeiiiiiiiieeeeesiiiiens Respirovirus
B04.820.455.600.650.700.700........cccccuriiriiieaiieiieeiees Parainfluenza Virus 3, Bovine

B04.820.455.600.650.700.715.....ccccoieeeiiieeeiiieeeriee e Parainfluenza Virus 1, Human
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B04.820.455.600.650.700.735........ccccviiiiiiiiiiiciiniiees Parainfluenza Virus 3, Human
B04.820.455.600.650.700.800........ccccoereeieianiniiaienieieaeans Sendai virus
B04.820.455.600.650.750.........cccceeimrereeininiirienienienas Rubulavirus
B04.820.455.600.650.750.550........ccccrerueieiaiaiiaienieneeens Mumps virus
B04.820.455.600.650.750.715.......ccviieiiiieieceeeeceee Parainfluenza Virus 2, Human
B04.820.455.600.650.750.717 .....ccoviiiiiiiiieiiieic e Parainfluenza Virus 4, Human
B04.820.455.600.650.750.800...........ccceriiiiiiriiiiiiiiiees Parainfluenza Virus 5
B04.820.455.600.670........ccceiuiiiiiiiiiiiiiiiesies Pneumovirinae
B04.820.455.600.670.500.........cccemieeeiiiiiiiieeeeesiiiiens Metapneumovirus
B04.820.455.600.670.600.........c.cceeerrereiiaeeiirieriesieneas Pneumovirus
B04.820.455.600.670.600.550.........cccuviirreeeiiiiiiiieeeeeeiens Murine pneumonia virus
B04.820.455.600.670.600.750........cceeeeiiriaaiieaaiiie e Respiratory Syncytial Viruses
B04.820.455.600.670.600.750.700.......ccccveemiuirieiiiieeiieenieenne Respiratory Syncytial Virus, Bovine
B04.820.455.600.670.600.750.730.....ccccuueeeauiieaaiiieacieee e Respiratory Syncytial Virus, Human
B04.820.455.750......ccccoeieiiiininieieieiaieanne Rhabdoviridae
B04.820.455.750.250......ccciuiiiiiiiieiiiee e Ephemerovirus
B04.820.455.750.250.200.........cuueeieeeiiiiiiiieeeeeeiiiiens Ephemeral Fever Virus, Bovine
B04.820.455.750.500........ccccoimiiiiiiieeieeie e Lyssavirus
B04.820.455.750.500.700.........ccccemimreeeieienirienienienas Rabies virus
B04.820.455.750.600........ccccviiriirieieeeieeieaee s Novirhabdovirus
B04.820.455.750.600.400.........ccuemveeeiiiiiiiieeeeeeiiiiees Infectious hematopoietic necrosis virus
B04.820.455.750.900........cccoieuirieiiieeeieeie e Vesiculovirus
B04.820.455.750.900.900..........ccccceiiiiiiiiiiiiciien, Vesicular stomatitis Indiana virus
B04.820.455.750.900.910.....cceiiiiieiiiiaeiiiee e Vesicular stomatitis New Jersey virus
B04.820.504.........ccooiiiiii Nidovirales
B04.820.504.080......c.ccceeereiiiriiieieieeaieins Arteriviridae
B04.820.504.080.500........cccccvrmimrinririrnirnienieneenes Arterivirus
B04.820.504.080.500.100.......ccceruereeeeeeenrrienieneeneas Arteritis Virus, Equine
B04.820.504.080.500.500........ccureirirreiiiiieaiiieeieeenn Lactate dehydrogenase-elevating virus
B04.820.504.080.500.800.......cccueeeiiieaaiiieeaiieeeieennn Porcine respiratory and reproductive syndrome virus
B04.820.504.540........ccccooiiiiiiiiiiiii Coronaviridae
B04.820.504.540.150.......cccoeiiiiiiiiiiiiiiiiieecee s Coronavirus
B04.820.504.540.150.150.......ccccoiviriiieiiieeieseeeee Coronavirus, Bovine
B04.820.504.540.150.160........ccccuiiiiiiiiiiciiciie e, Coronavirus, Canine
B04.820.504.540.150.190.......cccviiiiiiieiiieeeseeeee Coronavirus, Feline
B04.820.504.540.150.210....ccuiiiiiiiiiiieiceee e Coronavirus 229E, Human
B04.820.504.540.150.215......ccciiiiiiiieiceeeeeee Coronavirus NL63, Human
B04.820.504.540.150.220......cccuuummruenrinnrnnniinnnnnnnnnns Coronavirus OC43, Human
B04.820.504.540.150.260........cccccvevrrreiiieeieneeeene Coronavirus, Rat
B04.820.504.540.150.300......ccccueeeiiiiaaiiieeeiieeeieeann Coronavirus, Turkey

B04.820.504.540.150.500.......cccceeiiiiiieeiiieeeiiieeeieennn Infectious bronchitis virus
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B04.820.504.540.150.540.....ccccccuiiiiiiiieiieiieesieee Middle East Respiratory Syndrome Coronavirus
B04.820.504.540.150.580.......cccueruereeeeiaieeiirienienienea Murine hepatitis virus
B04.820.504.540.150.665........cccoveerreeeiiieeeiiieeeieennn Porcine epidemic diarrhea virus
B04.820.504.540.150.750.......cccciiueieeieiereairenesienea SARS Virus
B04.820.504.540.150.800........ccccueerrrriianiieaieeiieeie Transmissible gastroenteritis virus
B04.820.504.540.150.800.600........cccceeeiirraaiiireaiieeeeieennn Porcine Respiratory Coronavirus
B04.820.504.540.800........ccccccuiiiiriiiiiiiiiieiis Torovirus
B04.820.504.770......cccoieeeiieiiiieeeeeaieene Roniviridae

B04.820.515. ..o Nodaviridae

B04.820.545......ccooieiiiee e Orthomyxoviridae
B04.820.545.405..........cccoeiiiiiiiiii Influenzavirus A
B04.820.545.405.400........ccccoiiiiiieiieieae e Influenza A virus
B04.820.545.405.400.106........ccccvvirriiiieiieaieeiieeie Influenza A Virus, H10N8 Subtype
B04.820.545.405.400.214.....cceiuiieieeieeee e Influenza A Virus, H1N1 Subtype
B04.820.545.405.400.216........ceiviiriiiiiieiieeiee e Influenza A Virus, H1N2 Subtype
B04.820.545.405.400.250.......ccccimerieiiieeeiieiene e Influenza A Virus, H2N2 Subtype
B04.820.545.405.400.300.......ccccumeiiiireiiiiieeiiieeeieenn Influenza A Virus, H3N2 Subtype
B04.820.545.405.400.350.......cccemueiieieieenieienesienea Influenza A Virus, H3N8 Subtype
B04.820.545.405.400.500........ccccevimiimiieniieiieeiieeee Influenza A Virus, H5N1 Subtype
B04.820.545.405.400.505.......ccccimerieiiieeeiee e Influenza A Virus, HSN2 Subtype
B04.820.545.405.400.690........cccceeimiimiiieiiieiiienieee Influenza A Virus, H7N1 Subtype
B04.820.545.405.400.692.......c.ccceiiieiiieieiieneena Influenza A Virus, H7N2 Subtype
B04.820.545.405.400.694.......cccvveiiiiiieiieeeeee Influenza A Virus, H7N3 Subtype
B04.820.545.405.400.700.......cccccemeieeeeeeeieienenienea Influenza A Virus, H7N7 Subtype
B04.820.545.405.400.800........ccureiiiiieiiiiieeiieeeieenn Influenza A Virus, H7N9 Subtype
B04.820.545.405.400.900.......c.ccemerieiiieeeieeienesienea Influenza A Virus, HON2 Subtype
B04.820.545.405.400.920........cccouiiniiiiieiieeieeiieee Influenza A Virus, H10N7 Subtype
B04.820.545.407......oiiieiieiiiiieeeeeeaeine Influenzavirus B
B04.820.545.407.410.......ccoviiiiiiiieiieeeeeeee Influenza B virus
B04.820.545.410...ccccceieeieiieiiiieeeeaieine Influenzavirus C
B04.820.545.450.........cccceiiiiiiiiiiiiii Isavirus
B04.820.545.850......ccccueieiiiiieeiiieeeiiee e Thogotovirus
B04.820.562........cccccviiiiiiiiiii Picobirnavirus
B04.820.565.......cccceiiiiiiiieeec Picornaviridae
B04.820.565.070......cccccveeriiririinieieieiaieanns Aphthovirus
B04.820.565.070.250........cccecuiiiiiiiiiiiiiiieeeee Foot-and-Mouth Disease Virus
B04.820.565.170.......cccviiiiiiieiiieeceeeeee Cardiovirus
B04.820.565.170.200.......ccccuiieiiiiaeeiieeeeiiee e Encephalomyocarditis virus
B04.820.565.170.200.150.......ccccimimreeeinenirienienienes Columbia SK virus
B04.820.565.170.200.480.......ccceruerieeeieieeiieienienieneas Maus Elberfeld virus

B04.820.565.170.200.500........ccccueiriiiiieiieaieeieeeee Mengovirus
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B04.820.565.170.800........cccccvruirriirircrnirnieniereenes Theilovirus
B04.820.565.284.........cccooeiiiiiiiee Enterovirus
B04.820.565.284.180........cccccvevrrieiiieieceee Enterovirus A, Human
B04.820.565.284.182......cccuvuerrerieeeeeeeennn Enterovirus B, Human
B04.820.565.284.182.225........ccooviiiiieeeeeeee Echovirus 6, Human
B04.820.565.284.182.250.......ccciiueieeieeieeieiene e Echovirus 9
B04.820.565.284.184........cocoveiiiieiiieeieeeee Enterovirus C, Human
B04.820.565.284.188........ccuummriieineniieeeeeennns Enterovirus D, Human
B04.820.565.284.200........c..cccoiiiiiiiiiiiiiieis Enterovirus, Bovine
B04.820.565.284.600...........cccuiriiiiiiiiiiiiienees Enteroviruses, Porcine
B04.820.565.284.689........ccoccvruiiriieeeee e Poliovirus
B04.820.565.290......c.ccieeeiieiiniiieieieeaieene Erbovirus
B04.820.565.342.........ouevieieiiiiieeeeeeeen Hepatitis Virus, Duck
B04.820.565.400.......ccccuiiiiiiieiiiiaeeiiee e Hepatovirus
B04.820.565.400.250.......ccccevviiiiiiiiiiiieeiiieeeenn Encephalomyelitis Virus, Avian
B04.820.565.400.410.......ccieiiiiieieieeeeeie e Hepatitis A virus
B04.820.565.400.410.500.......cccceeeiiiieeeiiieeeiiieeeieennn Hepatitis A Virus, Human
B04.820.565.500......c.cccuceeririiniiieieiaiiaieanns Kobuvirus
B04.820.565.700..........ccceiiiiiiiiiiiiiiiieen, Parechovirus
B04.820.565.775......ccueieeeeiieiiieeeieieeaieine Rhinovirus
B04.820.565.830........cccceiiiiiiiiiiiiiiiee Teschovirus
B04.820.590........cceeeiiiiieieeeeee s Potyviridae
B04.820.590.600.......cccccvviiiiiieiiiieeiiieee e Potyvirus
B04.820.590.600.600........cccccvruirrerieereaieaieaieneenes Plum Pox Virus
B04.820.630.......ccccceiuiiiiiiiieiiicieee Reoviridae
B04.820.630.160......c.ccreeeririirieieieieieaieene Coltivirus
B04.820.630.160.200........ccccceevrreerinieieieeeee Colorado tick fever virus
B04.820.630.550......ccccieeereriirieieieieeaieine Orbivirus
B04.820.630.550.050........cccccueiirieiiieeieieeeee African Horse Sickness Virus
B04.820.630.550.100........cccerrurreerieeeeeieaie e Bluetongue virus
B04.820.630.550.400........cccceviiiiriiiiiieeiiieeeen Hemorrhagic Disease Virus, Epizootic
B04.820.630.550.750........ccueiruiriirieireeieeie e Palyam Virus
B04.820.630.590........ccccviiiiiiiiiiiiiii e Orthoreovirus
B04.820.630.590.500........cc0ummmmmrrienninnnnnnnnnnnn Orthoreovirus, Avian
B04.820.630.590.550........ccccccuiiiiiiiiiiiiiiieees Orthoreovirus, Mammalian
B04.820.630.590.550.700.........cccceiiiiiiiiiiiiiieiieee Mammalian orthoreovirus 3
B04.820.630.790........ccccviiiiiiiiiiicce Rotavirus
B04.820.650.......cccoeiiiiiiiiiiieiieee Retroviridae
B04.820.650.070.......cuvveieeeieeiiiiieee e Alpharetrovirus
B04.820.650.070.100........cceeeeuirreieeeeeieeieeeeieenes Avian Leukosis Virus

B04.820.650.070.110......cciieiiieiiieiieecie e Avian Myeloblastosis Virus
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B04.820.650.070.120.......cccviiviiiiieiiiiececeeee Avian Sarcoma Viruses
B04.820.650.070.120.700........ccccuiiiiiiiieieeeeeeeee Rous sarcoma virus
B04.820.650.124........ccooviiiiiiiec e Betaretrovirus
B04.820.650.124.400.......cccceviiiiiiaiiieeeiiiee e Jaagsiekte sheep retrovirus
B04.820.650.124.500........cccccoviiiiiiiieiieiieenieeene Mammary Tumor Virus, Mouse
B04.820.650.124.520.......ccccueviiiiiiiiiiieeiiiee e Mason-Pfizer monkey virus
B04.820.650.200..........ccceeiiiiiiiiiiiiiiciee, Deltaretrovirus
B04.820.650.200.600........c.ccccviriiiiiiiiiiiiieniees Leukemia Virus, Bovine
B04.820.650.200.725......ccccviiiiiiieeeeeieiiiieee e Primate T-lymphotropic virus 1
B04.820.650.200.725.400.......ccccueieiiieaaiiieeeieeeeien Human T-lymphotropic virus 1
B04.820.650.200.725.755.......cccoveeeeieeeeiiee e Simian T-lymphotropic virus 1
B04.820.650.200.730.....ccceiuiiieiiiiaeeiiee e Primate T-lymphotropic virus 2
B04.820.650.200.730.404.........ovveiieeeiiiiieee e Human T-lymphotropic virus 2
B04.820.650.200.730.810.....ceeiiieeaiiieeeiiiee e Simian T-lymphotropic virus 2
B04.820.650.200.735.....cccceviiiiiieeeeeaiiiieee e Primate T-lymphotropic virus 3
B04.820.650.200.735.374.....cooiiiiieiieeeeee e Human T-lymphotropic virus 3
B04.820.650.200.735.750........cuuviieeeeiiiiiiieeeeessiiiees Simian T-lymphotropic virus 3
B04.820.650.250......ccccuiiiiiiiieeiie e Endogenous Retroviruses
B04.820.650.260...........ceveeeiiaiiiiiiieee e Epsilonretrovirus
B04.820.650.375.....c..coiieiiiiieeee e Gammaretrovirus
B04.820.650.375.500........cccccciiiiiiiiiiiiiiieis Leukemia Virus, Feline
B04.820.650.375.510.....cceiiiiieiiiieeiiee e Leukemia Virus, Gibbon Ape
B04.820.650.375.525........ccccciiiiiiiiiiiiee Leukemia Virus, Murine
B04.820.650.375.525.020........ccccceiiiiiiiiiiiiciiee Abelson murine leukemia virus
B04.820.650.375.525.050.........ccccceiiiiiiiiiiiiciin, AKR murine leukemia virus
B04.820.650.375.525.225........cccciiiiiiiiiiie Friend murine leukemia virus
B04.820.650.375.525.580........ccvveiiiiiiiiiieeiiieeee Mink Cell Focus-Inducing Viruses
B04.820.650.375.525.596.......cccveviiiiiaiiiiieeiieeeen Moloney murine leukemia virus
B04.820.650.375.525.750........ccccceiiiiiiiiiiiiicn, Radiation Leukemia Virus
B04.820.650.375.525.770.......ccoeeieaieieeeieeeesiena Rauscher Virus
B04.820.650.375.525.850.......cccvveiiiiiiiiiieeiiiieeie Spleen Focus-Forming Viruses
B04.820.650.375.700........ccccecuiiiiiiiieiiiiieeseeae Reticuloendotheliosis Viruses, Avian
B04.820.650.375.700.700.........ccccceviriiiiiiiiiciieen, Reticuloendotheliosis virus
B04.820.650.375.700.850......ccccveeiiiiiaaiiieeeiiee e Trager duck spleen necrosis virus
B04.820.650.375.770......ccoiiiiiiiiieeiiieeeeiieeeee Sarcoma Virus, Woolly Monkey
B04.820.650.375.800........ccccccviiiiiiiiieiiiiiieseeae Sarcoma Viruses, Feline
B04.820.650.375.860........cc.cccueeiuiriiiiiiiiiieies Sarcoma Viruses, Murine
B04.820.650.375.860.400.......cccceeiiiiiaiiiiieaiieeeieennn Harvey murine sarcoma virus
B04.820.650.375.860.500..........ccccccvriiiiiiiiiieiinen, Kirsten murine sarcoma virus
B04.820.650.375.860.600........ccceeeeiiiiaaiiieeaiieeaieenn Moloney murine sarcoma virus

B04.820.650.375.930.....ccccciiiiiiiiieeeeiiiiiieeeee e Xenotropic murine leukemia virus-related virus
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B04.820.650.589......ccccoueiiiiiiriiieieiee e Lentivirus
B04.820.650.589.500........cc0ummmmmmiienninnnnnnnnnnnnn Lentiviruses, Bovine
B04.820.650.589.500.400........ccc0eeimiireiiiiieeiieeeieenn Immunodeficiency Virus, Bovine
B04.820.650.589.520.......cccuummmmeriienninniennns Lentiviruses, Equine
B04.820.650.589.520.400.........ccuumeeeeiiiiiiieeeeeeaiiiiees Infectious Anemia Virus, Equine
B04.820.650.589.530......ccccuummmieiiinnniniinieennn Lentiviruses, Feline
B04.820.650.589.530.400.......cccceeeiiiiriiiiiieeiiieeienn Immunodeficiency Virus, Feline
B04.820.650.589.600.........cccuummmmumenninninnninnnnnnns Lentiviruses, Ovine-Caprine
B04.820.650.589.600.070.........cuuemeeeeiiiiiiiieeeeeeiiieees Arthritis-Encephalitis Virus, Caprine
B04.820.650.589.600.900.........ccemereeieiaeeierienieneeneas Visna-maedi virus
B04.820.650.589.650........cc.cccuiiiiiiiiiiiiiiiees Lentiviruses, Primate
B04.820.650.589.650.350.......c.ccemuereeieieieaienienienienea HIV
B04.820.650.589.650.350.400........cccccuerueieininiinrenrinenes HIV-1
B04.820.650.589.650.350.410.....ccccciruerieieiaiaiisienieieeeans HIV-2
B04.820.650.589.650.800........cceeviiiiieiiiiieeiieeeieenn Simian Immunodeficiency Virus
B04.820.650.805........ccovvevevieeeieeeiieieeriieiiennans Retroviruses, Simian
B04.820.650.805.510.....cccccvireiiieeeiiiee e Leukemia Virus, Gibbon Ape
B04.820.650.805.550.......cccueveiiiiiieiiieeeeiiee e Mason-Pfizer monkey virus
B04.820.650.805.601......ccceeiiiiiieiiieiie e Sarcoma Virus, Woolly Monkey
B04.820.650.805.700.......cccuiieiiiireiiieeeiiiee e Simian Immunodeficiency Virus
B04.820.650.805.851.......cccviveiiiieeeiiee e Simian T-lymphotropic virus 1
B04.820.650.805.855.......cccveiiiiiieeiiieeeee e Simian T-lymphotropic virus 2
B04.820.650.850.........cucuveeeiiiiiiiiiieee e Spumavirus
B04.820.650.850.750......ccccueieiiiiaeiiieeeeiiee e Simian foamy virus
B04.820.750......ccccuiiiiiiiieeeieiiieeeee e Sequiviridae
B04.820.750.750......cceieeeiieiiiieieieeaieine Sequivirus
B04.820.750.900.........ccueieiiriiriinieieieiaienne Waikavirus
B04.820.800........ccceeeereiiiieieieeaeee s Tenuivirus
B04.820.850.......ccccuvieiiiiieeieeceeeeee Togaviridae
B04.820.850.054......c..coeieiiiiieeeeeaien Alphavirus
B04.820.850.054.198.......ccoeiiiiiiieiiieiie e Chikungunya virus
B04.820.850.054.320......ccccuiieiiiiiaiiiee e Encephalitis Virus, Eastern Equine
B04.820.850.054.340.......cccceiuiiiieieeeiiiiiieeee e Encephalitis Virus, Venezuelan Equine
B04.820.850.054.360.......ccceeieiiiiiaaiiieeeiiiee e Encephalitis Virus, Western Equine
B04.820.850.054.586.........cceveiiiriiiiiiieeiiieeee O'nyong-nyong Virus
B04.820.850.054.813.....c.cciiiiiieieeeeeee e Ross River virus
B04.820.850.054.840........cccceevvriiiiiieieieeee Semliki forest virus
B04.820.850.054.860........ccccveuiiviieieieieeieeie s Sindbis Virus
B04.820.850.700........ccccueiriiriiriiieieiiiaieanns Rubivirus
B04.820.850.700.700........ccceieurreerieieeeieaee e Rubella virus

B04.820.860........ccceiiiiiiiieeeiiiiiiieeeeee Tombusviridae
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B04.820.860.150........cccecveiirriiiiiecieeeeee Carmovirus
B04.820.860.870......cccciueeereriirieieieiaeaieaens Tombusvirus
B04.820.880.......cccueiriiriiieieiereeeee Totiviridae
B04.820.880.400.........cceeereriirierieieiaeaieene Giardiavirus
B04.820.880.500..........cccceiiiiiiiiiiiiriiee Leishmaniavirus
B04.820.880.800.........ccueeereriirieieieiaiiaieens Totivirus
B04.820.900.......ccccouiiiiiiieeiieeeee e Tymoviridae
B04.820.900.850......c.ccoueeeririirieieieiaeaieanns Tymovirus
B04.950.......ceoeriiiiiiieieee Virion
B04.950.500......cccciiiiiiiieeieie e Nucleocapsid
B04.950.500.250........ccccueieiiriiriiieieiie e Capsid
B04.956......cceeieieieeetieeeee Viroids
B04.970.....cccoiiiiiiiii Viruses, Unclassified
B04.970.270......cccoiiiiiiiiiieeieeee Anelloviridae
B04.970.540.......ccccceciiiiiiiiiiiiie Nanovirus
B04.970.610......cccoiiiiiiiiiiieciieece Picobirnavirus

BO5..o i Organism Forms
B05.080.....ceeiiiieeeiiiee e Aquatic Organisms
B05.080.500........cccecuriirririereieririeeeens Plankton
B05.080.500.600.........cceeererirrierieieiaiiaieens Phytoplankton
B05.080.500.600.500..........cccccrimrimrireirnirnieneeneenes Microalgae
B05.080.500.980......ccciuiieaiiiieeiiiee e Zooplankton
B05.080.750.......ccceeiiiiiiiiieeee e Seaweed
B05.080.750.450......ccccceieiiiiniiieieieeaieins Kelp

BO5.110. i Atypical Bacterial Forms
B05.110.422.....ceiiiiiiiiieeeeceee e L Forms
B05.110.761....eeeeeeeeee e Spheroplasts
B05.200.......cciiiieiiiiiiieie Chimera
B05.200.750......cccciiiiiiiiiieee e Transplantation Chimera
B05.200.750.760........ccocieeiiiiiiiiciceeee Radiation Chimera
B05.237 ... Endophytes

B05.275. ..o Hermaphroditic Organisms
B05.350......ccciiiiiiiiiiiii Lichens

B05.500......cci e Life Cycle Stages
B05.500.500........ccccccuiiiiiiiiiiiieiee e Larva
B05.500.500.150........ccoiiiiiiiiiiiiieiccieee Cercaria
B05.500.500.150.500........ccccceeiurrieiinieieeieeeene Metacercariae
B05.500.650.......cccueieiiriiiieieieeee e Nymph
B05.500.675......ccceiiiiiiiiiiieeieeeeee Oocysts
B05.500.675.800......ccccumieiiiiiieiiiiae i Sporozoites

B05.500.700........ccccoiiieiiiieieee Pupa
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B05.500.800........ccccceiieieiiiieiieee e Schizonts
B05.500.800.500.........cccceeriiiiriiiiiciie e Merozoites
B05.500.950......cccciiiiiiiiiieee e Trophozoites

B05.550... e Mycorrhizae
B05.620........ciiiieiiieiiieeeeee Organisms, Genetically Modified
B05.620.136......ccevveeeeeeeeeeeeiiieviieviierieniens Animals, Genetically Modified
B05.620.600.......ccccceiuiiriiiiieiiienieeiieene Plants, Genetically Modified
BO5.775. . Spores

BO5.775.700......cccciieeiie e Spores, Bacterial

BO5.775.710 e Spores, Fungal
BO5.775.740......cccooeeeiie e Spores, Protozoan
B05.775.740.600.........cccciieiiiiiieieieiaeene Oocysts
B05.775.740.600.800........cccccvriireeeeeiiiiiiieeeeens Sporozoites
B05.775.740.800......c.cceieeireirieiieieeaeaieene Schizonts
B05.775.740.800.500........cccccumimrinririnnirnieieeenes Merozoites
B05.775.740.900......ccccoiieiiiieeiee e Trophozoites

COM i Bacterial Infections and Mycoses

CO1.252. .. Bacterial Infections
C01.252.100......ccciiieiiiee e Bacteremia
C01.252.100.375....ceiiiieeeiieeeeee e Hemorrhagic Septicemia
C01.252.200......cccceeieieiiiiiieie e Central Nervous System Bacterial Infections
C01.252.200.450....ccccueeeaiiieeaiiee e Lyme Neuroborreliosis
C01.252.200.500.......cccmiiiiiiiieiieeieeieeeiene Meningitis, Bacterial
C01.252.200.500.400.......ccceveeiieeeeeeeeeeeeeeeeeeeeeeene Meningitis, Escherichia coli
C01.252.200.500.450......ccccemiiiiieiiiaiie e Meningitis, Haemophilus
C01.252.200.500.500.......ccceveeeeeiieeeeeeeeeeeeeeeeeeeeene Meningitis, Listeria
C01.252.200.500.550......ccceemiiiiiieiiiiiiie e Meningitis, Meningococcal
C01.252.200.500.550.800.......ueeeeimieeeeiiieenieee e Waterhouse-Friderichsen Syndrome
C01.252.200.500.600.........cceirerrieriieiiieniieeieeae Meningitis, Pneumococcal
C01.252.200.500.800......cueeeearereeirieeeiiee e Tuberculosis, Meningeal
C01.252.200.750......0ceiriiiiiiiieiieeieeseeeine Neurosyphilis
C01.252.300......ccccieiiieiiiiiieiieeeeee Endocarditis, Bacterial
C01.252.300.407 ......occviiieeeiieee e Endocarditis, Subacute Bacterial
CO01.252.354 ... Eye Infections, Bacterial
C01.252.354.225......ooiiiiiiiiee e Conjunctivitis, Bacterial
C01.252.354.225.250....ccccceeieeeeeeeeeeeeeeeeeeeeeeeeenne Conjunctivitis, Inclusion
C01.252.354.225.625.....cccuvieeiieeeeee e Ophthalmia Neonatorum
C01.252.354.225.800.......ccceiiuiiiieiaieaienieieeeenes Trachoma
C01.252.354.400.......cccciveviiiiiieeeeeeeene Hordeolum
C01.252.354.450....cccccoieeeeeeeeeeeeeeeeeeeeeeaa, Keratoconjunctivitis, Infectious

C01.252.354.800.......cccceeiirieeeiireeeieeeeniieeens Tuberculosis, Ocular
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C01.252.354.900.......cccueeiiiieeeiireeeieeeenieeens Uveitis, Suppurative
C01.252.354.900.675.....cccviuiiieieieeeiese e Panophthalmitis
C01.252.377 i Fournier Gangrene
C01.252.400....cccciieeeiiieeaiee e Gram-Negative Bacterial Infections
C01.252.400.050.......ccceiveeirieeieeeeeeeee Aliivibrio Infections
C01.252.400.054.....ccciieeiieeeee e Anaplasmataceae Infections
C01.252.400.054.050......ccc0viemiriieeeiieeeeieeesieeeenns Anaplasmosis
C01.252.400.054.160.....c.cceeirieieieiaieaeeie e Ehrlichiosis
C01.252.400.054.160.400........cccceevverririeiriaieneieene Heartwater Disease
C01.252.400.110...cccuieiiciiiii e Bacteroidaceae Infections
C01.252.400.110.109......ccciiiiiiiieeeeeeece e Bacteroides Infections
C01.252.400.126.......oceviiiiiiiieciciieeeeee Bartonellaceae Infections
C01.252.400.126.100........cccoveieeirrieirieeeee e Bartonella Infections
C01.252.400.126.100.050......cueeeeiieeeeiiiee e Angiomatosis, Bacillary
C01.252.400.126.100.150.......ccccriieiiriiiericiere e Cat-Scratch Disease
C01.252.400.126.100.800.........ccuereemeereaierieiiereerieeanas Trench Fever
C01.252.400.143......oooviieeeeee e Bordetella Infections
C01.252.400.143.740.....cociiiieeieeeeeeee e Whooping Cough
C01.252.400.155.......cciiiieiiieeeeeee e Borrelia Infections
C01.252.400.155.569.....c.ccviuiriiiieieieseee e Lyme Disease
C01.252.400.155.569.200........cccuemriemieiiiieiiinieeaieens Erythema Chronicum Migrans
C01.252.400.155.569.600.........ceeeiueeeaiiieeiiiee e Lyme Neuroborreliosis
C01.252.400.155.644......cceoeiiiiiiiiiieie e Relapsing Fever
C01.252.400.167...c.ocueeieeieeiiieieieieeaie e Brucellosis
C01.252.400.167.322.......ccoeiiieiiieeceeeeee e Brucellosis, Bovine
C01.252.400.170...ccciiiiiiiiiiiieciecieeeeeee Burkholderia Infections
C01.252.400.170.400........cccmimririririenienieeeeeenns Glanders
C01.252.400.170.531....ccuiiiiiiiieieeeee e Melioidosis
C01.252.400.177 c.oeieeiieiieee e Campylobacter Infections
C01.252.400.200.......ccccuiiiiiiiiiiiieieeceeeee Cat-Scratch Disease
C01.252.400.210...ccuveirieiiiiiiece e Chlamydiaceae Infections
C01.252.400.210.210....ccuveuieeiiieieieeeece e Chlamydia Infections
C01.252.400.210.210.124 ......ooeiiieiiieeeeee e Chlamydial Pneumonia
C01.252.400.210.210.250......ccueieeieieieeiesie e Conjunctivitis, Inclusion
C01.252.400.210.210.490.......cccoveiiieiieiiieiie e Lymphogranuloma Venereum
C01.252.400.210.210.800......cuceveeeneeieaieieesiereerieeenas Trachoma
C01.252.400.210.250......cceeiiiiirieiieeiie e Chlamydophila Infections
C01.252.400.210.250.299......ccueiteiiieieeiecie e Chlamydial Pneumonia
C01.252.400.210.250.600.........cc0erverrrrirriirierieieieias Psittacosis
C01.252.400.245.....cccieeeeeeeeeeee e Cytophagaceae Infections

C01.252.400.260......ccuveeicrieeeiieeeeieeeeniieeens Desulfovibrionaceae Infections
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C01.252.400.310.....ccccviiieeiiieee e Enterobacteriaceae Infections
C01.252.400.310.229....cccuiiieiiiieeieee e Dysentery, Bacillary
C01.252.400.310.330......cccuiiiriiiiieieireeee e Escherichia coli Infections
C01.252.400.310.330.500......cueeeeiieeeaiiieeeiiee e Meningitis, Escherichia coli
C01.252.400.310.416.....ccoeiiiiiiieeiieeee e Granuloma Inguinale
C01.252.400.310.503......ceiiiiiiiieiieeiee e Klebsiella Infections
C01.252.400.310.503.650.......cccceerveiririeriiiere e Rhinoscleroma
C01.252.400.310.708......ccceieiiiiiieiieeiie e Proteus Infections
C01.252.400.310.821 ..o Salmonella Infections
C01.252.400.310.821.438......ccueiieieieeeieee e Paratyphoid Fever
C01.252.400.310.821.606........ccveereerieiiiieiienieenieens Salmonella Food Poisoning
C01.252.400.310.821.706......ccccveiriiiiiiiieii e Salmonella Infections, Animal
C01.252.400.310.821.873......ccviireriieiirienie e Typhoid Fever
C01.252.400.310.850......ccceieiiiiiiiiiieiiie e Serratia Infections
C01.252.400.310.980.......ccccrviiiiieieireeeece e Yersinia Infections
C01.252.400.310.980.745.......cooieeieeieieee e Plague
C01.252.400.310.980.780.....ccuveeeeieeeeieeesiieeesieeeens Yersinia pseudotuberculosis Infections
C01.252.400.349.......ooiiiiiiiiieiicieeeee Flavobacteriaceae Infections
C01.252.400.388.......ccoeeveeerrieeenieeeseeeene Fusobacteriaceae Infections
C01.252.400.388.350......c..ccevuriiiiiiiiiiieiieeiees Fusobacterium Infections
C01.252.400.388.350.400.......ccccuemreerieiiiieiiinieenieens Gingivitis, Necrotizing Ulcerative
C01.252.400.388.350.700......cueeeeiieeeeiiieeeiiee e Lemierre Syndrome
C01.252.400.466........c.coveceereeeiieeieieeeee Helicobacter Infections
C01.252.400.500.....ccccuveeaiieeaiiee e Legionellosis
C01.252.400.500.507.....cciuiiiieiieesiie e Legionnaires' Disease
C01.252.400.511 ceeeiiieeeeeeeee e Leptospirosis
C01.252.400.511.739....ccviiiiireiciencese s Weil Disease
C01.252.400.560........cccueriiiriiiiiiiieiieeene Moraxellaceae Infections
C01.252.400.560.022........cccveeiiiieeieeeeeeeee Acinetobacter Infections
C01.252.400.610....ceeieieeeiieeeieee e Mycoplasmatales Infections
C01.252.400.610.610.....ccceiiiiiiiiieiieeiee e Mycoplasma Infections
C01.252.400.610.610.717 .eeeeiiiiieieee e Pleuropneumonia, Contagious
C01.252.400.610.610.760.......cccveireerieiiiieiienieenieens Pneumonia, Mycoplasma
C01.252.400.610.850....ccccuvveeiiiieeiiieeeiiee e Ureaplasma Infections
C01.252.400.625.......ccoooveeirieeeceeeeeeee Neisseriaceae Infections
C01.252.400.625.397.....ooiiiiiiiiiiiiceee e Gonorrhea
C01.252.400.625.391.658.....ccueveeiieeeeiieesiiee e Ophthalmia Neonatorum
C01.252.400.625.549.....cceviiiiiiiiieeeee e Meningococcal Infections
C01.252.400.625.549.449........ccceiiiiiiiiiiiiieeees Meningitis, Meningococcal
C01.252.400.625.549.449.800.........ceeiiueeeiiiieeiiiee e Waterhouse-Friderichsen Syndrome

C01.252.400.700.....ccccuieeeiiieeerieeeeieeeeieee e Pasteurellaceae Infections
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C01.252.400.700.030......ccccirmrieiiieieireeeeeeeeee Actinobacillus Infections
C01.252.400.700.030.178......ccueieeieieieeiecie e Actinobacillosis
C01.252.400.700.433....ccccuiieeeeee e Haemophilus Infections
C01.252.400.700.433.257 .....ooiueeeieeeieeie e Chancroid
C01.252.400.700.433.615...c..cceiiieiiieieeiiiecee e Meningitis, Haemophilus
C01.252.400.700.662.........ccoevuviiiiiiiiaiieiieeiees Pasteurella Infections
C01.252.400.700.662.297 .......cooveiiiiiiiiiieiie e Hemorrhagic Septicemia
C01.252.400.700.675......ccceiiiiiiiiiiiciicre e Pasteurellosis, Pneumonic
C01.252.400.719.....coiciiieeeiee e Piscirickettsiaceae Infections
C01.252.400.739...ccuiiiiiiiiiiieiiceeeeee Pseudomonas Infections
C01.252.400.755.......ccciiieiiieieeeeee e Q Fever

C01.252.400.771 e Rat-Bite Fever
C01.252.400.780.......ccerreeerieeeieeeeseeeene Rickettsiaceae Infections
C01.252.400.780.600.........ccccvviiiiiiiiaiiciieeiees Pneumonia, Rickettsial
C01.252.400.780.790.......ccceriieeiieieireeeeee e Rickettsia Infections
C01.252.400.780.790.125.......ccciiiiiiiiiiicciceee Boutonneuse Fever
C01.252.400.780.790.700.......cccveerierieiiiieiie e Rocky Mountain Spotted Fever
C01.252.400.780.790.800......c.ueeeeiieeeaiieeeeieee e Typhus, Endemic Flea-Borne
C01.252.400.780.790.805......ccueeeeeieeeeiee e Typhus, Epidemic Louse-Borne
C01.252.400.780.850.......ccceueeeieieieieaieeie e Scrub Typhus
C01.252.400.825.......ccocoveeiiiceeeeeeeeeee Tick-Borne Diseases
C01.252.400.825.050....ccccuueieiiiieeiiieeeiiee e Anaplasmosis
C01.252.400.825.125.......cciiiiiiieeceeeece e Boutonneuse Fever
C01.252.400.825.200.......ccceeiueieieiaieaieaieieeeenes Ehrlichiosis
C01.252.400.825.300.......cccccveeireneeireeeeneeeennes Heartwater Disease
C01.252.400.825.480.......ccceeiueieieiaieaeeieeeeeenes Lyme Disease
C01.252.400.825.480.400........cccuemrieieiiiieiiinieenieens Erythema Chronicum Migrans
C01.252.400.825.480.700......cuceeeiieeeaiieeeiiee e Lyme Neuroborreliosis
C01.252.400.825.750......cccuieiiiiiieiieaie e Relapsing Fever
C01.252.400.825.775....cciieieeaiieeeeee e Rocky Mountain Spotted Fever
C01.252.400.840.....ccccuveeeiiieeeiieeeeiee e Treponemal Infections
C01.252.400.840.558.......ccceiieiiieieiesieaie e Pinta
C01.252.400.840.744........coviiiiiiiieeeeeees Syphilis
C01.252.400.840.744. 167 ...cooiuieeieeee e Chancre
C01.252.400.840.744.456.........cceeveiiiiiiiiereee Neurosyphilis
C01.252.400.840.744.456.778.....cooeveieeeeeeeeeeie e Tabes Dorsalis
C01.252.400.840.744.657 .......oovviiiiiiiiiieceeeeins Syphilis, Cardiovascular
C01.252.400.840.744.725......ccoiieeieeieeeeee Syphilis, Congenital
C01.252.400.840.744.800........ccccemireeieiiiieiiinieenieens Syphilis, Cutaneous
C01.252.400.840.744.871 ..ot Syphilis, Latent

C01.252.400.840.892.........c.ccocvviiiiiiiicciree Yaws
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C01.252.400.939......ccciiiiiiieeeeeee e Tularemia
C01.252.400.959......cociiiiiiiiiiiiicieeeee Vibrio Infections

C01.252.400.959.347 .....ooovriirirciiieee e Cholera
C01.252.410.....ciiiiiiiiiiiiieccee Gram-Positive Bacterial Infections
C01.252.410.040....c.cceiiiiieiiiieiieeeeee Actinomycetales Infections
C01.252.410.040.137 .eeeeiieeeeie e Actinomycosis
C01.252.410.040.137.262.......cciviiiiiieeiiieiieeeeine Actinomycosis, Cervicofacial
C01.252.410.040.137.637...ceeieieieieieeiecie e Whipple Disease
C01.252.410.040.246.......ceoeiiiiiieiiieie e Corynebacterium Infections
C01.252.410.040.246.388.......c.cceeeeeieaeiieieeie e Diphtheria
C01.252.410.040.246.430.......ccceveriiiiiiieieie Erythrasma
C01.252.410.040.552.....c.eiiiiiiiieiee e Mycobacterium Infections
C01.252.410.040.552.386.......c.ccevveurirrieriirierierieieas Leprosy
C01.252.410.040.552.386.775.....c.cceieeieieieaieaiesie e Leprosy, Multibacillary
C01.252.410.040.552.386.775.500.........ccceirreeirireeiiraeeiiieaenns Leprosy, Lepromatous
C01.252.410.040.552.386.850........c.ccuerueeeieeieaieiieieeeeienes Leprosy, Paucibacillary
C01.252.410.040.552.386.850.249.......ccceeiiimiiiiiieiiieieeieee Leprosy, Borderline
C01.252.410.040.552.386.850.500.........ccueerrerierierirrieiaiaeanns Leprosy, Tuberculoid
C01.252.410.040.552.475.......coiieiiiiiiiiiiceie e Mycobacterium Infections, Nontuberculous
C01.252.410.040.552.475.247 .....cooovieeieeeee Buruli Ulcer
C01.252.410.040.552.475.495......cceiiiiiiiiiieie e Mycobacterium avium-intracellulare Infection
C01.252.410.040.552.588........cccoeeiiiiiiiiiiiiiiiiies Paratuberculosis
C01.252.410.040.552.846........ccceeveiiiiiriciene e Tuberculosis
C01.252.410.040.552.846.122.......ccuoiueieeicecieseeeeiees Latent Tuberculosis
C01.252.410.040.552.846.246........ccceccvevriieeriieeee Peritonitis, Tuberculous
C01.252.410.040.552.846.493........cocieiieeeeeaieaieseeeeenes Tuberculoma
C01.252.410.040.552.846.493.400........cccceeveirrrinceeiieeeieenn Tuberculoma, Intracranial
C01.252.410.040.552.846.516.......ccuccuerieieeieciesieseeeeienes Tuberculosis, Avian
C01.252.410.040.552.846.538........cccevveiriiieieiieeeeen Tuberculosis, Bovine
C01.252.410.040.552.846.561......ccoeevviiiiiiiieiiccec Tuberculosis, Cardiovascular
C01.252.410.040.552.846.561.595.......cccciiveiiriieieiceee e Pericarditis, Tuberculous
C01.252.410.040.552.846.570......cueeiiiieeaiiiieeiiiee e Tuberculosis, Central Nervous System
C01.252.410.040.552.846.570.300........ccccevvrierrinieeieeeereenn Tuberculoma, Intracranial
C01.252.410.040.552.846.570.600.........ccerueerrerieririeieiaeanas Tuberculosis, Meningeal
C01.252.410.040.552.846.583........cccevveiriiieiieeeee Tuberculosis, Cutaneous
C01.252.410.040.552.846.583.260.........cceovererierierieieiaianeanias Erythema Induratum
C01.252.410.040.552.846.583.470.......cccveveiriririiieieiaianns Lupus Vulgaris
C01.252.410.040.552.846.606..........ccceeerviriieiiciiei Tuberculosis, Endocrine
C01.252.410.040.552.846.628........ccceeveiriireriiieeeee Tuberculosis, Gastrointestinal
C01.252.410.040.552.846.657.......ccueiveiecececieeeeceeiees Tuberculosis, Hepatic

C01.252.410.040.552.846.696.........cccvveriviiiieiiieiieeee Tuberculosis, Laryngeal
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C01.252.410.040.552.846.719.....cccviiiiiiiiiiieiieeee e Tuberculosis, Lymph Node
C01.252.410.040.552.846.719.500.........coueeeeaienieririieieianeanas King's Evil
C01.252.410.040.552.846.764..........ccevveririiieieceee Tuberculosis, Miliary
C01.252.410.040.552.846.775.....cccueeeiiieiiie e Tuberculosis, Multidrug-Resistant
C01.252.410.040.552.846.775.500.......cccccemvimiiiiiieiiieiieeieens Extensively Drug-Resistant Tuberculosis
C01.252.410.040.552.846.786..........ccvereeeeeeeieaienieieeeeienes Tuberculosis, Ocular
C01.252.410.040.552.846.809........cccceeveiririeiriieeereen Tuberculosis, Oral
C01.252.410.040.552.846.831.....cccueeiiiiiiiiiicciceee Tuberculosis, Osteoarticular
C01.252.410.040.552.846.831.722.....ccccueeeeiieeeeiee e ecieae s Tuberculosis, Spinal
C01.252.410.040.552.846.877 .....coveveieeeeeeecieee e Tuberculosis, Pleural
C01.252.410.040.552.846.877.405.......ccceiiiiiiiiiiiiiieseeieee Empyema, Tuberculous
C01.252.410.040.552.846.899.........ceiiiieiiiiiieeiiieeeieeee Tuberculosis, Pulmonary
C01.252.410.040.552.846.899.6609.........ccocovevriririirieieinianns Silicotuberculosis
C01.252.410.040.552.846.922.........c.ccueiieiiiieieieeeeine Tuberculosis, Splenic
C01.252.410.040.552.846.944.........ooiveiiiiiieiieeee Tuberculosis, Urogenital
C01.252.410.040.552.846.944.596.........cceoeeeeeriiiieieeaeanas Tuberculosis, Female Genital
C01.252.410.040.552.846.944.721......ocviiiiiiieiee e Tuberculosis, Male Genital
C01.252.410.040.552.846.944 847 ......ocooieeeeiiiiiieeieeaean Tuberculosis, Renal
C01.252.410.040.692........ccovieiiiieieeeeceeee Nocardia Infections
C01.252.410.040.692.606.........ccoereeeeeeaieiiriieiierieianias Mycetoma
C01.252.410.090.......cciiiiiirieeieeeeeeeeee Bacillaceae Infections
C01.252.410.090.072....ccuviiiiiiieieeeece e Anthrax
C01.252.410.110.ccceiiiieceeeceee e Bifidobacteriales Infections
C01.252.410.222.......ooiiiiiiiieiceee Clostridium Infections

C01.252.410.222.151 ..ot Botulism
C01.252.410.222.310.....cciiiiiiiiiieiceee e Enterocolitis, Pseudomembranous
C01.252.410.222.325.......ccoiiieiieeeceeeee e Enterotoxemia
C01.252.410.222.440.......ceeeeiiiieiiee e Gas Gangrene
C01.252.410.222.864......ccoviiverceiese s Tetanus
C01.252.410.334...coiieeeieeeee e Erysipelothrix Infections
C01.252.410.334.329.....ccciiiiriiiceeee s Erysipeloid
C01.252.410.334.776....cceieeeeaiieeeeeeeee e Swine Erysipelas

C01.252.410.514 ..o Listeriosis
C01.252.410.514.533...cccooeeeeeeeeeeeeeeeeeeeee Meningitis, Listeria
C01.252.410.868.......cccvieiiiiiieiieiieeieeeine Staphylococcal Infections
C01.252.410.868.675....ccccueieeiiiieeiieeeiee e Pneumonia, Staphylococcal
C01.252.410.868.806.........ccevvverrieiiiiiiieniieeieeae Staphylococcal Food Poisoning
C01.252.410.868.820.........ceeeiiireeiiiieeieeeeiiee e Staphylococcal Skin Infections
C01.252.410.868.820.270.......ccccrviieerinieiieeeee e Furunculosis
C01.252.410.868.820.270.200..........cccereeeeneaieaienieieeeeienns Carbuncle

C01.252.410.868.820.504...........coccvoviiiiirieiciee Impetigo



2016 MeSH Tree Hierarchy

Tree location

C01.252.410.868.820.770......ccciveirieieiiiieiie e Staphylococcal Scalded Skin Syndrome
C01.252.410.890....ccccveeeeieeeaiiee e Streptococcal Infections
C01.252.410.890.210.....ccceuiriirircierese s Ecthyma
C01.252.410.890.240.......ccovveeieeeeeeeeeeeeeeeeeeeeeene Endocarditis, Subacute Bacterial
C01.252.410.890.328......cceieiiiiieeiieeiee e Erysipelas
C01.252.410.890.485......c.cceiiieeieieiaiesese e Impetigo
C01.252.410.890.670......cccirieeiiieieireeeeceeeee Pneumococcal Infections
C01.252.410.890.670.595......c.ueiiiiiiiiiieee e Meningitis, Pneumococcal
C01.252.410.890.670.750.......cccceiieeirinieiiiee e Pneumonia, Pneumococcal
C01.252.410.890.731 ..o Rheumatic Fever
C01.252.410.890.731.649......ccceiiiiiiiiieeeceee e Rheumatic Heart Disease
C01.252.410.890.823.......ccuiiiiiicieieiece e Scarlet Fever
C01.252.620......ccciiiiiiieiieee e Pneumonia, Bacterial
C01.252.620.249.....ccciieeiiieeiee e Chlamydial Pneumonia
C01.252.620.500.......ccccmiimiiiiieiiiiieeieeeiene Pneumonia, Mycoplasma
C01.252.620.530......ccciviiiiiiiieiiciieeeeeee Pneumonia of Calves, Enzootic
C01.252.620.540.....c.ccccviiiiiiiieiieieeseee Pneumonia of Swine, Mycoplasmal
C01.252.620.550.......ccccuiiiiiiiiiiiiieeeeee Pneumonia, Pneumococcal
C01.252.620.600........ccccveceerieeiieeeneeeene Pneumonia, Rickettsial
C01.252.620.620....ccccveeeaiiieeiiiie e Pneumonia, Staphylococcal
C01.252.810.....ciiiiieiiieieiiieee e Sexually Transmitted Diseases, Bacterial
C01.252.810.207 ..o Chancroid

C01.252.810.3071 ..coiieiiiciiiiiiee e Chlamydia Infections
C01.252.810.301.490....ccccueieiiiiieiieee e Lymphogranuloma Venereum
C01.252.810.407....ooiiiiieieee e Gonorrhea

C01.252.810.451 .eeiiiiieeieeeee e Granuloma Inguinale
C01.252.810.859.....ccvviiriiriiriiieieiiearesiees Syphilis
C01.252.825....ccoeeeeeeeeeeaas Skin Diseases, Bacterial
C01.252.825.110...ccueeiiieiiiiiiee e Actinomycosis, Cervicofacial
C01.252.825.150....ccccvieeeiieeeiiee e Angiomatosis, Bacillary
C01.252.825.180...cc.cceiiieiiiiiieieiieeseeain Digital Dermatitis
C01.252.825.210..cuccueeieeieiiieieieeeeeieeieene Ecthyma
C01.252.825.260.......cccviiiiiiiiieieiieeieeeine Erysipelas
C01.252.825.310...cceiiiieeeiieeeeee e Erythema Chronicum Migrans
C01.252.825.320....c.ccciiiiiiiiiieiie e Erythrasma
C01.252.825.340....cccccuieeiiiieeiie e Fasciitis, Necrotizing
C01.252.825.360......ccccmieiiiiiieiieiieeieeeine Granuloma Inguinale
C01.252.825.420....cccccuiieiiiiieeiie e Hidradenitis Suppurativa
C01.252.825.557 ...ccuviiiiiiiiiiee e Mycetoma
C01.252.825.630.....ccueeueeierieieieieieieaieaieens Pinta

C01.252.825.705....cccceieeeceee e Rhinoscleroma
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C01.252.825.770...cccueeiiiiiiiiieiieeeeee Staphylococcal Skin Infections
C01.252.825.770.270....ccoviieeiieeieeeeseee e Furunculosis
C01.252.825.770.270.200........c.ccererrrrierierierieieeieias Carbuncle
C01.252.825.770.360.....c.ccceuiieeicieieieaeeie e Impetigo
C01.252.825.770.770.....cccoeieiiiiiieiieeie e Staphylococcal Scalded Skin Syndrome
C01.252.825.790......ceeueeieiiiieieieeeeeieeieens Syphilis, Cutaneous
C01.252.825.820.......ccciviiiiieeieeeeeeeeee Tuberculosis, Cutaneous
C01.252.825.820.260.........ceeeaieeeeaiieeeiieeeeiiee e Erythema Induratum
C01.252.825.820.470......ccceeeiiiiiieiieeie e Lupus Vulgaris
C01.252.825.910..c.ccueeieiieiiiieeieeeeeie e Yaws

CO1.252.847 ..o Spirochaetales Infections
C01.252.847.193...coiiiiiiiiecceee Borrelia Infections
C01.252.847.193.569......ccccviiiiiiiiiiiiiee e Lyme Disease
C01.252.847.193.569.200........ceereiieeeaiieeeiiee e Erythema Chronicum Migrans
C01.252.847.193.569.600........cccuemriemieiiiiiiiiiiienieens Lyme Neuroborreliosis
C01.252.847.193.644 ... Relapsing Fever
CO01.252.847.511 oo Leptospirosis
C01.252.847.511.739....cciiiiiiieeeeee e Weil Disease
C01.252.847.840......cccueeeirieeeiee e Treponemal Infections
C01.252.847.840.558......c.cceiiieieeieesece e Pinta

C01.252.847.840.744 ......occovieiiieceee e Syphilis
C01.252.847.840.744. 167 ..ot Chancre
C01.252.847.840.744.456.........cceeviriiiiiiiiiee Neurosyphilis
C01.252.847.840.744.456.778.....coooveeeeeeeceee e Tabes Dorsalis
C01.252.847.840.744.657 .......oocviiiiiieiiieeeeee Syphilis, Cardiovascular
C01.252.847.840.744.725......ocuoiieeieeeeeeee Syphilis, Congenital
C01.252.847.840.744.800........cccoemiveiieiiiiiiiiiieeiieens Syphilis, Cutaneous
C01.252.847.840.744.871 ..ot Syphilis, Latent
C01.252.847.840.892.......ccooiimiriiiiiiceeeeens Yaws

CO01.252.954 ... Vaginosis, Bacterial

C01.395. ..t Central Nervous System Infections
C01.395.250......cccieiiiiiiiiiieieceee Brain Abscess
C01.395.250.500......cc0meeiirieeaiireenieeeeniieeens Toxoplasmosis, Cerebral
C01.395.500....ccccctueeeiiiieeiieecieee e Central Nervous System Bacterial Infections
CO1.539...iiiicieee e Infection
C01.539.069......ccoiveeeeeeeeeeeeeeeeeeeeae Aneurysm, Infected
C01.539.100......ccciiiiiiieereee e Arthritis, Infectious
C01.539.100.500......cceeruererrieieiaiiaieaieaieens Arthritis, Reactive
C01.539.160......ccciiiiiiieeeeee e Bone Diseases, Infectious
C01.539.160.495......coeiiiiiieeieieeeiesiees Osteomyelitis

C01.539.160.495.500........ccccciuiiriiiriiircee Mastoiditis
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C01.539.160.495.750.......ccccmimreriierieseneeieeeenns Petrositis
C01.539.160.495.875.....cocciriiieiiiieieeseee e Pott Puffy Tumor
C01.539.160.595......c.occvriiriiriiieieiiiireeiees Periostitis
C01.539.160.762......ceeuerieiiiieieieieieieeieens Spondylitis
C01.539.160.762.301.....cooruirririicierieseee s Discitis
C01.539.160.886........ccoevveeeeeeeeeeeeeeeeeeeeeeaeeans Tuberculosis, Osteoarticular
C01.539.160.886.722......ccceeveeiieeeeieee e Tuberculosis, Spinal
C01.539.190.....coiiieiiiiiiiecceeee Cardiovascular Infections
C01.539.190.249.......cciiiiiiieeeeeee e Endocarditis, Bacterial
C01.539.190.249.407 ....cooveeeeeeeeeeeeeeeeeeeeeeee Endocarditis, Subacute Bacterial
C01.539.190.500......ccccmiiiiiiiiieniieiieeseeaiene Syphilis, Cardiovascular
C01.539.190.750.....cccceiieeeeeeeeeeeeeeeeeeeeeeeeees Tuberculosis, Cardiovascular
C01.539.190.750.595.......ccciiiiiieeceeee e Pericarditis, Tuberculous
C01.539.195.....oiiiiiice e Catheter-Related Infections
C01.539.218...eiiiciee e Coinfection

C01.539.221 ... Communicable Diseases
C01.539.221.500......00cimiiiiiiiiesiie e Communicable Diseases, Emerging
C01.539.221.750....ccoiiiiiiiiiiieicceeeee Waterborne Diseases
C01.539.234 ..o Community-Acquired Infections
C01.539.248......ccciiiiiiice Cross Infection
C01.539.248.500.......cccccveciriiiieeeeseeeee Pneumonia, Ventilator-Associated
CO01.539.375. ..o Eye Infections

C01.539.375.177 .o Corneal Ulcer
C01.539.375.265......ceeeeieiiieieieieiaieeiens Endophthalmitis
C01.539.375.265.500........cccceemiuireeiiieeeiieeesineeenns Uveitis, Suppurative
C01.539.375.354 ... Eye Infections, Bacterial
C01.539.375.354.220......cccciiiiiiiiiiiiiie e Conjunctivitis, Bacterial
C01.539.375.354.220.250......cc0cieeeeeieaieiie e Conjunctivitis, Inclusion
C01.539.375.354.220.625......c.cceveiieeeeciee e Ophthalmia Neonatorum
C01.539.375.354.220.800.......0ccuereemeeieeieiieiienierieeanas Trachoma
C01.539.375.354.400........ccccimmiriiiiienienieieeeenns Hordeolum
C01.539.375.354.450......ccccevieieeeeeeeeeeeeeeeeeeeeeee Keratoconjunctivitis, Infectious
C01.539.375.354.800.......cccccvmieeriieeirinieieeeenne Tuberculosis, Ocular
C01.539.375.354.900.......ccceiiuriiiaiaieaieaieieeeenes Uveitis, Suppurative
C01.539.375.354.900.675......ccccemreriiniiriiiieieieeieas Panophthalmitis
C01.539.375.450....cccccuiieiiiiieiiie e Eye Infections, Fungal
C01.539.375.450.900......c.c.0ceemiuereeniieeeiieee s Uveitis, Suppurative
C01.539.375.450.900.675......ccceeieeeeaieiieieierieenas Panophthalmitis
C01.539.392......ccciiiiiiiicii e Focal Infection
C01.539.392.433......ooiiiiiiiiiecee Focal Infection, Dental

C01.539.424 ...t Gingivitis, Necrotizing Ulcerative
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C01.539.463......cccoiieiieeeee e Intraabdominal Infections
C01.539.463.099......cceiiiiiiiiieieieeeieeieees Appendicitis
C01.539.463.298......c.ociviiriiriiieieieeereeiees Diverticulitis
C01.539.463.600......c.cccemereeieieiaiaiaieaieens Peritonitis
C01.539.463.600.249.......cccoviiiiiiieieeeeceeee Peritonitis, Tuberculous
C01.539.463.600.500.........cceemuereaiiieeeiieee e Subphrenic Abscess
C01.539.463.850......cceeriiriiriiieieiiiareeienes Typhlitis
C01.539.503....cciiiiiieiiiee e Laboratory Infection
C01.539.535....ciiiiiiiiieeee e Ludwig's Angina

C01.539.597 ....oiiiiiiiieeee e Opportunistic Infections
C01.539.597.050.....ccccueeiiiieeeiieeeeiee e AIDS-Related Opportunistic Infections
C01.539.597.880....ccccuueeaiiiieiiiieeiieee e Superinfection
C01.539.635......ccciiieiiiieeeeee e Pelvic Infection
C01.539.635.500....ccccuuieiiiiieaiiieeiieee e Pelvic Inflammatory Disease
C01.539.674.....coiiiieiieiiiieeee e Pregnancy Complications, Infectious
CO01.539.674.173 ... Abortion, Septic
CO01.539.674.715....cc e Puerperal Infection
C01.539.685......cccieiiiiiiiiiciceee Prosthesis-Related Infections
C01.539.730...ccceciieeiiee e Reproductive Tract Infections
C01.539.739...cciiiiieiee e Respiratory Tract Infections
C01.539.739.484......oooiiiiiiee e Empyema, Pleural
C01.539.739.484.320....ccccuvieiiiiiiiee e Empyema, Tuberculous
C01.539.739.969......cceiiiiiiiiieee e Whooping Cough

CO01.539.757 oot Sepsis
C01.539.757.100.......ccciiieeiiieeeeeeeeeeee Bacteremia
C01.539.757.100.275.....cuveiiiieeeieeeeee e Endotoxemia
C01.539.757.100.375.....coiiiiiiiiieesie e Hemorrhagic Septicemia
C01.539.757.360......ceeerieriiieieieieieieeiens Fungemia
C01.539.757.360.150.......cccmirreriiiriesenieeeeenns Candidemia
C01.539.757.800......cceerieriiieieieieiaeeeeens Shock, Septic
CO01.539.778....eiieeeeiee e Sexually Transmitted Diseases
CO01.539.778.281 ....oeieieeeeeee e Sexually Transmitted Diseases, Bacterial
C01.539.778.281.201....ocuvivireiireicieeee e Chancroid
C01.539.778.281.3071 ....ccveiiieiieieeeeece e Chlamydia Infections
C01.539.778.281.301.490......ccccoviiriiiiiiiieiie e Lymphogranuloma Venereum
C01.539.778.281.401.....ooiiiiiiiiieicee e Gonorrhea
C01.539.778.281.457 ..o Granuloma Inguinale
C01.539.778.281.859.....c.ccuiiuiiiiiieeecee e Syphilis
C01.539.800......cccimiiiiiieiireee e Skin Diseases, Infectious
C01.539.800.130...c.ccueeveeeerieieieieeeieaie e Cellulitis

C01.539.800.200......ccccmeeieiiiieiieeieesiee s Dermatomycoses
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C01.539.800.200.055......cceieiiiiieesiieeiee e Blastomycosis
C01.539.800.200.100.......ccevveeeieeeeeeeeeeeeeeeeeeeeeeeeee Candidiasis, Chronic Mucocutaneous
C01.539.800.200.105.......ccereieeieeieireeeece e Candidiasis, Cutaneous
C01.539.800.200.110...cceeueieeaiiee e Chromoblastomycosis
C01.539.800.200.383......cceeeiiriirieiieeiie e Hyalohyphomycosis
C01.539.800.200.383.125......ccueiieieieieeieiie e Alternariosis
C01.539.800.200.383.249.......c0ccveverrrieniirieneeeeia Aspergillosis
C01.539.800.200.383.249.074.......veieiiiieeeiie e Aspergillosis, Allergic Bronchopulmonary
C01.539.800.200.383.249.537 .....cccueeiiieiiieieeee e Neuroaspergillosis
C01.539.800.200.383.375....cccueeeeiiieeiiiie e Cerebral Phaeohyphomycosis
C01.539.800.200.383.500.........ccuemeurrirrieriirierieieininas Fusariosis
C01.539.800.200.475.....cocciiuiieieieeaieae e Lobomycosis
C01.539.800.200.500......cc.ccemirerrieiiieaiie e Mycetoma
C01.539.800.200.675....ccccuveeeaieieeiiiee e Sporotrichosis
C01.539.800.200.720.......cccmirrereierirrienieieeeenns Tinea
C01.539.800.200.720.550......cc0ccuereemeeieaiesieiieieesieeenas Onychomycosis
C01.539.800.200.720.730......cc0cevererrirnierierierieieieinas Tinea Capitis
C01.539.800.200.720.730.740......c.ccueieeeeeeieaieeie e Tinea Favosa
C01.539.800.200.720.760........c.ccvevereirriereirierieieininas Tinea Pedis
C01.539.800.200.860........cccevuriiiiiiiiaiieiiieiees Tinea Versicolor
C01.539.800.460.......ccccuiemiriiiieiiiiiieeiieaiens Paronychia
C01.539.800.720.....cccceieeeeeeeeeeeeeeeeeeeeeeeeeeees Skin Diseases, Bacterial
C01.539.800.720.110.....ceieieiieiiiesiee e Actinomycosis, Cervicofacial
C01.539.800.720.150....ccccuveeeaieeeeeieee e Angiomatosis, Bacillary
C01.539.800.720.180.......ccueruerrercieriesienee e Digital Dermatitis
C01.539.800.720.210....ccuceuereiieicieeeieeie e Ecthyma
C01.539.800.720.260......c..ccemriirieiiieaiieiieeieene Erysipelas
C01.539.800.720.310....cceiueieeaiiie e Erythema Chronicum Migrans
C01.539.800.720.320......ccceemireirieniieaiee e Erythrasma
C01.539.800.720.360......cuceeearereeiiieeeiiee e Granuloma Inguinale
C01.539.800.720.420......cccveeerireeeieeeeiieee e Hidradenitis Suppurativa
C01.539.800.720.557 ....ccuveuiieiieieeieieee e Mycetoma
C01.539.800.720.830.......cccrmirrercrerierieiee e Pinta
C01.539.800.720.705......ccceeeiiiiiiiiieeiie e Rhinoscleroma
C01.539.800.720.770.....ccccuieieiiieeiieeiee e Staphylococcal Skin Infections
C01.539.800.720.770.270......ccueieeieeeieeiesie e Furunculosis
C01.539.800.720.770.270.200........c.ceerrereriieaieieeieeeeieens Carbuncle
C01.539.800.720.770.360......cc0ceueeemeaieaierieiiesierieeenas Impetigo
C01.539.800.720.770.770......cceireirieiieiiieiie e Staphylococcal Scalded Skin Syndrome
C01.539.800.720.790......c.ccueruiieieieieeieae e Syphilis, Cutaneous

C01.539.800.720.820......ccccveeerereeeiieeeiieeeeineeenns Tuberculosis, Cutaneous
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C01.539.800.720.820.260........ccvemrienieiiiieiienieenieens Erythema Induratum
C01.539.800.720.820.470......cccieeeieieaieeieieeiesieenae Lupus Vulgaris
C01.539.800.720.910.....cccririiiriicieresee e Yaws
C01.539.820......ccciiiiiiiiiiiieiceeeeee Soft Tissue Infections
C01.539.830....cccciiieeiiiieeiee e Suppuration
C01.539.830.025......cccerierieiieieieieeaie e Abscess
C01.539.830.025.020.......ccccrviiiiieieireeeeceeeee Abdominal Abscess
C01.539.830.025.020.455........c.cceiieiieeieiiieie e Liver Abscess
C01.539.830.025.020.455.460........ccceiveiriiieiriieeeieen. Liver Abscess, Amebic
C01.539.830.025.020.455.730....cccveeeeiiieeiiiie e Liver Abscess, Pyogenic
C01.539.830.025.020.810....cccuveeecieeeeieeesiieeesieee s Subphrenic Abscess
C01.539.830.025.160......cceeeviiiiiiiiiieiiciie e Brain Abscess
C01.539.830.025.160.800......c..cceeeueeeeiieeeriieeesieeeens Toxoplasmosis, Cerebral
C01.539.830.025.325.......cceiuiiiieieiieieee e Epidural Abscess
C01.539.830.025.490......ccciimiiiiiieiieiiie e Lung Abscess
C01.539.830.025.650......cucveeiiiieeiiiee e Periapical Abscess
C01.539.830.025.665.......ccccovveeerrieeeirieiecieeee Periodontal Abscess
C01.539.830.025.675......ccceveiiiiiiiiieiie e Peritonsillar Abscess
C01.539.830.025.700.......ccccrveeerieieireeieeeeeene Psoas Abscess
C01.539.830.025.780....ccccuveeeiiiieeiieee e Retropharyngeal Abscess
C01.539.830.200......ccemmirriirieieieieiiireereees Cellulitis
C01.539.830.305......cceuerieieieieieieieeiesieens Empyema
C01.539.830.305.310.....cciuvieireiiiesiie e Empyema, Pleural
C01.539.830.305.310.320....cccueeeeieeeeiieeeeieee e Empyema, Tuberculous
C01.539.830.305.330.....cccueieiieirieriieeiie e Empyema, Subdural
C01.539.830.499....cccciiieiiieiee e Hidradenitis Suppurativa
C01.539.830.694......ccvveeeiieeeiee e Otitis Media, Suppurative
C01.539.830.767...c.ccueeieeieiiiiieieieeiaieeiens Pyomyositis
C01.539.830.840......ccccueeiiiieeeiiieeeieee e Thyroiditis, Suppurative
C01.539.830.900......ccuueeaiieeaiieeeeieee e Uveitis, Suppurative
C01.539.861...c.ceeiiieiiiiee e Toxemia
C01.539.861.375...ccueeiiiiiiiiiieiceeeeee Endotoxemia
C01.539.895.....coiiiieiiiiieceee e Urinary Tract Infections
C01.539.895.219...ccuiiiiiiiiiecee Bacteriuria
C01.539.895.719....cciiiiiriiieeieeereeees Pyuria
C01.539.895.775....cuiiiiiiiieiceeeee Schistosomiasis haematobia
C01.539.947 ..o Wound Infection
C01.539.947.692.....cciiieiiieiiie e Surgical Wound Infection
CO1.703. e Mycoses
CO01.703.160.....ceceeeeieeieeieieeeieeeeee e Candidiasis

C01.703.160.165....cccceieeecrieeeieee e Candidiasis, Chronic Mucocutaneous
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C01.703.160.170......oceiieieiceeeeee e Candidiasis, Cutaneous
C01.703.160.175...cccoeeeeeeeeeeeeeeeeeeeeee Candidiasis, Invasive
C01.703.160.175.150......c.cciriirircieriese e Candidemia
C01.703.160.180.....ccueeveeieeieieieieieie e Candidiasis, Oral
C01.703.160.190......cceieiiiiiiiieiie e Candidiasis, Vulvovaginal
CO01.703.1871 e Central Nervous System Fungal Infections
C01.703.181.500.....c.cceiriiiiiiiieie e Meningitis, Fungal
C01.703.181.500.500......ccuceeeiiirreiiiee e e Meningitis, Cryptococcal
C01.703.203.....cooieeieieieereeee e Coccidioidomycosis
CO01.703.248....ccoeeeeeeeee e Cryptococcosis
C01.703.248.290.......cccviiieiiiieiieieesee e Meningitis, Cryptococcal
C01.703.295. ..o Dermatomycoses
C01.703.295.055......cceiiiiiiiiiiee e Blastomycosis
C01.703.295.165.....cooeeeeeeeeeeeeeeeeeeeeeeeee Candidiasis, Chronic Mucocutaneous
C01.703.295.170.....coccviiieiiee e Candidiasis, Cutaneous
C01.703.295.182....coiiieeiieeeeee e Chromoblastomycosis
C01.703.295.328......coeiiiiiiiiiieie e Hyalohyphomycosis
C01.703.295.328.125......cciiiiiiiieie e Alternariosis
C01.703.295.328.249......cceiiiiiiieieeee e Aspergillosis
C01.703.295.328.249.074...ccceeeeeeeeeeeeeee e Aspergillosis, Allergic Bronchopulmonary
C01.703.295.328.249.537 ......ooeiiieiiiieeeeee e Neuroaspergillosis
C01.703.295.328.375....ccciiieeeiiieeeee e Cerebral Phaeohyphomycosis
C01.703.295.328.500........ccccviieerririeireeieceeeee Fusariosis
C01.703.295.475....coiieeeeeeee e Lobomycosis
C01.703.295.522......ooiiiiiiiiiiee e Mycetoma
C01.703.295.675....cciiiieeeiieeeiee e Sporotrichosis
C01.703.295.872.....ccvveriiriiriiieieieiareeieees Tinea
C01.703.295.872.458.......c..eovieiiiieieeeeeeeee e Onychomycosis
C01.703.295.872.541 .....coviiiiiiicieiece e Tinea Capitis
C01.703.295.872.541.500......cc0cceieeeeieaieiieiesierieeanas Tinea Favosa
C01.703.295.872.707 ..o Tinea Pedis
C01.703.295.936.......occviiiiiiiieiceieeeee Tinea Versicolor
CO01.703.343....oieeeeiee e Eye Infections, Fungal
C01.703.343.900......ccueeeaiieeaiiee e Uveitis, Suppurative
C01.703.343.900.875.......ccerirrereieriiesenieiee s Panophthalmitis
C01.703.360....ccccieeeeiiieeeiieeceee e Fungemia
C01.703.360.150.....cceeeriiriirieieieieieereereees Candidemia
C01.703.392.....ciiiiiiiiic e Geotrichosis
CO01.703.450....ccccciieeiiieeeeiee e Histoplasmosis

CO01.703.534 ... Lung Diseases, Fungal

C01.703.534.090.......cccomiemiiiiieiieiieesee i Aspergillosis, Allergic Bronchopulmonary
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C01.703.534.395......ooiiiiiiiiiiee e Blastomycosis
C01.703.534.700....ccccceeeeeieeeaiee e Pneumonia, Pneumocystis
CO1.703.617 e Microsporidiosis
C01.703.617.300....cccceeeeeieeeaiiee e Encephalitozoonosis
C01.703.658......cccieeiiieieeiicee e Otomycosis

CO01.703.700....cce e Paracoccidioidomycosis
CO01.703.726.....coeeeeeeieieieeeeeee Phaeohyphomycosis
C01.703.726.500......cccueeeaiieeaiee e Cerebral Phaeohyphomycosis
CO01.703.753....ceieereieie e Piedra

CO1.703.770. e Pneumocystis Infections
C01.703.770.700....c.cceieieieiiiiecee e Pneumonia, Pneumocystis
CO01.703.875...cciiiieeeeeieeeeeeeee e Trichosporonosis
C01.703.980......ccceeiiieieeiieeee e Zygomycosis
C01.703.980.600......ccceeeauiieeaiieeeiieee e Mucormycosis
COT.908......oooiiieeeeeeeee e Zoonoses

CO2.iiii e Virus Diseases

C02.081 ..o Arbovirus Infections
C02.081.030.....ccicuieiiieiieiieeie e African Horse Sickness
C02.081.125.....eiiieeieieeeee e Bluetongue
C02.081.270....ceeeieeeeiiiee e Dengue
C02.081.270.200......ccccuieieiiiieiieeieeseeeine Severe Dengue
C02.081.343...ccoeeeeeeeeeeeeeeeeaes Encephalitis, Arbovirus
C02.081.343.340.....ccccuveeeiiieeeieee e Encephalitis, California
C02.081.343.345....ccciiieiieeeee e Encephalitis, Japanese
C02.081.343.350.....ccccuueeeirieeaiireeeieeeenieeens Encephalitis, St. Louis
C02.081.343.360....ccccuveeauiieaaiiieeiiiee e Encephalitis, Tick-Borne
C02.081.343.950.......cccciieiiieeieeeeeeee West Nile Fever

C02.081.355. ... Encephalomyelitis, Equine
C02.081.355. 177 .eeeeeeeieeecee e Encephalomyelitis, Eastern Equine
C02.081.355.355....ccciiieeiiiieeeieee e Encephalomyelitis, Venezuelan Equine
C02.081.355.677...cceeceieeeciieeeiiee e Encephalomyelitis, Western Equine
C02.081.700......ccccieiiiiieiiieiie e Phlebotomus Fever
C02.081.810.....ciiieeeiieeiee e Rift Valley Fever
C02.081.885......ccceieiiiiiiiiiciceeeee Tick-Borne Diseases
C02.081.885.125.......ccviiieeiiieeeeeee e African Swine Fever
C02.081.885.200.......ccccuiiiiiiiieiiiieeieeee Colorado Tick Fever
C02.081.885.400......ccccceeiirieeaiireeiieeeeiieeens Encephalitis, Tick-Borne
C02.081.885.430.....ccccevveeeeeeeeeeeeeeeeeeeeeieeeeeens Hemorrhagic Fever, Crimean
C02.081.885.440.......ccccuiiniiiiieiiiiieeieeene Hemorrhagic Fever, Omsk
C02.081.885.475....ccccieeeaiieeeiee e Kyasanur Forest Disease

C02.081.885.550......ccccuieiiuriieeiireenieeeeniieeens Nairobi Sheep Disease
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C02.081.980......ccciiieriieeieieee e Yellow Fever
CO02.109...cciieeieeeeeeeeees Bronchiolitis, Viral

CO02.182. i Central Nervous System Viral Diseases
C02.182.525....cccoeeeeeeeeeean Encephalitis, Viral
C02.182.525.300.....ccccumieeiurieeeiireeiieee e Encephalitis, Arbovirus
C02.182.525.300.200.....ccueeeeaieeeeaiieeeiee e Encephalitis, California
C02.182.525.300.250......ccu0vieerereeeieeeeiieeeeineeenns Encephalitis, Japanese
C02.182.525.300.300.......ccuceuereeieieneeieaieeee e Encephalitis, St. Louis
C02.182.525.300.350......ccc0vieerieeeirieeeiieeesineeenns Encephalitis, Tick-Borne
C02.182.525.300.850.......ccceuiiericieeaieaieeie e West Nile Fever
C02.182.525.350....ccccuiieiiiieeeiireeiiee e e Encephalitis, Herpes Simplex
C02.182.525.400....cccccuueeaiieeaiieeiiee e Encephalitis, Varicella Zoster
C02.182.525.450.....ccccuvieiiiieeeiieeesieee e Encephalomyelitis, Equine
C02.182.525.450.250.....cccuceeeiiiieeiieee e Encephalomyelitis, Venezuelan Equine
C02.182.525.450.300......c.cc0cieerereeirieeeiieeesineeenns Encephalomyelitis, Western Equine
C02.182.525.500....ccccuveeaiiieeaiiie e Leukoencephalopathy, Progressive Multifocal
C02.182.525.600.......ccccuiimiiiiiieiieiieeieeaiene Subacute Sclerosing Panencephalitis
C02.182.550....ccccciieeeeeeeeeeeeeeeeeeeaes Meningitis, Viral
C02.182.550.500.......cccmiemeiiiieiieiieeieeaiene Lymphocytic Choriomeningitis
C02.182.710.....ciiieiiiiii e Pseudorabies

C02.219...c e Coinfection

C02.256.....c..oiiiiiiiiiiciecee DNA Virus Infections
C02.256.076......cccoeeeeeeiieereee e Adenoviridae Infections
C02.256.076.045........cccoeiiiiiieiiiieee Adenovirus Infections, Human
C02.256.076.381....cccciieeeciee e Hepatitis, Infectious Canine
C02.256.142......ociiiiiiiiiiiee African Swine Fever
C02.256.200.......cceiieiiieeineee e Circoviridae Infections
C02.256.200.500......ccueeeaiieeeaiiie e Porcine Postweaning Multisystemic Wasting Syndrome
C02.256.430....ccccciieeiiieeeciee e Hepadnaviridae Infections
C02.256.430.400......cccceeeririiieieieiaieaeeens Hepatitis B
C02.256.430.400.100......cccveemirereeirieeeiieeesineeenns Hepatitis B, Chronic
C02.256.466.......ceveeeaiieeaiieeeiee e Herpesviridae Infections

C02.256.466.087 ......c.occvviireiiiieieiiiareerenns Bell Palsy
C02.256.466.175......ceeeeieiiieieieieiaieaiens Chickenpox
C02.256.466.245........cccooeiiiiiieiieieeeee Cytomegalovirus Infections
C02.256.466.245.150....ccccuvieiiiieeiiiee e Cytomegalovirus Retinitis
C02.256.466.262........c.coeeeviieeeieeeeieee e Encephalitis, Herpes Simplex
C02.256.466.279....ccccieeeiieeeiee e Encephalitis, Varicella Zoster
C02.256.466.313....ccccvieeeieeeeiee e Epstein-Barr Virus Infections
C02.256.466.313.165.....c.ccereeieicieieeieseeee e Burkitt Lymphoma

C02.256.466.313.400........ccceemivereeiiieeeiieeesieeeenns Infectious Mononucleosis
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C02.256.466.313.500........cceiriiriiiiiiiienieeieene Leukoplakia, Hairy
C02.256.466.382......c.ceveeiiiieiiieeeee e Herpes Simplex
C02.256.466.382.290......c.c.cceemiiieeiiieeeiieeeeineeenns Herpes Genitalis
C02.256.466.382.316.....c.ccueeeeiiicieiicieseeie e Herpes Labialis
C02.256.466.382.410.....cccuvveeiiieecieeeeiieeeeiieeenns Kaposi Varicelliform Eruption
C02.256.466.382.465........coovveeeeeeeeeeeeeeeeeeeeeea Keratitis, Herpetic
C02.256.466.382.465.450.........cccoveriiiiiiiiieieen Keratitis, Dendritic
C02.256.466.382.834.......coovveeeeeeeeeeeeeeeeee Stomatitis, Herpetic
C02.256.466.423......c.cvveeeciieeeeee e Herpes Zoster
C02.256.466.423.466.........coeeiiueiieiieeieeeeiee e Herpes Zoster Ophthalmicus
C02.256.466.423.733....ccccveeeeeeee e Herpes Zoster Oticus
C02.256.466.423.970....ccccceeieiiieeiiee e Zoster Sine Herpete
C02.256.466.488........c.cceecverieeiieeeeeeee Infectious Bovine Rhinotracheitis
C02.256.466.606.........cceemiiieeiiiieaiiiee e Malignant Catarrh
C02.256.466.650........cccceecuirieeiiieeieee Marek Disease
C02.256.466.793.......cccviiiiiiieiceee Pseudorabies
C02.256.466.850........ccccvecuirieeeiieeieneeee Roseolovirus Infections
C02.256.466.850.290.......cccciiieiiiieiaieaieeie e Exanthema Subitum
C02.256.466.860........c.ccceeiuvieeaiireeiieeeeiieaens Sarcoma, Kaposi
C02.256.650.....ccccuveieiiiieiiieeeeee e Papillomavirus Infections
C02.256.650.810......cuvererriirieieieiiiarearenns Warts

C02.256.650.810.217 ..eeeiiiiieeiiie e Condylomata Acuminata
C02.256.650.810.217.500........cccciiveiireeiiiiee e Buschke-Lowenstein Tumor
C02.256.650.810.345.....cc.coiiiiiiieiee e Epidermodysplasia Verruciformis
C02.256.700.......ccceeieriiieieieeie e Parvoviridae Infections
C02.256.700.091......ooiiiiiiiiiiecceeeee Aleutian Mink Disease
C02.256.700.300.......cccmeeriiiiieiieeieenieeaiene Erythema Infectiosum
C02.256.700.363.....cccueieeeiiieeaiiee e Feline Panleukopenia
C02.256.700.550......ccecmriiriirieieieiiiareaienns Mink Viral Enteritis

C02.256.7270 .o Polyomavirus Infections
C02.256.721.150......ccciiiiiiieeeeeeeeeee Carcinoma, Merkel Cell
C02.256.721.500.....ccccueeeaiiieeaiee e Leukoencephalopathy, Progressive Multifocal
C02.256.743......occoieieeieeeee e Poxviridae Infections
C02.256.743.175. ..o Cowpox
C02.256.743.193...ccoieiiiieieeee e Ecthyma, Contagious
C02.256.743.239......coiiiiiiiiieceeee Ectromelia, Infectious
C02.256.743.366......c.ccereereirieieieiiiareaienns Fowlpox

C02.256.743.494 ... Lumpy Skin Disease
C02.256.743.611...cciieiiiiiiiiiiiee e Molluscum Contagiosum
C02.256.743.615. ..o Monkeypox

C02.256.743.665.......cccveeieiiiieiieiieesieeane Myxomatosis, Infectious
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C02.256.743.826......c.ocereireiriiieieiiiareeienns Smallpox
C02.256.743.929......ceeeiiiiiieeeeeeene Vaccinia

C02.290.....cccciieeeiiie e Encephalitis, Viral
C02.290.310..ccceiieeieeeeeeeeeeeeeeeeeeeeaes Encephalitis, Arbovirus
C02.290.310.140....ccccceeeeeeieeeeeee e Encephalitis, California
C02.290.310.280....ccecveeeeiiieeaiiee e Encephalitis, Japanese
C02.290.310.406.....cccvveeeiieeeeieeeeeiee e e Encephalitis, St. Louis
C02.290.310.530....ceeeueeeeaiiieeeiiee e Encephalitis, Tick-Borne
C02.290.310.950.......ccceiiiirieeieeee e West Nile Fever
C02.290.325....cciiiiieeiiiee e Encephalitis, Herpes Simplex
C02.290.355....cccccieeeeiiee e Encephalitis, Varicella Zoster
C02.290.450....ccccceeeeiiieeaiee e Encephalomyelitis, Equine
C02.290.450.200......cccuveeeirreeeiireeeieeeeniieeens Encephalomyelitis, Eastern Equine
C02.290.450.225....cccciieeeiieeeee e Encephalomyelitis, Venezuelan Equine
C02.290.450.250.....ccccuveeeiiieeeiireeeiee e Encephalomyelitis, Western Equine
C02.290.575....cciiieieeeieeeee e Leukoencephalopathy, Progressive Multifocal
C02.290.700......cccueeeieeeiieiieeeie e Subacute Sclerosing Panencephalitis
CO02.325....eie e Eye Infections, Viral
C02.325.250......ccceeiiieieiiiiee e Conjunctivitis, Viral
C02.325.250.250....cccceeeeeiiieeaiiee e Conjunctivitis, Acute Hemorrhagic
C02.325.270.....ciicieeeiiieeieeee e Cytomegalovirus Retinitis
C02.325.450....cccciiiieiiiieeieeeee e Herpes Zoster Ophthalmicus
C02.325.465.....cccciieeeiiieeee e Keratitis, Herpetic
C02.325.465.450.......cccciiiiiiiiiiiiiieee Keratitis, Dendritic

C02.330. e Fatigue Syndrome, Chronic

CO2.407 oo Hepatitis, Viral, Animal
CO02.407.432...ccoeeeeeeeeeeee e Hepatitis, Infectious Canine
C02.407.810....cueeeeeieeieaieeie e Rift Valley Fever
CO02.440.....ccccieeeieeeeee e Hepatitis, Viral, Human
C02.440.420.......cceiiaiiiieeeeeeee Hepatitis A
C02.440.435.......ccviiiiiiiieeeee Hepatitis B
C02.440.435.100.......cccmieeeeeieeeeeeeeeeeeeeeeeeens Hepatitis B, Chronic
C02.440.440.......cccoiriiiiiiieeece Hepatitis C
C02.440.440.120..c.cccieeieeeeeeeeeeeeeeeeeeeeeeeene Hepatitis C, Chronic
C02.440.450.......cccoviiiiiiiiieeeiee Hepatitis D
C02.440.450.100.......cceiieieeeeeeeeeeeeeeeeeeeeeeeeees Hepatitis D, Chronic
C02.440.470.....cocciiiriiiiieeeeeee Hepatitis E

CO02.597 ... Opportunistic Infections
C02.597.050.....ccccuieeiiieeeiiieeeee e AIDS-Related Opportunistic Infections
C02.597.880....cccccuueeeiiieaiiieeeiee e Superinfection

CO2.705. i Pneumonia, Viral
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C02.782.....oeieeieeeee e RNA Virus Infections
C02.782.082......cccueeiieiiiieieeee Arenaviridae Infections
C02.782.082.440.......cccoviiiiiiieiieeeeeeen Hemorrhagic Fever, American
C02.782.082.545........cccviiiiiieiicieee Lassa Fever
C02.782.082.580......ccccmiiiiiiiieiieeieeieeein Lymphocytic Choriomeningitis
C02.782.105......oiiieiiiiiiciec e Astroviridae Infections
C02.782.123......oiiiee e Birnaviridae Infections
CO2.782.147 .o Bunyaviridae Infections
C02.782.147.340....c.cccieeeceeeeee e Encephalitis, California
C02.782.147.420.......oooiiiiiiiiiiiiieeee Hantavirus Infections
C02.782.147.420.380......cceieiieiiieiieeiee e Hantavirus Pulmonary Syndrome
C02.782.147.420.400........ceeeiiiieiiee e Hemorrhagic Fever with Renal Syndrome
C02.782.147.444 ..o Hemorrhagic Fever, Crimean
CO02.782.147.633....cceeeeeeeeee e Nairobi Sheep Disease
C02.782.147.700.......cccooieirieeeeeeeeeeee Phlebotomus Fever
C02.782.147.810. .o Rift Valley Fever
C02.782.160......cccuiiviiiieeiieee e Caliciviridae Infections
C02.782.160.927 ......ooeiiiiiiieiiceeeee Vesicular Exanthema of Swine
C02.782.310.uuee e Encephalitis, Arbovirus
C02.782.310.340....ccccieeeiieeeiie e Encephalitis, California
C02.782.310.345....ccc e Encephalitis, Japanese
C02.782.310.350....cccceeeeaiiieeaiiee e Encephalitis, St. Louis
C02.782.310.360.....ccccuveeerrieeerireeeieee e Encephalitis, Tick-Borne
C02.782.310.950......ceeueeieieirieieieieeaieeieens West Nile Fever
C02.782.350......ccciiieiiiieeeieee e Flaviviridae Infections
C02.782.350.250.......cccuiiiiiiiieiciieeeee Flavivirus Infections
C02.782.350.250.214 ..o Dengue
C02.782.350.250.214.200......cueeeeiieeeeiiee e Severe Dengue
C02.782.350.250.300......ccu0vieerereeeieeeeiieeeeinneenns Encephalitis, Japanese
C02.782.350.250.450.......ccceiiiiiiieieieseeie e Encephalitis, St. Louis
C02.782.350.250.500......c.cc0ceemrieeeeieeeeiieee s Encephalitis, Tick-Borne
C02.782.350.250.560.......cccvvvveeeeeieeeeeeeeeeeeeeeeeeee Hemorrhagic Fever, Omsk
C02.782.350.250.635......cceiiiieiiieieeiee e Kyasanur Forest Disease
C02.782.350.250.650.......ccceuieeieieiaieseaie e Louping Il
C02.782.350.250.900........ccrirrereierririieie e West Nile Fever
C02.782.350.250.980.......ccuceuiirieieieeieee e Yellow Fever
C02.782.350.350......ccmmrirriirieieieieiiareereens Hepatitis C
C02.782.350.350.120.....c0ccuveuiieieieieeiesie e Hepatitis C, Chronic
C02.782.350.675......cccoiieeeiiieeeeeee e Pestivirus Infections
C02.782.350.675.100......cccceeiiiiiiiiieiiic e Border Disease

C02.782.350.675.106.....cccuuveeerireeiiieeeiieeeeineeenns Bovine Virus Diarrhea-Mucosal Disease
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C02.782.350.675.200.......cccccvieiriiieirieeeieeeenne Classical Swine Fever
C02.782.350.675.400......c..cceeiiiiieiiieeeieeeeiiee e Hemorrhagic Syndrome, Bovine
CO02.782.417 i Hemorrhagic Fevers, Viral
C02.782.417.214 .ot Dengue
C02.782.417.214.200........ccceiiiirieiieeie e Severe Dengue
C02.782.417.400........ccoeeeeeeeeeeeeeeeeeeeeeeeeeeas Hemorrhagic Fever, American
C02.782.417.412 .ot Hemorrhagic Fever, Crimean
C02.782.417.415. ..o Hemorrhagic Fever, Ebola
C02.782.417.435...ccoieieeieee e Hemorrhagic Fever, Omsk
C02.782.417.450.....cccciieiieeeiie e Hemorrhagic Fever with Renal Syndrome
C02.782.417 475, Kyasanur Forest Disease
C02.782.417.505.......cciiiiiiiieiicceeee Lassa Fever
C02.782.417.560.......cccouiiiiiiiieiiiiieeieeene Marburg Virus Disease
C02.782.417.762...c.eceeieeieieeeeeeeene Rift Valley Fever

C02.782.417.881 ..o Yellow Fever
C02.782.450.......cceeeeaieieieieeeeeeeee Hepatitis D
C02.782.450.100.....ccccuveeeirieeeiieeeeiee e e Hepatitis D, Chronic
C02.782.455.......oieieeieeeeee e Hepatitis E
C02.782.580......ccceeiuieeieiiiieie e Mononegavirales Infections
C02.782.580.124.......ooiiiiiiiiiceeeee Borna Disease
C02.782.580.250.......cccrveeirieeiieeeseeee Filoviridae Infections
C02.782.580.250.400.......cccoveeeeeeeieeeeeeeeeeeeeeeeeeee Hemorrhagic Fever, Ebola
C02.782.580.250.500......c..ccemriirieiiiiaiieiieeieene Marburg Virus Disease
C02.782.580.600......cccueeaieeaiiiieeiieee e Paramyxoviridae Infections
C02.782.580.600.080........cccoveerrrireeirieieieeeene Avulavirus Infections
C02.782.580.600.080.600........ccc0cecurrmriiiieiiiiiieiins Newcastle Disease
C02.782.580.600.400......c.c.cceemirereeirieeeiieeesineeenns Henipavirus Infections
C02.782.580.600.500.........ccccviiiiiiiiaiieiieeiees Morbillivirus Infections
C02.782.580.600.500.285.........ccocoverirnieriirierieieiias Distemper
C02.782.580.600.500.500.........ccueruemeereaierierieieeieeeanas Measles
C02.782.580.600.500.500.800......c.0ccivreruririreiireeieenieenens Subacute Sclerosing Panencephalitis
C02.782.580.600.500.600........ccc0erurrmiriiiiaiiiniieiens Peste-des-Petits-Ruminants
C02.782.580.600.500.700.........cc0erverrrrierierierieieieanas Rinderpest
C02.782.580.600.600.........cceemuereaiiieeaieeeeieeeenne Respirovirus Infections
C02.782.580.600.600.648........ccceevveiriiieriiieeeeeen Pasteurellosis, Pneumonic
C02.782.580.600.620.........cccccuviiiiiiiiiiieiieeiees Pneumovirus Infections
C02.782.580.600.620.750.......cccverrierieiiiieiienieenieens Respiratory Syncytial Virus Infections
C02.782.580.600.680.........ccccuviiiiiiiiiiiciiieiees Rubulavirus Infections
C02.782.580.600.680.500.........cc0ccveurrirrirreirierieieininas Mumps
C02.782.580.830.......ccccuiiiiiiiieiiiiiieeeee Rhabdoviridae Infections

C02.782.580.830.375....ccccviieeriieeeieee e Ephemeral Fever
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C02.782.580.830.450......ccccemiriiiieiieiiie e Hemorrhagic Septicemia, Viral
C02.782.580.830.750......c.ccuceueeeieieieaieaieeie e Rabies
C02.782.580.830.825.......ccccoveeeiieeeieeeece e Vesicular Stomatitis
C02.782.600.......ccceeiiiiiiiiiieiicieeeeee Nidovirales Infections
C02.782.600.100.......cccceieeirieeeieeeeseeeene Arterivirus Infections
C02.782.600.100.700....ccccueeeeaieeeeaiieeeiee e Porcine Reproductive and Respiratory Syndrome
C02.782.600.550........cceveeiriiiiieeeseee Coronaviridae Infections
C02.782.600.550.200.........cccvviiiiiiiiiiieiieeiees Coronavirus Infections
C02.782.600.550.200.325.......ccccueirieiiiiiiesienieeie s Enteritis, Transmissible, of Turkeys
C02.782.600.550.200.360........cccoeeuremiriiiieiiiiieeiine Feline Infectious Peritonitis
C02.782.600.550.200.400........ccccceevverrinreiriiiereieene Gastroenteritis, Transmissible, of Swine
C02.782.600.550.200.750......ccueeeeiieeeeiiieeeiiee e Severe Acute Respiratory Syndrome
C02.782.600.550.800........ccccveeerreieirieeeneeeenne Torovirus Infections
C02.782.620....ccccueeeeiiieeaiieeeeee e Orthomyxoviridae Infections
C02.782.620.365.......ccerveeerieeeieeeeeeeee Influenza, Human
C02.782.620.375...c.cceeeeieiiieeieieeeiesiens Influenza in Birds

C02.782.687 ..o Picornaviridae Infections
C02.782.687.150.......ccciiiiiiiiieiciieeeee Cardiovirus Infections

C02.782.687.207 ......occveeveeieeeeeeee e Common Cold
C02.782.687.359......coeiiiiiiiiieiiciieeee Enterovirus Infections
C02.782.687.359.207.....coiiiiiieiieeiie e Conjunctivitis, Acute Hemorrhagic
C02.782.687.359.213 ..o Coxsackievirus Infections
C02.782.687.359.213.331....oeiiiiceiieeeeeee e Hand, Foot and Mouth Disease
C02.782.687.359.213.466......cueeeeiieeeeieee e Herpangina
C02.782.687.359.213.737 ..o Pleurodynia, Epidemic
C02.782.687.359.347 ..o Echovirus Infections
C02.782.687.359.456........cceiviiiiiiiiie e Encephalomyelitis, Enzootic Porcine
C02.782.687.359.500.......ccceirueiiieiaieiienie e Hepatitis A
C02.782.687.359.764.......ccoriirerieieceeees Poliomyelitis
C02.782.687.359.764.614......ccueieeieiiiieie e Poliomyelitis, Bulbar
C02.782.687.359.764.650........cccceeivieieiiiieiiiiieeiieens Postpoliomyelitis Syndrome
C02.782.687.359.855......ccceoiiiiiiiiiieec e Swine Vesicular Disease
C02.782.687.484........coooveieeieeeeee Foot-and-Mouth Disease

CO02.782.797 e Reoviridae Infections

C02.782.791.142 ..o African Horse Sickness

C02.782.791.315. .. Bluetongue
C02.782.791.482......occviiieieeeeeeeeee Colorado Tick Fever

C02.782.791.814 ..o Rotavirus Infections
C02.782.815.....cociiieiiieee e Retroviridae Infections
C02.782.815.096......c.ceueeierieieieieiiaiiaieaieens Avian Leukosis

C02.782.815.200.....ccccuvieeiiieeeiieeeeieee e Deltaretrovirus Infections
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C02.782.815.200.260........ccccveeeirieeeirieieceeene Enzootic Bovine Leukosis
C02.782.815.200.470.....ccciieiieeieieieiese e HTLV-I Infections
C02.782.815.200.470.710....ccccueeeeiieeeeiee e Paraparesis, Tropical Spastic
C02.782.815.200.480......c.ccuceueieeicieiaieaieeie e HTLV-II Infections
C02.782.815.616......ccceeieeiieeceeeeeeee Lentivirus Infections
C02.782.815.616.300......ccucveeiiiieeiiieeeiiee e Equine Infectious Anemia
C02.782.815.616.350......cccceiriiiieiiiiiie e Feline Acquired Immunodeficiency Syndrome
C02.782.815.616.400........cceirieiiieiaieieie e HIV Infections
C02.782.815.616.400.040........cccveiriimeiiiiiiiinieenieens Acquired Immunodeficiency Syndrome
C02.782.815.616.400.048.........ooiiiiiiiiiieeeiiee e AIDS Arteritis, Central Nervous System
C02.782.815.616.400.050......c.0ccveiueeeeiiieesiieeesieeeens AIDS-Associated Nephropathy
C02.782.815.616.400.070......ccociueeeieieaiesieiieieeiieeenas AIDS Dementia Complex
C02.782.815.616.400.080.........cc0erveurirrieriirierieieieas AIDS-Related Complex
C02.782.815.616.400.100......cueeeeiieeeiiiieeeiiee e AIDS-Related Opportunistic Infections
C02.782.815.616.400.400........cccoemirimmeiiiieiieiieenieens HIV-Associated Lipodystrophy Syndrome
C02.782.815.616.400.480.........cceieeeeieaieiiiiieierieenas HIV Enteropathy
C02.782.815.616.400.500.........cc0crverrrrieriirierieieininas HIV Seropositivity
C02.782.815.616.400.520........c.ccueieeeeieaieiiiiieieeiieianas HIV Wasting Syndrome
C02.782.815.616.660.........ccevvveirieiiiiiieiieeiees Pneumonia, Progressive Interstitial, of Sheep
C02.782.815.616.850....ccccucvieiiiieiiiieeeiee e Simian Acquired Immunodeficiency Syndrome
C02.782.815.616.900........cccocerreriierirrerieieeeenns Visna
C02.782.815.622.....ccueeueeieeiiiiieieieeaie e Leukemia, Feline
C02.782.815.650......ccccviiiiiiiieiiiiieeieeeine Murine Acquired Immunodeficiency Syndrome
C02.782.815.725....cieeeeeeeee e Pulmonary Adenomatosis, Ovine
C02.782.815.800.......cccrveerrieeiieeeeseeeee Sarcoma, Avian

C02.782.930....cceiiiieeiiiee e Togaviridae Infections
C02.782.930.100....cccccueeeeirieeeieee e e Alphavirus Infections

C02.782.930.100.184 ..o Chikungunya Fever
C02.782.930.100.370....ccccuvieeerieeeeieeeeeiee e e Encephalomyelitis, Equine
C02.782.930.100.370.162....cccveeeeiiieeeiee e Encephalomyelitis, Eastern Equine
C02.782.930.100.370.325.....ccueeeeeieeeeiee e Encephalomyelitis, Venezuelan Equine
C02.782.930.100.370.662.........eeeeiieeeiiieeeiiee e Encephalomyelitis, Western Equine
C02.782.930.700.......ccceiererieeeieeeeeeeene Rubivirus Infections
C02.782.930.700.700......c.cccruerieieieneeieeie e eee s Rubella
C02.782.930.700.700.700......cccceeereerieeiiieiie e Rubella Syndrome, Congenital
C02.800....ccciiieeeeiieeeiiiee e Sexually Transmitted Diseases

C02.800.807.....ciiieeiieeiee e Sexually Transmitted Diseases, Viral
C02.800.801.220....ccccveeeeiiieeaiieeeeieee e Condylomata Acuminata
C02.800.801.220.500.......cccccveeerieienreeeeneeeene Buschke-Lowenstein Tumor
C02.800.801.350....ccccuueeeaiieeeaiieeeaieee e Herpes Genitalis

C02.800.801.400......ccccueeeiireeaiireeiieeeenireeens HIV Infections
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C02.800.801.400.040......ccccueiriirieiieaiie e Acquired Immunodeficiency Syndrome
C02.800.801.400.048........oevveeeeeeeeeeeeeeeeeeeeeeeeeeee AIDS Arteritis, Central Nervous System
C02.800.801.400.050......ccu0veeerereeirieeeiieeesineeenns AIDS-Associated Nephropathy
C02.800.801.400.070.....cuceuiruiieieieieaieaesie e AIDS Dementia Complex
C02.800.801.400.080......ccuuveeerireeirieeeiieeesireeenns AIDS-Related Complex
C02.800.801.400.400......ccucueearereeiiieeeiee e HIV-Associated Lipodystrophy Syndrome
C02.800.801.400.480.......ccceimrerireriernienieieeeenns HIV Enteropathy
C02.800.801.400.500.......ccceerueieieeaiesieniesieeenes HIV Seropositivity
C02.800.801.400.520......cccveiireirieniieaiie e HIV Wasting Syndrome
C02.825....c.eiiiieiiieiee e Skin Diseases, Viral
C02.825.260......ccc0eeirieiiiiiieie e Erythema Infectiosum
C02.825.290......cccceiiiiiiiiieie e Exanthema Subitum
C02.825.320....cccccviieeiiieeeiiee e Herpes Simplex
C02.825.320.320....ccccueeeeaiiieeaiiee e Herpes Labialis
C02.825.320.410...ccccceieeeciieeeieee e Kaposi Varicelliform Eruption
C02.825.550....cccccuiieeiiiieaiie e Molluscum Contagiosum
C02.825.810....ccccveriirniiiieieieeieineniee Warts

C02.825.810.110...cceiiiieeeiieeeieee e Condylomata Acuminata
C02.825.810.110.500.......cccrviieirieieieeeeceeeene Buschke-Lowenstein Tumor
C02.825.810.260....ccccuvveeaiiieeiiiieeiieee e Epidermodysplasia Verruciformis
C02.839.....ceiiiiieieee e Slow Virus Diseases

C02.839.040.....ccccieeeiiiieeiee e Acquired Immunodeficiency Syndrome
C02.839.080.....ccccuvieeiiiieeiiie e AIDS-Related Complex

C02.839.097 ..o Aleutian Mink Disease

C02.839.375...cci e Equine Infectious Anemia
C02.839.400.....ccccueeeeiiieeeieeeeeee e Feline Acquired Immunodeficiency Syndrome
C02.839.550......ccceeiieiieiiiieie e Leukoencephalopathy, Progressive Multifocal
C02.839.660......cccuveeeiiiieiiieeeiee e Pneumonia, Progressive Interstitial, of Sheep
C02.839.850......cccueemiieeiieiiieie e Simian Acquired Immunodeficiency Syndrome
C02.839.862.....ccciiiieiiieeiieeeee e Subacute Sclerosing Panencephalitis
C02.839.900.......ccucrerrieiirieieeieine e Visna

C02.928......eoiiiiiiiiiiee e Tumor Virus Infections
C02.928.120......ccciiiiiiiieeeeee e Avian Leukosis
C02.928.216.....cceeeeeeeeeeeeeeeeeeeeaes Carcinoma, Merkel Cell

C02.928.313. i Epstein-Barr Virus Infections
C02.928.313.165. ... Burkitt Lymphoma
C02.928.489.......ccieieiiiiie e Marek Disease
C02.928.650.....ccccuueeeiiieeaiiieeeeee e Murine Acquired Immunodeficiency Syndrome
C02.928.725....ccccceeeeeeeeeeeeeee e Papillomavirus Infections
C02.928.740.....ccoeeeeeeeeeeeeeeeeeeaas Pulmonary Adenomatosis, Ovine

C02.928.800......cccuumeeiiieeeiireeaiireeeieeens Sarcoma, Avian
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C02.928.914 ..o Warts

C02.928.914.217 .o Condylomata Acuminata
C02.928.914.217.500........cccoiviiiiireeieeeeceeeee Buschke-Lowenstein Tumor
C02.928.914.345....ccciiieieee e Epidermodysplasia Verruciformis
C02.937 ... Viremia
CO02.968.......ooiiiiiiieieie e Zoonoses

COB..eeee e Parasitic Diseases

CO03.105. i Central Nervous System Parasitic Infections
C03.105.250......ccceeereeieeiiiee e Central Nervous System Helminthiasis
C03.105.250.550....ccccveeeeiiieeaiiee e Neurocysticercosis
C03.105.250.600........ccccvecerrieeeieeieseeeene Neuroschistosomiasis
C03.105.300....cceeeeeeeeiieeaiiee e Central Nervous System Protozoal Infections
C03.105.300.500.......cccrveeerireeeieeieieeeene Malaria, Cerebral
C03.105.300.800.......cccveeeeeeeeeeeeeeeeeeeeeeeeeeeeens Toxoplasmosis, Cerebral
C03.202......ccoiiieieiee e Coinfection

C03.300....cce e Eye Infections, Parasitic
C03.300.125.....cociiieiiiee e Acanthamoeba Keratitis
C03.300.562......coeeeeeeeeeeeeeeeeaes Onchocerciasis, Ocular
C03.300.781...eeeeeee e Toxoplasmosis, Ocular
C03.335...ciiiciie Helminthiasis
C03.335.190......cciiiiiiiiee e Cestode Infections
C03.335.190.304......coeeeeieiierieieieieeeeeeieens Diphyllobothriasis
C03.335.190.304.780......cceeeieeiieeiieaiee e Sparganosis
C03.335.190.396.......ccccviiiiiiiieiciieeeeeee Echinococcosis
C03.335.190.396.314.....cccvviieeiee e Echinococcosis, Hepatic
C03.335.190.396.480......c.ceeeiiiieeiieee e Echinococcosis, Pulmonary
C03.335.190.519...cciiiiiiiiiiiiiiee e Hymenolepiasis
C03.335.190.628......c.ccoeeiirieiiieieieieieeiens Monieziasis
C03.335.190.902.......cceoveeirieeeceeeeeeee Taeniasis
C03.335.190.902.185....cccuiiieaiiieeiieee e Cysticercosis
C03.335.190.902.185.550.......cccveirieieiiiieiieeieeiens Neurocysticercosis
C03.335.349....cooiiieeeeeeeas Helminthiasis, Animal
C03.335.349.315...cciiiiieeiieiieee e Dictyocaulus Infections
C03.335.349.320.....cceeieeieiiieieieieesie e Dirofilariasis

C03.335.349.444 ......ccoiiiiiee Fascioloidiasis
C03.335.349.656......ccceeieriiieieieieieaieaieens Monieziasis
C03.335.349.820.......cciiiiiiiieeieeee e Setariasis
C03.335.349.840.....cccccueeiiiieiiieeeee e Strongyle Infections, Equine
C03.335.349.868.......ccccveierieeieeeeeeee Toxocariasis
C03.335.508......ccceeiiiiiiiiiieieeeee Nematode Infections

C03.335.508.100.....cccuvieeirrieeeiireeeieeeenieeeens Adenophorea Infections
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C03.335.508.100.275....ccccuvvieereieeeieee e Enoplida Infections
C03.335.508.100.275.882......ccueiueieeeieaieiieiieieeieeeenas Trichinellosis
C03.335.508.100.275.895.......c0cevererirnierieriereieiei Trichuriasis
C03.335.508.523....ccciieeiiiieiee e Larva Migrans
C03.335.508.523.780......ccueeiriiiieiieaiie e Larva Migrans, Visceral
C03.335.508.700.......ccccuiiiiiiiieiciieeseeeee Secernentea Infections
C03.335.508.700.100.......ccccoveeerreeeireeeeeeeee Ascaridida Infections
C03.335.508.700.100.060.........ccuereemeererierirrienieiienianas Anisakiasis
C03.335.508.700.100.070......cc0cevererrirrierierierieieieias Ascariasis
C03.335.508.700.100.080.........ceueeemeereaierierieieerieneanas Ascaridiasis
C03.335.508.700.100.850........ccccereeririereeiiere e Toxascariasis
C03.335.508.700.100.868.........ccuereemeereaierierierieiieianas Toxocariasis
C03.335.508.700.100.868.420......c..cccveeruririieiieiieeneeen Larva Migrans, Visceral
C03.335.508.700.550.......ccceuirueieieiaiesieeie e Oxyurida Infections
C03.335.508.700.550.550........c.cc0emeurrirrirriirierieieininns Oxyuriasis
C03.335.508.700.550.550.375.......ccueiueeeeaieaieaieaie e Enterobiasis
C03.335.508.700.700........cccmirrerererrirsierieieeeenns Rhabditida Infections
C03.335.508.700.700.799......ccueieieiaieaieeie e Strongyloidiasis
C03.335.508.700.750......cccueeerereeeieeeeiieeesieneenns Spirurida Infections
C03.335.508.700.750.299.......c0cieiriaieaieiie e Dracunculiasis
C03.335.508.700.750.367......ccueivereiirirnierieriereeieeias Filariasis
C03.335.508.700.750.361.137 ....ooeiueiiiiiiiiiiiecieeee e Acanthocheilonemiasis
C03.335.508.700.750.361.275.....cccueeeeciieeeiieeesiieeesieeae s Dipetalonema Infections
C03.335.508.700.750.361.290.......ccuceueieeaieaieaieniereeeeieees Dirofilariasis
C03.335.508.700.750.361.350.......ccccemrereirnieaienieieeeienes Elephantiasis, Filarial
C03.335.508.700.750.361.518.......ccuereeieeeeiecienieieceeiees Loiasis
C03.335.508.700.750.361.588.........c.ceervereirriiiiieeiceeieens Mansonelliasis
C03.335.508.700.750.361.699......ccceiiiiiiiiiieiiccieee Onchocerciasis
C03.335.508.700.750.361.699.500........ccccevvrieririeriiieeieenn Onchocerciasis, Ocular
C03.335.508.700.750.361.852.......ccuciueieeieaieciesieieeeeieees Setariasis
C03.335.508.700.750.380.......cccceuereeririeiieiiene e Gnathostomiasis
C03.335.508.700.775....cccieieeaiiieeaeee e Strongylida Infections
C03.335.508.700.775.455........cocvviieeieeeeeee e Hookworm Infections
C03.335.508.700.775.455.154 ......ooueiuieceeeceee e Ancylostomiasis
C03.335.508.700.775.455.683.......cccoererernieienieieceeieens Necatoriasis
C03.335.508.700.775.583....cccueieiiieeeeieee e Oesophagostomiasis
C03.335.508.700.775.773...ceieieeiieeieeeeeee e Strongyle Infections, Equine
C03.335.508.700.775.825....cccueiiiiieeieee e Trichostrongyloidiasis
C03.335.508.700.775.825.315.....cccviiiiiiiieeceeeee Dictyocaulus Infections
C03.335.508.700.775.825.400........cceemreeeeaieaieiieieeeeneanns Haemonchiasis

C03.335.508.700.775.825.580.........cccccemvriiiriiriciinc, Ostertagiasis
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C03.335.508.700.775.825.842......ccceiiiiiiiiiieieceeee Trichostrongylosis
C03.335.865......cccieiiiiiiiiiieieeee Trematode Infections
C03.335.865.148.......ccviieiiieeieeeeeeee Clonorchiasis
C03.335.865.224........cccviiiiiiiiiiiee Dicrocoeliasis
C03.335.865.282.......cc0eiveeeiieeeieeeeeeee Echinostomiasis
C03.335.865.354.......ccoiiiiiiiiieieeeee Fascioliasis
C03.335.865.399......ccciiiiiiiieeceeee e Fascioloidiasis
C03.335.865.685.....cccuvieiiiieiiiie e Opisthorchiasis
C03.335.865.741...cccuveiiiiiiiiiee e Paragonimiasis
C03.335.865.859.......cccuiiiiiiiiiieieeeee Schistosomiasis
C03.335.865.859.213......cccviiiiiiiceieeee e Neuroschistosomiasis
C03.335.865.859.427......ccooiiiiiiiiiiiiic e Schistosomiasis haematobia
C03.335.865.859.521.....cciuiiiiiiiiieiieeee e Schistosomiasis japonica
C03.335.865.859.576......cccoeiiiiiiiiiiiicee Schistosomiasis mansoni
C03.432....iiieieee e Intestinal Diseases, Parasitic
C03.432.060......cccceemieiiiiiiieiie i Anisakiasis
C03.432.146......occiiieiiee e Balantidiasis
C03.432.250....cccciieeeiiiee e Blastocystis Infections
C03.432.269....ccccciieeeieeeeeee e Cryptosporidiosis
C03.432.275.....ciiiiiiiiiiiiiie e Dientamoebiasis
C03.432.396......cccueeiiieieiiieee e Dysentery, Amebic

C03.432.481 ..ot Giardiasis
CO03.518..icieeeeee e Liver Diseases, Parasitic
C03.518.314 ..o Echinococcosis, Hepatic
C03.518.424......ociiiiieee Fascioliasis
C03.518.600......ccceeiiiiiiiiiieiieeieiee Liver Abscess, Amebic
C03.582...cciiiiiiiiiieiee e Lung Diseases, Parasitic
C03.582.314 ..o Echinococcosis, Pulmonary
C03.600.......cceiiiiiieiieeieeee e Mesomycetozoea Infections
C03.600.700....ccccieeeeiiieeeiieeeeee e Rhinosporidiosis
CO3.684.....ccceeeeeeecee e Opportunistic Infections
C03.684.050.....ccccuveieiiieeaiiieeeee e AIDS-Related Opportunistic Infections
C03.684.880......ccccuveeiiiieeiieeeiiee e Superinfection
C03.695.....c..oiiiiiiiiie e Parasitemia

COB.70T e Parasitic Diseases, Animal
CO3.701.377 e Helminthiasis, Animal
C03.701.377.315. e Dictyocaulus Infections
C03.701.377.320. . Dirofilariasis
C03.701.377.444 ... Fascioloidiasis
CO03.701.377.656....c..ceeueeieiiieieieieiaieeieens Monieziasis

C03.701.377.820....cccccieeeciieeeieee e Setariasis



2016 MeSH Tree Hierarchy

Tree location

C03.701.377.840....ccceeiiieiiiiiieieeeeeeeene Strongyle Infections, Equine
C03.701.377.868.......ocevieiiiiieiciieeeeee Toxocariasis
C03.701.688......cccviririiieereeeeeee Protozoan Infections, Animal
CO03.701.688.122......cueeieeiiiieeieieeeeesiene Babesiosis
C03.701.688.235....ccccvieeeciie e Cryptosporidiosis
C03.701.688.367...c.ccueeueeierieieieieiaieaieaieens Dourine
C03.701.688.735......cviieriiriirieieieieieeeees Theileriasis
C03.701.688.817....coeeeeeeeeeeeeeeeeeeeeee, Toxoplasmosis, Animal
C03.701.688.896........ccveeuiiiiieieiiieieaaiene Trypanosomiasis, Bovine
COB.718. e Pregnancy Complications, Parasitic
CO0B.752....iiieieieee e Protozoan Infections
C03.752.049....ccoiiieiecee e Amebiasis
C03.752.049.203.......ccoiieeeeeeeeeee e Acanthamoeba Keratitis
C03.752.049.250....cccccueeeaiieeaiee e Blastocystis Infections
C03.752.049.328......cceiieiiiiiiieee e Dysentery, Amebic
C03.752.049.407 ....cceviiiiiiiiieiciee Entamoebiasis
C03.752.049.703.......ccviiieeieee e Liver Abscess, Amebic
C03.752.100....cce e Central Nervous System Protozoal Infections
C03.752.200.....ccccieeeiiieeeciie e Ciliophora Infections
C03.752.200.146......ceeeeieiiieieieieeaieeeens Balantidiasis
C03.752.250......ccciiiiiiieiieee e Coccidiosis
C03.752.250.269.....cccuieeeiiieeeee e Cryptosporidiosis
C03.752.250.280......ccccvieiiiiiieiie e Cyclosporiasis
C03.752.250.410...cceiiiieeeiieeeeee e Isosporiasis
C03.752.250.634.......oeiiieiiiiiee e Sarcocystosis
C03.752.250.800....cccceeeeaiiieeaiiee e Toxoplasmosis
C03.752.250.800.110....ccccvieeeieee e eeee e Toxoplasmosis, Animal
C03.752.250.800.250......cccceveeeeeeeeeeeeeeeeeeeeeeeeeee Toxoplasmosis, Cerebral
C03.752.250.800.445........ooiiiiiiieiieiie e Toxoplasmosis, Congenital
C03.752.250.800.640........ccevvveeeeeeeeeeeeeeeeeeeeeeeeeae Toxoplasmosis, Ocular
C03.752.275...coiieeeiee e Dientamoebiasis
C03.752.300....ccccteeeeiiieeeiiie e Euglenozoa Infections
C03.752.300.500.......ccceveeirieeeieeeseeeenes Leishmaniasis
C03.752.300.500.400.......ccceveeeeeeeeeeeeeeeeeeeeeeeeeeees Leishmaniasis, Cutaneous
C03.752.300.500.400.350........ccccvmmerrinierieiere e Leishmaniasis, Diffuse Cutaneous
C03.752.300.500.400.385.......ccevvemrreerreerrenrnnnrinnnnnnnnnns Leishmaniasis, Mucocutaneous
C03.752.300.500.510......ccceiriieiiieieieeeece e Leishmaniasis, Visceral
C03.752.300.900......cccueeeaiieeeaiiee e Trypanosomiasis
C03.752.300.900.200.........ccemurerrieiiieaiie e Chagas Disease
C03.752.300.900.200.190....cccveeeeiiieeeeiieeeeieee e Chagas Cardiomyopathy

C03.752.300.900.226.........cccoeveiriiieicie e Dourine
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C03.752.300.900.719.....cciiiiiiiiieeiie e Trypanosomiasis, African
C03.752.300.900.802......c.uuvieiiiieeiiiee e Trypanosomiasis, Bovine
C03.752.400......ccccimiiiiieereee e Giardiasis
C03.752.530....cuciueeeieaiesieiieieeee e Malaria
C03.752.530.606........ccccveceerieeeieeieseeeee Malaria, Avian
C03.752.530.620.....ccccevveeeeeeeeeeeeeeeeeeeeeeeeeens Malaria, Cerebral
C03.752.530.650.....cccccueeiiiieeeiireeiieee e Malaria, Falciparum
C03.752.530.650.228.........cocoiiiiiiiieecee Blackwater Fever
C03.752.530.700.......ccccrieeirieeeieee e Malaria, Vivax
CO03.752.625.....cooeeeeeeeeeeeaas Protozoan Infections, Animal
C03.752.625.122.......ccviiiiiieeeeeeeeeee Babesiosis
C03.752.625.235....cciiiiieiieeeeee e Cryptosporidiosis
C03.752.625.367.....ccvverirriirieieieiiiarearenes Dourine
C03.752.625.735....ccueeeeieiiieieieeeesiesiens Theileriasis
C03.752.625.817 ..oeeeeieeeeeee e Toxoplasmosis, Animal
C03.752.625.896.....cccvveeiiiieeiiieeiee e Trypanosomiasis, Bovine
C03.752.875.....cociieiiece e Tick-Borne Diseases
CO03.752.875.175..c.eceeieeeiieeeeeeeene Babesiosis
C03.752.875.850.....ccumeriiriirieieieiiiireaienns Theileriasis
C03.752.890......ccccieiiiiiiiiiieeeee Trichomonas Infections
C03.752.890.633.......ceiiiiiiiiiieiie e Trichomonas Vaginitis
C03.858.......oeiiiiiiiiiieieec e Skin Diseases, Parasitic

C03.858.211 . ueeeeceeecieee e Ectoparasitic Infestations
C03.858.211.250......ccciiiiiiiiiiiicieeeee Flea Infestations
C03.858.211.250.800......c..cceiureirieniieaiie e Tungiasis
C03.858.211.465.......ccoiiiiiiiiiciieeeee Lice Infestations
C03.858.211.480......ccciiieeiiieeeieeeeeeeee Mite Infestations
C03.858.211.480.708.....c.ccuvruiieieieieieaie e Scabies
C03.858.211.480.869.......cccoveeeiieeeireeeeceeee Trombiculiasis
C03.858.211.503......coeiieiieriiieieieieeeie e Myiasis
C03.858.211.503.398.......cceiiiiiiiiesiieeiee e Hypodermyiasis
C03.858.211.503.744.....ccviiiiiiiiiieic e Screw Worm Infection
C03.858.211.857...c.cveeiiceeeeeeeee e Tick Infestations
C03.858.424.....cciieieeee e Larva Migrans
C03.858.560.......cccerreiiiiiiiiiee e Leishmaniasis
C03.858.560.400........cccevvveeeeeeeeeeeeeeeeeeieeeeenns Leishmaniasis, Cutaneous
C03.858.560.400.350........ccccveerrieieirieeeieeeene Leishmaniasis, Diffuse Cutaneous
C03.858.560.400.385.......ccevveeeeeeeeeeeeeeeeeeeeeeeeeeeee Leishmaniasis, Mucocutaneous
C03.858.650......cccerieiiriieieiiee e Onchocerciasis
C03.908.......oiiiiiiieieieee e Zoonoses

C03.908.650........ccccemiiriiriiriinieii Pythiosis
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CO4..eee e Neoplasms

CO4. 182, Cysts
C04.182.044......ociieiiiiiiieee e Arachnoid Cysts
CO04.182.089....ccciiiiieiiiieeieeeeee e Bone Cysts
C04.182.089.265.......cccviiiiiiiieieiieereeene Bone Cysts, Aneurysmal
C04.182.089.530.....ccueeuerieriiieieieieieaieaieens Jaw Cysts
C04.182.089.530.660.........ccevuverrieriiiiiieiieeieene Nonodontogenic Cysts
C04.182.089.530.690......c.ceeeiiiieeiiieeeiiee e Odontogenic Cysts
C04.182.089.530.690.150.......cccveirierieiiiieiie e Basal Cell Nevus Syndrome
C04.182.089.530.690.310......ccuerveeeieieaieiieiee e e Dentigerous Cyst
C04.182.089.530.690.605........ccveirierieiiiieiieiieeiens Odontogenic Cyst, Calcifying
C04.182.089.530.690.790......cc0ciueieeeieaieiieiesierieeanas Periodontal Cyst
C04.182.089.530.690.790.820........c.ccerrerernieienieieeeienes Radicular Cyst
CO04.182.117 e Branchioma
C04.182.156.....ccccieeiiieieeiieeee e Breast Cyst

CO04.182.195. ... Bronchogenic Cyst
C04.182.197 ... Chalazion
CO4.182.198....ceiieeeeiecee e Choledochal Cyst
C04.182.199.....ciiiiiiiiiieeiee e Colloid Cysts

C04.182.207 ..o Dermoid Cyst

C04.182.254 ... Epidermal Cyst

CO4.182.281 ... Esophageal Cyst
C04.182.300......cccueirieieiiiieeie e Follicular Cyst

CO4.182.347 ..o Ganglion Cysts
C04.182.430......ccceeieieiiiiieee e Lymphocele

CO4.182.444. ... Mediastinal Cyst
CO4.182.473...eieeeeeee e Mesenteric Cyst

CO04.182.511 i Mucocele
C04.182.612....eiiiieeieieeeee e Ovarian Cysts
C04.182.612.765....cceiieeeiiieeeee e Polycystic Ovary Syndrome
C04.182.640......cccceeiiiiiiiiiieieeeeseee Pancreatic Cyst
C04.182.640.692.....cccvveeiiiieiiieeeee e Pancreatic Pseudocyst
C04.182.668.......cceeeiveeieiiiieiecieesieee Parovarian Cyst

CO4.182.710. e Pilonidal Sinus
C04.182.766.......ccoeeeeeeiciieeee e Ranula

CO4.182.867 ... Synovial Cyst
C04.182.867.500.......ccccuiimiiiiieiiiiiiieieeaiene Popliteal Cyst
CO4.182.872...cciiiieiiieeeee e Tarlov Cysts
C04.182.902......cccteeiiieieiiiiee e Thyroglossal Cyst
CO04.182.946.......cceeeeieieieeeeee e Urachal Cyst

CO4.445......cceeeeeeeeee e Hamartoma
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C04.445.435......ciiiiiiiiiiee e Hamartoma Syndrome, Multiple
C04.445.435.500......ccccceeiiiiieiiie e Proteus Syndrome

C04.445.622......cccueeieieiieee e Pallister-Hall Syndrome
C04.445.810.....cciciiiiiiiiiieeceee Tuberous Sclerosis

CO04.557 ..o Neoplasms by Histologic Type

CO04.557.227 ..o Histiocytic Disorders, Malignant
C04.557.227.190......ccciiiiiiieeceee e Dendritic Cell Sarcoma, Follicular
C04.557.227.199....ciiiiieieeeee e Dendritic Cell Sarcoma, Interdigitating
C04.557.227.380....cccceiieiiiiiiieie e Histiocytic Sarcoma

C04.557.227.500......ccceeeiiiiieiiie e Langerhans Cell Sarcoma

C04.557.337 ..o Leukemia

C04.557.337.100.....ccccciiiiiiiiieiiciieeeeee Enzootic Bovine Leukosis
CO04.557.337.372..cccccceeeeeeeee e Leukemia, Experimental
C04.557.337.372.216....ccuveiieeieceeeeee e Avian Leukosis
C04.557.337.372.5%4.....cooiiiiicieece e Leukemia L1210
C04.557.337.372.602.....c.ccviiiiieieeeeeeee e Leukemia L5178
C04.557.337.372.782.....coeiiiiriceeese e Leukemia P388
C04.557.337.385.....ccieieiieiiiieeieeeeeie e Leukemia, Feline

C04.557.337.415...cccieiieieee e Leukemia, Hairy Cell
C04.557.337.428......ceeeeiiieeeeene Leukemia, Lymphoid
C04.557.337.428.080.......cccmiirireieriiienieieeeenns Leukemia, B-Cell
C04.557.337.428.080.125....cccueiiiiieeeeee e Leukemia, Lymphocytic, Chronic, B-Cell
C04.557.337.428.080.562........ccceiviiieiiiiiiiieieeiens Leukemia, Prolymphocytic, B-Cell
C04.557.337.428.100....c.cceeeeiieiieiiee e Leukemia, Biphenotypic, Acute
C04.557.337.428.565........ccociiiiiiiiiiiie e Leukemia, Prolymphocytic
C04.557.337.428.565.745.....ccueeiiiieieeeeeee e Leukemia, Prolymphocytic, B-Cell
C04.557.337.428.565.750.......ccccviiiiiiiiiiiieiiieieeiens Leukemia, Prolymphocytic, T-Cell
C04.557.337.428.580.....c.ccceireiiceeieaece e Leukemia, T-Cell
C04.557.337.428.580.049.......ccccviiiiiiiiiiiiiieeeeis Leukemia, Large Granular Lymphocytic
C04.557.337.428.580.100......cc.cceieeeeienierieiiesierieeanas Leukemia-Lymphoma, Adult T-Cell
C04.557.337.428.580.125.......cciviiiiiieiiiecie e Leukemia, Prolymphocytic, T-Cell
C04.557.337.428.600.........cceemuiiieiiiieeieeeeiee e Precursor Cell Lymphoblastic Leukemia-Lymphoma
C04.557.337.428.600.600........cc0emrreemeiiiiaiiinieenieens Precursor B-Cell Lymphoblastic Leukemia-Lymphoma
C04.557.337.428.600.620.........ceeiiueeeaiieeeiiee e Precursor T-Cell Lymphoblastic Leukemia-Lymphoma
C04.557.337.440.......cccoiiiiiieieeeeeee Leukemia, Mast-Cell
C04.557.337.539....cciiiiiiiiiieeieeeesiesiene Leukemia, Myeloid
C04.557.337.539.250......cccciiiiiiiieiieiiee e Leukemia, Myelogenous, Chronic, BCR-ABL Positive
C04.557.337.539.250.100......cc0ccereeeeieaiesieiiesierieeenas Blast Crisis
C04.557.337.539.250.300.......cccueirieiiiiiieiienieeieens Leukemia, Myeloid, Accelerated Phase
C04.557.337.539.250.400.......ccccummmrmerreerienrnnnnnnnnnnnnnnns Leukemia, Myeloid, Chronic-Phase

C04.557.337.539.275.....cciiiiiiiiieiie e Leukemia, Myeloid, Acute
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C04.557.337.539.275.125....cccceeeeeeee e Leukemia, Basophilic, Acute
C04.557.337.539.275.300......ccccummmreeerreerrenrnnnrinnnnnnnnnns Leukemia, Eosinophilic, Acute
C04.557.337.539.275.325......cciiiiiiiiieiiieee e Leukemia, Erythroblastic, Acute
C04.557.337.539.275.440......ccoieiiiieieiieeeeieee Leukemia, Mast-Cell
C04.557.337.539.275.450.......ccccuiiiriiiiiiiiiieeieeis Leukemia, Megakaryoblastic, Acute
C04.557.337.539.275.484........oovveeerrcicieennnn Leukemia, Monocytic, Acute
C04.557.337.539.275.700.......ccccuiirieieiiiieiie e Leukemia, Promyelocytic, Acute
C04.557.337.539.300....ccccuueeiiiieeiiiee e Leukemia, Myeloid, Chronic, Atypical, BCR-ABL Negative
C04.557.337.539.520......ccceiiiiiiiiiiiiiie e Leukemia, Myelomonocytic, Acute
C04.557.337.539.522....cciiiiiiiiiiiee e Leukemia, Myelomonocytic, Chronic
C04.557.337.539.525....ccciiiiiiiiieieee e Leukemia, Myelomonocytic, Juvenile
C04.557.337.539.775..cccooeeeeeeeeeeeeeeeeeeee Sarcoma, Myeloid
C04.557.337.595......ccciiieiiieeeeee e Leukemia, Plasma Cell
C04.557.337.650.......ccccuiiiiiiiiiiiiiieiee Leukemia, Radiation-Induced
C04.557.375.....oiiieiiiiieiiiee e Lymphatic Vessel Tumors
C04.557.375.450....cccccvieiiiieeaiieeeeee e Lymphangioma
C04.557.375.450.450......cccccciiiiiiiiiiiicieeeee Lymphangioma, Cystic
C04.557.375.460.....cccccueeiiiiiaiiieeiiee e Lymphangiomyoma
C04.557.375.460.465........cccooviiiiiiiiiicieeen Lymphangioleiomyomatosis
C04.557.375.480....cccccveeiiiiieiiieeeee e Lymphangiosarcoma
C04.557.386......cccuveiireiiiiiiieieeeeee e Lymphoma

C04.557.386.150....ccccueeeeiiieeiiiee e Composite Lymphoma
C04.557.386.355.......cciiiiiiiiiieieeeeeee Hodgkin Disease
C04.557.386.390....ccccuueeiiiiieiiiee e Immunoproliferative Small Intestinal Disease
C04.557.386.435.......ccciiiiiiiiiee e Intraocular Lymphoma
C04.557.386.480.....cccuueeiiiiiaiiieeiiiee e Lymphoma, Non-Hodgkin
C04.557.386.480.150.......cccmimmiriiiriienienieieeeennn Lymphoma, B-Cell
C04.557.386.480.150.165.......c.coveieeeeieaieiieie e Burkitt Lymphoma
C04.557.386.480.150.450.......c.ccemverirnieriirierieiieieas Lymphoma, AIDS-Related
C04.557.386.480.150.570....ccccueeiiiieeeiieeeeiiee e Lymphoma, B-Cell, Marginal Zone
C04.557.386.480.150.585.......ccccviiiiiiiiiiieiieeieeiens Lymphoma, Large B-Cell, Diffuse
C04.557.386.480.150.585.500........0ceeeiueeeriiieeiiiee e Plasmablastic Lymphoma
C04.557.386.480.150.592.......cccviiiiiiiiiiiiiiiiieeis Lymphoma, Primary Effusion
C04.557.386.480.150.600.........cereiueeeiiieeeniiee e Lymphomatoid Granulomatosis
C04.557.386.480.350......ccccemmiiiiiiiieiiienieeieee Lymphoma, Follicular
C04.557.386.480.493.......coiiiiiiieeee e Lymphoma, Large-Cell, Immunoblastic
C04.557.386.480.525......cccoiiiiiiiieiiiiee e Lymphoma, Mantle-Cell
C04.557.386.480.750.....c.ccceiieiiieiaieaeeie e Lymphoma, T-Cell
C04.557.386.480.750.099.......ccccuiiiiiiiiiiieiie e Enteropathy-Associated T-Cell Lymphoma
C04.557.386.480.750.199......ccoiiiiiiiieiie e Lymphoma, Extranodal NK-T-Cell

C04.557.386.480.750.399.......cccviiiiiieiiiieiieiieei s Lymphoma, Large-Cell, Anaplastic



2016 MeSH Tree Hierarchy

Tree location

C04.557.386.480.750.800........cccuemreemieiiiieiienieenieens Lymphoma, T-Cell, Cutaneous
C04.557.386.480.750.800.507.....ccveeeeiieeeeiiieeeaiiae e Lymphoma, Primary Cutaneous Anaplastic Large Cell
C04.557.386.480.750.800.528..........cceeevveeiiiieesiieeeiieaens Lymphomatoid Papulosis
C04.557.386.480.750.800.550........c.ccueruereeeaieaieiieieeeeienes Mycosis Fungoides
C04.557.386.480.750.800.550.600........c.cc0cmeurrirriirierieieinianns Pagetoid Reticulosis
C04.557.386.480.750.800.775.....c.ccueiueieeeeaieaienie e Sezary Syndrome
C04.557.386.480.750.825......c.0ceveiieeeeiiie e Lymphoma, T-Cell, Peripheral
CO04.557.435....cciieeieeeee e Neoplasms, Complex and Mixed
C04.557.435.075...ccceeiiiiiiiiieie e Adenolymphoma
C04.557.435.090....cccccuuieiiiiieaiee e Adenoma, Pleomorphic
C04.557.435.108....c.cceiiiiiiiiieieeeeee Adenomyoepithelioma

C04.557.435. 110 .cceiiiieeiiiieeeee e Adenomyoma
C04.557.435.135......ccciiieeeeeeee e Adenosarcoma
C04.557.435.250....cccccuieeeieieeeeeeeeeeeeeeeane Carcinoma, Adenosquamous
C04.557.435.290.......cccoiviiiiieiieeeeeee Carcinosarcoma
C04.557.435.290.210..ccccceiieeieeieiieeeeeeeeeeeeeeeeeee Carcinoma 256, Walker
C04.557.435.295....ccccciieeeeie e Composite Lymphoma
C04.557.435.380....ccccuveeaiiieiiiee e Hepatoblastoma
C04.557.435.500.......cccciimiiiiiiiiiiieeieeene Mesenchymoma
C04.557.435.525....cciiiiieiieeeee e Mixed Tumor, Malignant
C04.557.435.530......ccciiiiiieeieeeeeee Mixed Tumor, Mesodermal
C04.557.435.540.......cccciiiiiiiiiiiiiieee Mixed Tumor, Mullerian
C04.557.435.585.......cciiiiiiiieeeee Myoepithelioma
C04.557.435.595.....cocciiiiiieeieieeeieeie e Wilms Tumor
C04.557.435.595.220......ccccciiiiiiiiiiiie e Denys-Drash Syndrome
C04.557.435.595.950.......cccmiiuiiiiieiaieaiesie e WAGR Syndrome
C04.557.435.600.......cccceemirieeaiireeiieeeeiieeens Nephroma, Mesoblastic
CO04.557.435.675....ccciieeeiiiieeee e Pulmonary Blastoma
C04.557.435.710..c.ccviiiiiiieieieieeereeiees Rhabdoid Tumor
C04.557.435.775....ccveiiiiieicceeee Sarcoma, Endometrial Stromal
C04.557.435.850......cccmmiiririiieieiiiareaienes Thymoma
C04.557.450....ccccoeieeeeeeeeeeeeeeeeaas Neoplasms, Connective and Soft Tissue
C04.557.450.550......ccccueeiiiieeeiireeiieee e Neoplasms, Adipose Tissue
C04.557.450.550.100.......ccceuiruiieieieiesienie e Angiolipoma
C04.557.450.550.125......ccviiiiiiiiieiieeee e Angiomyolipoma
C04.557.450.550.400........cceimueieieiaieieaieieeeenes Lipoma
C04.557.450.550.400.500.........cc0emvemrirniiriirierieieieanas Lipoblastoma
C04.557.450.550.420......cccueeiiiiieiiieeeiee e Liposarcoma
C04.557.450.550.420.425........ccoiiiiiiiiiiieiieeiees Liposarcoma, Myxoid
C04.557.450.550.710....cccciiuiiieieecece e Myelolipoma

C04.557.450.565......cccceeeiiiieeaiiee e Neoplasms, Connective Tissue
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C04.557.450.565.250........ccccviieiiiiieirieieieeee Chondroblastoma
C04.557.450.565.265.......ccceuerieieieiaieaeaie e Chondroma
C04.557.450.565.265.270.......cccccveeeiinieiciee e Chondromatosis
C04.557.450.565.280.........ccccviiiiiiiiiiieiieeees Chondrosarcoma
C04.557.450.565.280.280........cccueiviemieiiiieiiiiieenieens Chondrosarcoma, Mesenchymal
C04.557.450.565.325........ccciiiiiiiiiiic e Endometrial Stromal Tumors
C04.557.450.565.370......cccciviieiiiiieireeeeceee Gastrointestinal Stromal Tumors
C04.557.450.565.380.......cccceuiiueieieiaieaienieieeeenes Giant Cell Tumors
C04.557.450.565.380.380........ccccuveverriiieriiiene e Giant Cell Tumor of Bone
C04.557.450.565.465........c.ccoeiiiiieiieeeee e Mastocytosis
C04.557.450.565.465.124........coovviieiiiiieicee e Mast-Cell Sarcoma
C04.557.450.565.465.249.......c.ccueiueieiaeiiieieieenae Mastocytoma
C04.557.450.565.465.249.500..........cccemverimieniiniericeeinnns Mastocytoma, Skin
C04.557.450.565.465.500.........ccemiiuereiiiieeiiiee e Mastocytosis, Cutaneous
C04.557.450.565.465.500.500..........cccervemrirnieniinieicinienes Mastocytoma, Skin
C04.557.450.565.465.500.850.........cceeiueeeiiiieaiiiieeiiieaens Urticaria Pigmentosa
C04.557.450.565.465.750.......cccceiiiiieiiiiiiiiiieeieens Mastocytosis, Systemic
C04.557.450.565.465.750.500..........ccemeeeeaienienieieeeeienes Leukemia, Mast-Cell
C04.557.450.565.540........cccccemmiireiiiiiieieieeenns Myofibroma
C04.557.450.565.550.......ccceiiueiiieiaieiesieieeeenes Myxoma
C04.557.450.565.550.312.....cccciiiiiiiiiiiiiieiie e Carney Complex
C04.557.450.565.550.625.........cceieeeieaieiiiieieiienae Neurothekeoma
C04.557.450.565.560.........ccccviiiiiiiiiiieiieeiiee Myxosarcoma
C04.557.450.565.575....ccccevieiiiiieiieeeee e Neoplasms, Bone Tissue
C04.557.450.565.575.400........cccemiuimmeiiiiiiiiiieeiiens Fibroma, Ossifying
C04.557.450.565.575.420......ccccceieeeeeaeiieieieieienas Giant Cell Tumor of Bone
C04.557.450.565.575.600........ccccceeiverrireeiriiieieieeee. Osteoblastoma
C04.557.450.565.575.610......ccccviiiiiiiiiiiiiiiiieee Osteochondroma
C04.557.450.565.575.610.615.......ccccviiieiiiieicieee e Osteochondromatosis
C04.557.450.565.575.610.615.325.......cueiiiiiiiiiiieeiiieeieeee Exostoses, Multiple Hereditary
C04.557.450.565.575.625.........ccevveriiniiriiieieieiens Osteoma
C04.557.450.565.575.625.625........c.cceieeeeeeieaienieieeeeienes Osteoma, Osteoid
C04.557.450.565.575.650........ccccviveiiniiiiieneeee Osteosarcoma
C04.557.450.565.575.650.655.........ccccviiiiiiiiieiicee Osteosarcoma, Juxtacortical
C04.557.450.565.575.650.800.........cccvrermririiieiiiiieenieene Sarcoma, Ewing
C04.557.450.565.590.........cceeiuiiiiiiiieeiee e Neoplasms, Fibrous Tissue
C04.557.450.565.590.340.........ccemverirniiriinienieieieinns Fibroma
C04.557.450.565.590.340.345........ooeveerreeereerrinrrinriinnnnnnnns Fibroma, Desmoplastic
C04.557.450.565.590.340.360..........ccemrerirnienienieiceeienes Fibroma, Ossifying
C04.557.450.565.590.340.400........c.cccemereeaienienierieeanenns Fibromatosis, Abdominal

C04.557.450.565.590.340.410.....ccceeiireiiiiiieiie e Fibromatosis, Aggressive
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C04.557.450.565.590.350........ccccviveiiiieiiiene e Fibrosarcoma
C04.557.450.565.590.350.320......cc0cciiiiriiiiiieiiieiee Dermatofibrosarcoma
C04.557.450.565.590.350.590.......ccccciiieiriiieiiiieeeinn Neurofibrosarcoma
C04.557.450.565.590.425........c.cceiiiiiiieieieieiea Histiocytoma
C04.557.450.565.590.425.350......cccciiieriiiiieiiecieeieee Histiocytoma, Benign Fibrous
C04.557.450.565.590.425.360.........ceeiiueeeiiiieeiiiieeiiiaens Histiocytoma, Malignant Fibrous
C04.557.450.565.590.550.......ccccueimiimniiiiiiienieeieens Myofibromatosis
C04.557.450.565.590.595.........ciiiiiiiiiiieeiiee e Neoplasms, Fibroepithelial
C04.557.450.565.590.595.050..........ccerereernieniinieiceeienns Adenofibroma
C04.557.450.565.590.595.050.500........0ccueeererierierirrieiaiaeanns Cystadenofibroma
C04.557.450.565.590.595.150.......cccciiveiriiieiiiieeeeeen Brenner Tumor
C04.557.450.565.590.595.350........c0ccuemueeeiiaieaienieieeeeienes Fibroadenoma
C04.557.450.565.590.797 ......ooeiiviiiiiiiiiiieee e Solitary Fibrous Tumors
C04.557.450.565.590.797.750.......cccmemeeeiaeaienieieeeeieens Solitary Fibrous Tumor, Pleural
C04.557.450.565.800........ccccveveeriieeirenieieeenne Sarcoma, Clear Cell
C04.557.450.565.825......cccovveveeeeeeeeeeeeeeeeeee Sarcoma, Small Cell
C04.557.450.565.835......cceiiiiiiiiieiiiiee e Sarcoma, Synovial
C04.557.450.590.....cccuueeiiiiieiiie e Neoplasms, Muscle Tissue
C04.557.450.590.350.......ccccciviieirieieirinieieeeee Granular Cell Tumor
C04.557.450.590.450.......cccmiiuiiiieiieieie e Leiomyoma
C04.557.450.590.450.125.......cccoviiiiiiiiiiieiie e Angiomyoma
C04.557.450.590.450.455.......c.cceiieiiiaeiiieieieen Leiomyoma, Epithelioid
C04.557.450.590.450.465........ccceimiiieiiiieiieeieeiens Leiomyomatosis
C04.557.450.590.455......c.coviiiiiieiiee e Leiomyosarcoma
C04.557.450.590.540.......ccccoiimiiriiiiiiienieieenns Myoma
C04.557.450.590.540.700.......c.cceiieeeeaiesieieieerieienas Rhabdomyoma
C04.557.450.590.550......cccceimiiiiiiiiiiie e Myosarcoma
C04.557.450.590.550.660.........cceemueeraiiieaniiieeiieeene Rhabdomyosarcoma
C04.557.450.590.550.660.665..........cccvverririieiiiiieenieene Rhabdomyosarcoma, Alveolar
C04.557.450.590.550.660.675.........ceeeiieeeiiiieeiiieeeiieeeene Rhabdomyosarcoma, Embryonal
C04.557.450.590.775......ccciiiiiiiiieieeeece e Sarcoma, Alveolar Soft Part
C04.557.450.590.800.........ccecvirriiniiiiiiciiieiees Smooth Muscle Tumor
C04.557.450.692......ccuvveeieieeeiee e Perivascular Epithelioid Cell Neoplasms
C04.557.450.692.249.........ooiiiiiiiiiie e Angiomyolipoma
C04.557.450.692.500.........cccivimiiiiiiiiie e Lymphangioleiomyomatosis
C04.557.450.795......c.coiiiiiiiiieiiceee Sarcoma
C04.557.450.795.135......ccoviiiiiieeceee e Adenosarcoma
C04.557.450.795.290........ccceiiiiiiiiiiic e Carcinosarcoma
C04.557.450.795.290.210......ccceeriiiieiceeie e Carcinoma 256, Walker
C04.557.450.795.300......ccccceiiiiiiiiiiiiie e Chondrosarcoma

C04.557.450.795.300.280.......cccveirieiiiiiieiienieeeieene Chondrosarcoma, Mesenchymal
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C04.557.450.795.315....ccc i Desmoplastic Small Round Cell Tumor
C04.557.450.795.332.....cccuiiiiiiiieiie e Endometrial Stromal Tumors
C04.557.450.795.332.500........ccccimeeiriiieriiiee e Sarcoma, Endometrial Stromal
C04.557.450.795.350......ccccciiiiiiiiiiiiie e Fibrosarcoma
C04.557.450.795.350.320.......ccccciiveirinieiiciere e Dermatofibrosarcoma
C04.557.450.795.350.590........cccoeiiiiiniiiiiiiiiiieee Neurofibrosarcoma
C04.557.450.795.390......cccieiiiiiieiieaie e Hemangiosarcoma
C04.557.450.795.400.....ccccvieiiiieiiie e Histiocytoma, Malignant Fibrous
C04.557.450.795.455......cceiiiiiiiiiiiee e Leiomyosarcoma
C04.557.450.795.465.......eoieiiiieiie e Liposarcoma
C04.557.450.795.465.425........ccoviiiiiiiiiiiiiieeiee Liposarcoma, Myxoid
C04.557.450.795.480.....cccuveeiiiieiiee e Lymphangiosarcoma
C04.557.450.795.530......cccciviiiiiiieieeeeceeee Mixed Tumor, Mesodermal
C04.557.450.795.550....ccccuueeiieieeiiee e Myosarcoma
C04.557.450.795.550.660........cccceereemeiiiieiiiniienieens Rhabdomyosarcoma
C04.557.450.795.550.660.665..........cvvevveeereerrnerrinrnnnnnnnnnnns Rhabdomyosarcoma, Alveolar
C04.557.450.795.550.660.675......ccccvveeerriiiieiieeieeneee Rhabdomyosarcoma, Embryonal
C04.557.450.795.560.........ceeeiieiieiiiie e Myxosarcoma
C04.557.450.795.620........ccoviieeiiiieirieeeceee Osteosarcoma
C04.557.450.795.620.655........ccceiiiiiiiiiiiiiiiee, Osteosarcoma, Juxtacortical
C04.557.450.795.620.800........ccceemriereiiiieiienieenieens Sarcoma, Ewing
C04.557.450.795.650.......ccceiieeeieieieieie e Phyllodes Tumor
C04.557.450.795.775......occviieeiiieeceeeeeee Sarcoma, Alveolar Soft Part
C04.557.450.795.800.......cccovveeeeeeeeeeeeeeeeeeeeeeeeeeee Sarcoma, Clear Cell
C04.557.450.795.830....ccccuvieeiieeeiiiee e Sarcoma, Experimental
C04.557.450.795.830.760......cc.cceeeeeieaieiieieieerieeenas Sarcoma 37
C04.557.450.795.830.780......cc0ccererirnierierierierieieaas Sarcoma 180
C04.557.450.795.830.800.........ccuerueeeieaierierieieerieienas Sarcoma, Avian
C04.557.450.795.830.850........ccccvrverrinieriiiee e Sarcoma, Yoshida
C04.557.450.795.850......cccovveeeeeeeeeeeeeeeeeeeeeeeene Sarcoma, Kaposi
C04.557.450.795.853.....cccueiiiieiiieiie e Sarcoma, Myeloid
C04.557.450.795.870....cccoeeveeeeeeeeeeeeeeeeeeeeeeeeeeee Sarcoma, Small Cell
C04.557.450.795.875.....ccceiiiiiiiieiiceee e Sarcoma, Synovial
CO4.557.465.....cccieiiiieeeeee e Neoplasms, Germ Cell and Embryonal
C04.557.465.200.......cccceimiiiiieiiiiieeieeeine Carcinoma, Embryonal
C04.557.465.220......cccceiiiiiieieieiaieaiens Chordoma
C04.557.465.330......ccceiieiiiieeieeeeeeeee Germinoma
C04.557.465.330.300....c.cucueeiiereeiiiee e e Dysgerminoma
C04.557.465.330.800.......cccccveeeirieieireeieieeeenne Seminoma
C04.557.465.420........ccciiiiiiiiiiiiiiieiiee Gonadoblastoma

C04.557.465.510....cccccuieeeiiieeeiee e Mesonephroma
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C04.557.465.510.350.......cccccviiiiiiiciieeeceeee Endodermal Sinus Tumor
C04.557.465.625........cccooviiiiiiiiieee Neuroectodermal Tumors
C04.557.465.625.200.........ccciviiiieiiiiiienieeieee Craniopharyngioma
C04.557.465.625.600.........cceemiueriaiiiieeiieeeeiieeene Neoplasms, Neuroepithelial
C04.557.465.625.600.355.......ccccueiiiiiiiiiieiie e Ganglioneuroma
C04.557.465.625.600.380........c.ccueruemeereaieiieiienieieeeenas Glioma
C04.557.465.625.600.380.080..........ccerveriernieniinieieeniene Astrocytoma
C04.557.465.625.600.380.080.335......ccccueeeieeienierinieieiaeaiae Glioblastoma
C04.557.465.625.600.380.290........c.cceremreernienienieieceeieens Ependymoma
C04.557.465.625.600.380.290.390.......c0ciueeeueeienierieiieieiaeanns Glioma, Subependymal
C04.557.465.625.600.380.350........c.ccemrerierniinienieieinienns Ganglioglioma
C04.557.465.625.600.380.400..........ccemeeeneaieaienieieeeaienes Gliosarcoma
C04.557.465.625.600.380.515.......ccccvevveririenieieieeeeienn Medulloblastoma
C04.557.465.625.600.380.590........c.ccemieeeenienienieieeeeienes Oligodendroglioma
C04.557.465.625.600.380.795........ccoererirnieieieiieeeienes Optic Nerve Glioma
C04.557.465.625.600.580.........ccciuemeeieaieriiiienieieeianas Neurocytoma
C04.557.465.625.600.590........cccviveirinieiiiiee e Neuroectodermal Tumors, Primitive
C04.557.465.625.600.590.500..........ccemiereienieaienieieeeenenes Medulloblastoma
C04.557.465.625.600.590.650.........ccceiireeriirreeniireeiiienens Neuroectodermal Tumors, Primitive, Peripheral
C04.557.465.625.600.590.650.550........c.ccueeereeierieriirieieeaeanas Neuroblastoma
C04.557.465.625.600.590.650.550.150.......c0cerviimiiiiiiiieiieeieene Esthesioneuroblastoma, Olfactory
C04.557.465.625.600.590.650.550.300........ccceiumreaniiereaiiiaeniieaanes Ganglioneuroblastoma
C04.557.465.625.600.657.........ccevviriineriirierierieieinas Pinealoma
C04.557.465.625.600.725.......c.cceiieeeeaeiiieieiieenae Retinoblastoma
C04.557.465.625.630.......cccccvveiiiiieirieeeceeee Neuroectodermal Tumor, Melanotic
C04.557.465.625.650.........cccccuiiiiiiiiiiiiciieees Neuroendocrine Tumors
C04.557.465.625.650.025.........cccoveriiriiiiiicieiees Adenoma, Acidophil
C04.557.465.625.650.075......cc.coeiieeeeaeieieie e Adenoma, Basophil
C04.557.465.625.650.095......c..cceiiieeeiiiieeciee e Adenoma, Chromophobe
C04.557.465.625.650.135......ccociiiiieieieie e Apudoma
C04.557.465.625.650.200........ccccceeiveiriieeiriiieeceeee Carcinoid Tumor
C04.557.465.625.650.200.500.........ceeeiueeeiiiieaiiiie e Malignant Carcinoid Syndrome
C04.557.465.625.650.200.500.205.........ccccevveeriieeeieeee e Carcinoid Heart Disease
C04.557.465.625.650.240.......cccuvmemeeerreerinninnnnnnnnnnnnnnns Carcinoma, Neuroendocrine
C04.557.465.625.650.240.315.....ccceiiiiiiiiiieiiecee Carcinoma, Medullary
C04.557.465.625.650.240.325........cciiieeeieiecieeie e Carcinoma, Merkel Cell
C04.557.465.625.650.240.695........cccovveiriiiiiiieee e Somatostatinoma
C04.557.465.625.650.240.847 .......ooueieeieeeeeceeeeeen Vipoma
C04.557.465.625.650.510......cc0ccvererienienierierieieieias Melanoma
C04.557.465.625.650.510.385......ccocciiiiiiiiiieiiceee Hutchinson's Melanotic Freckle

C04.557.465.625.650.510.515......ccccviiiiieeiiie e Melanoma, Amelanotic
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C04.557.465.625.650.510.525.......c..cceviiieeiiie e Melanoma, Experimental
C04.557.465.625.650.595.........ccueiiiieeeieiieieieieenae Neurilemmoma
C04.557.465.625.650.595.610.......ccccciiieiiiiiiiiieee e Neuroma, Acoustic
C04.557.465.625.650.595.610.500.........ccereererierieririieiaiaeanns Neurofibromatosis 2
C04.557.465.625.650.700........cccueiriemeiiiieiieiieenieens Paraganglioma
C04.557.465.625.650.700.705........coeiiiieiaiiiie e Paraganglioma, Extra-Adrenal
C04.557.465.625.650.700.705.220.......c0ccvemeerrieriirierieieineanns Carotid Body Tumor
C04.557.465.625.650.700.705.340......ccoeiueeeeeieniirieiieieiaeanas Glomus Jugulare Tumor
C04.557.465.625.650.700.705.360.......cccceemririienieiiieiieeieenns Glomus Tympanicum Tumor
C04.557.465.625.650.700.725......cueiiiiiiiiiiie e Pheochromocytoma
C04.557.465.900........cccccvevuiriieeiieeseeene Teratocarcinoma
C04.557.465.910...cccccciiiiiiiiiiiciiee Teratoma
C04.557.465.910.250.......ccccmimmiriiirieneeieieeeenns Dermoid Cyst
C04.557.465.910.850.......ccciuiiiiieieiaiecese e Struma Ovarii
C04.557.465.955.....ccccuiieeiiieeeiee e Trophoblastic Neoplasms
C04.557.465.955.207 ......cceviiiiiiiiiiiiic e Choriocarcinoma
C04.557.465.955.207.438.......cccviiiiiiiiiiieiieeieeiene Choriocarcinoma, Non-gestational
C04.557.465.955.207.875....cccueiiiiiiiiieee e Trophoblastic Tumor, Placental Site
C04.557.465.955.416.....cccevveeiieeeeee e Gestational Trophoblastic Disease
C04.557.465.955.416.812......ccuiiieicieeeeeie e Hydatidiform Mole
C04.557.465.955.416.812.500......cccciiirerriiiiieiiieieeieene Hydatidiform Mole, Invasive
CO4.557. 470 Neoplasms, Glandular and Epithelial
C04.557.470.035......coviriiriiieieieeiaveevees Adenoma
C04.557.470.035.012...ccciiiiiiiiiieeee e ACTH-Secreting Pituitary Adenoma
C04.557.470.035.025.......ccconiimiriiirciiseie e Adenoma, Acidophil
C04.557.470.035.075....cciiiiiiiiiieieee e Adenoma, Basophil
C04.557.470.035.085.......cccoveierieeeieeeeceeee Adenoma, Bile Duct
C04.557.470.035.095....cccciiiiiiiiieeee e Adenoma, Chromophobe
C04.557.470.035.100.......ccccmvieiiieieieeeece e Adenoma, Islet Cell
C04.557.470.035.100.852......ccuciueieieieaieiieiie e Insulinoma
C04.557.470.035.120......ccciiiiiiiieeieeeeee e Adenoma, Liver Cell
C04.557.470.035.140.....cccviiiiiiieieese e Adenoma, Oxyphilic
C04.557.470.035.155....ccccviieeeie e Adenoma, Pleomorphic
C04.557.470.035.175....cciiiiiiiiiiiiieec e Adenoma, Sweat Gland
C04.557.470.035.175.125....ccccueieeeiee e Acrospiroma
C04.557.470.035.175.125.600........cccemeeeeaieaienieieeeenenes Poroma
C04.557.470.035.175.375...cceieiiiiiiiiiieieee e Hidrocystoma
C04.557.470.035.175.800......cc0ceeeeeeieaieiieiieieerieeanas Syringoma
C04.557.470.035.185......ccceviiiiiieeceeeeceee Adenoma, Villous
C04.557.470.035.200.......cccceiiiiiiiiieeiie e Adenomatoid Tumor

C04.557.470.035.210.....ccieieiieiieeiieeee e Adenomatosis, Pulmonary
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C04.557.470.035.215....cooiiiiiiieeieeeee e Adenomatous Polyps
C04.557.470.035.215.100....ccccueeeiiiieeeiee e Adenomatous Polyposis Coli
C04.557.470.035.215.100.500......cc0ceiieeriririieiieeieenieen Gardner Syndrome
C04.557.470.035.232......cceiiiiiiiiiieeic e Adrenal Rest Tumor
C04.557.470.035.250.......cccmimrireieniisienieieeeenns Apudoma
C04.557.470.035.320....ccccuveieiiiieeiiiee e Cystadenoma
C04.557.470.035.320.225.......cccoviiiiiiiiiiieiie e Cystadenoma, Mucinous
C04.557.470.035.320.230....cccueeeeiieeeeiee e Cystadenoma, Papillary
C04.557.470.035.320.240.......cccviiieiiiiiiieiieeieeiens Cystadenoma, Serous
C04.557.470.035.415....cciiiiiiiieeeee e Growth Hormone-Secreting Pituitary Adenoma
C04.557.470.035.510.....cccciiiiiiiiieceeeeee e Mesothelioma
C04.557.470.035.510.515.....ccuiiieieieieeieeie e Mesothelioma, Cystic
C04.557.470.035.625.......ccccovieiiieeceeeeceeee Prolactinoma
C04.557.470.200.......cccciiiiiiieiiciieeeeee Carcinoma
C04.557.470.200.025.......cccoveeiiieeceeeece e Adenocarcinoma
C04.557.470.200.025.014......ooiiiiiiiiiiicceeeee Adenocarcinoma in Situ
C04.557.470.200.025.030......ccccermiieerieieieceere e Adenocarcinoma, Bronchiolo-Alveolar
C04.557.470.200.025.045........oevveereeerieeriniinnens Adenocarcinoma, Clear Cell
C04.557.470.200.025.060........ccccveeerriaieriiieneeeeee Adenocarcinoma, Follicular
C04.557.470.200.025.060.225.........ooviiieeaiiiieeiiieeeiieaee Carcinoma, Papillary, Follicular
C04.557.470.200.025.075......ccceeiiieeeieeeeceee e Adenocarcinoma, Mucinous
C04.557.470.200.025.085.......c.eeeiiiiieieieeeeiiee e Adenocarcinoma, Papillary
C04.557.470.200.025.085.225......c.cocoiiiiiiiiiieiieeee Carcinoma, Papillary, Follicular
C04.557.470.200.025.095......cceevveeeeeerreerniniieniininnnnnns Adenocarcinoma, Scirrhous
C04.557.470.200.025.095.410.......ccucmrerrerernieeieiereeieieees Linitis Plastica
C04.557.470.200.025.105.....ccueeeeeeeeeerieeriiniinnnnnenn Adenocarcinoma, Sebaceous
C04.557.470.200.025.152......ccoviiiiiiiiieiceee e Adrenocortical Carcinoma
C04.557.470.200.025.200........c0ccueieeeeieaiesienieieerieienas Carcinoid Tumor
C04.557.470.200.025.200.500......cc0ceiveeriririieiieeieenieeens Malignant Carcinoid Syndrome
C04.557.470.200.025.200.500.205.........coeeeeeienieririierieeaeanns Carcinoid Heart Disease
C04.557.470.200.025.215......ccceeiiiieeiceeecee e Carcinoma, Acinar Cell
C04.557.470.200.025.220.....cccuuvemereeerieernnnrinnnnnnnnnnnnnns Carcinoma, Adenoid Cystic
C04.557.470.200.025.232.......cccciviieeineeeeeee e Carcinoma, Ductal
C04.557.470.200.025.232.500......cccceiuiiiiiiiieiiieieeee Carcinoma, Ductal, Breast
C04.557.470.200.025.232.750.......cccciiieriiieiecieee e Carcinoma, Pancreatic Ductal
C04.557.470.200.025.240......cccevumeeeeerreenienrinnininnnnns Carcinoma, Endometrioid
C04.557.470.200.025.255......ccueveiiieeeeciee e Carcinoma, Hepatocellular
C04.557.470.200.025.275.....coveeeeeereeierninns Carcinoma, Intraductal, Noninfiltrating
C04.557.470.200.025.275.625.....ccceeiiieiiiiieiieeee Paget's Disease, Mammary
C04.557.470.200.025.290......cccummmmreeerreerienrinnninnnnnnnnnns Carcinoma, Islet Cell

C04.557.470.200.025.290.500.........cccocumvrenirirriiciiecn, Gastrinoma
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C04.557.470.200.025.290.750.....ccceeiireiiiiiieiieeieeeee Glucagonoma
C04.557.470.200.025.305.....ccuumvveerreerieeriennienninnnnnnnnnns Carcinoma, Lobular
C04.557.470.200.025.340......c.ccceveieeeeiie e Carcinoma, Mucoepidermoid
C04.557.470.200.025.370....cccvueeeeereeeriierienrinnniennnnnnnnns Carcinoma, Neuroendocrine
C04.557.470.200.025.370.315.....coieiiiieiiieieece e Carcinoma, Medullary
C04.557.470.200.025.370.325.......ccueiueieceeieeiesie e Carcinoma, Merkel Cell
C04.557.470.200.025.370.695.......cccciiveriiiee e Somatostatinoma
C04.557.470.200.025.370.847 .....cooouieeeceeeeeee e Vipoma
C04.557.470.200.025.390.......cccciiieerinieieeere e Carcinoma, Renal Cell
C04.557.470.200.025.415....ccimiiiiiiiieee e Carcinoma, Signet Ring Cell
C04.557.470.200.025.415.410.....ccieiiieiiiiiieie e Krukenberg Tumor
C04.557.470.200.025.420......c..eemiiieeeiiieeeiiee e Carcinoma, Skin Appendage
C04.557.470.200.025.450.......ccccveiiriiieiiiiciienieeins Cholangiocarcinoma
C04.557.470.200.025.450.500........c.ccemeeeeenieaienieieeeeienns Klatskin Tumor
C04.557.470.200.025.455.........cccoiveiiiieicee e Choriocarcinoma
C04.557.470.200.025.455.750......ceeeeiiiieiiiiie e Choriocarcinoma, Non-gestational
C04.557.470.200.025.455.875.....cccueeeiiieeeeiie e Trophoblastic Tumor, Placental Site
C04.557.470.200.025.480......c.ceeeiiieeeiieeeeiiee e Cystadenocarcinoma
C04.557.470.200.025.480.225......c..coviieiiiiiieiieeee e Cystadenocarcinoma, Mucinous
C04.557.470.200.025.480.230........ceeeiiueeeaiiiieeeiiee e Cystadenocarcinoma, Papillary
C04.557.470.200.025.480.240......ccceiiverriiiieiieeieeeee Cystadenocarcinoma, Serous
C04.557.470.200.025.500........cccoeiiiiniiiiiiiiiiieeiee Eccrine Porocarcinoma
C04.557.470.200.025.660........cccemriemieiiiieiiinieenieens Paget Disease, Extramammary
C04.557.470.200.025.715....coiiiiiiiiie e Pulmonary Adenomatosis, Ovine
C04.557.470.200.150.....cccuveeeieeeeeieee e s Carcinoma, Adenosquamous
C04.557.470.200.165......cceeveeeeeeeeeeeeeeeeeeeeeeeeee Carcinoma, Basal Cell
C04.557.470.200.165.150......ccccviiiieiiiiiieiie e Basal Cell Nevus Syndrome
C04.557.470.200.170..ccccceeeeeeeeeeeeeeeeeeeeeeeeeeeeeeee Carcinoma, Basosquamous
C04.557.470.200.200........cccoiveeerinieireeeeaeeeenne Carcinoma, Ehrlich Tumor
C04.557.470.200.220.....cccoeveeeeeeeeeeeeeeeeeeeeeeeeeeeee Carcinoma, Giant Cell
C04.557.470.200.240.......cccciviieiiiieieeeeee e Carcinoma in Situ
C04.557.470.200.240.124.......ooiiiiiiiiiiicceeeee Adenocarcinoma in Situ
C04.557.470.200.240.250......c..cceeeieeeeiieeeeiieeesieee s Cervical Intraepithelial Neoplasia
C04.557.470.200.240.500.........ceeeiueeeeiiieeeiiie e Prostatic Intraepithelial Neoplasia
C04.557.470.200.255.......ccccovieiiieeieeeeee e Carcinoma, Krebs 2
C04.557.470.200.260.......cccoveeeeeeeeeeeeeeeeeeeeeeeeeeenne Carcinoma, Large Cell
C04.557.470.200.280......ccceemveiiieiieiiee e Carcinoma, Lewis Lung
C04.557.470.200.360.........ceeeaiereaiiieeeiiee e Carcinoma, Papillary
C04.557.470.200.380.......ccccrviieirieieireeeeaeeeene Carcinoma, Small Cell
C04.557.470.200.400........ccoeeeieeeeeeeeeeeeeeeeeeeeeeenne Carcinoma, Squamous Cell

C04.557.470.200.400.130....ccccuvreeiieeeeieeeeieeeesieae s Bowen's Disease
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C04.557.470.200.430.......ccccrviiiiiiieireeeeeeeeee Carcinoma, Transitional Cell
C04.557.470.200.450.......ccouveeeeeeeeeeeeeeeeeeeeeeeeienns Carcinoma, Verrucous
C04.557.470.200.450.500........ccccveeeiriniericiene e Buschke-Lowenstein Tumor
C04.557.470.200.588..........oeveiiiiiiiiiieeiee e Mammary Analogue Secretory Carcinoma
C04.557.470.200.725.....ccoeiiiiiiiieiie e Thyroid Carcinoma, Anaplastic
C04.557.470.550.....ccccueeiiiiieiiie e Neoplasms, Adnexal and Skin Appendage
C04.557.470.550.105.......ccceovieiiieeieeeeceeee Adenocarcinoma, Sebaceous
C04.557.470.550.175.....ccooiiiiiiiiiiicec e Adenoma, Sweat Gland
C04.557.470.550.175.125...cccccuveeeciee e Acrospiroma
C04.557.470.550.175.125.600........cccemreeeeaiesienieieeeenenes Poroma
C04.557.470.550.175.375...coiiiiiiiiieiiieee e Hidrocystoma
C04.557.470.550.175.800......cc0ciueeeeeieaiesieiieierieanas Syringoma
C04.557.470.550.420......cccuveiiiieeiieeeiieeesieeenns Carcinoma, Skin Appendage
CO04.557.470.565......cccoveeiiieiiie e Neoplasms, Basal Cell
C04.557.470.565.165........cccoveeiiieeceeeeceee Carcinoma, Basal Cell
C04.557.470.565.165.150....cccueeeiiiieeiiieeeiiee e Basal Cell Nevus Syndrome
C04.557.470.565.170....ccccuvieeriieeeiieeeiiee e e Carcinoma, Basosquamous
C04.557.470.565.625.......ccceiieeieieeeieaeaie e Pilomatrixoma
C04.557.470.590.......cccoiiiiiiiiiiiiieeieeene Neoplasms, Cystic, Mucinous, and Serous
C04.557.470.590.075....ccoeeeeeeeeieeeeeeeeeeeeeeeeeeee Adenocarcinoma, Mucinous
C04.557.470.590.340......ccceeeeiireeeiee e s Carcinoma, Mucoepidermoid
C04.557.470.590.415....cciiiiiiiiieeeee e Carcinoma, Signet Ring Cell
C04.557.470.590.415.410......cceiviiiiiiiiiieeie e Krukenberg Tumor
C04.557.470.590.480......c.cueeiiiiieiiieeeiee e Cystadenocarcinoma
C04.557.470.590.480.225........cccoeiiiiiiiiiieiie e Cystadenocarcinoma, Mucinous
C04.557.470.590.480.230.....ccueeeeiieeeaiiieeeiiee e Cystadenocarcinoma, Papillary
C04.557.470.590.480.240.......ccccoeiviiieiiiieiiieieeiens Cystadenocarcinoma, Serous
C04.557.470.590.482......c..coviiiiiieiiee e Cystadenofibroma
C04.557.470.590.485......cccooiiiiiiiiiiiiie e Cystadenoma
C04.557.470.590.485.225......c.uoiiiiiiiiiieeeeee e Cystadenoma, Mucinous
C04.557.470.590.485.230.......cccviiriiiiiiiieiii e Cystadenoma, Papillary
C04.557.470.590.485.240.........ceiiiuiiiiiieeiiie e Cystadenoma, Serous
C04.557.470.590.580......ccccceemiuereeiiieeeiieeesiieeenns Mucoepidermoid Tumor
C04.557.470.590.782....cccueiiiiiiieiiee e Pseudomyxoma Peritonei
C04.557.470.615...cccveiiiiiiiiiee e Neoplasms, Ductal, Lobular, and Medullary
C04.557.470.615.132.ccccoviieieeeeeeeeeeeeeeeeeeee Carcinoma, Ductal
C04.557.470.615.132.500.......cccccirieeiriiieriiiee e Carcinoma, Ductal, Breast
C04.557.470.615.132.750.....ccuuueeeeeieerieeriiniinrinnnnnns Carcinoma, Pancreatic Ductal
C04.557.470.615.275.....ccoeiiiiiiieiiieie e Carcinoma, Intraductal, Noninfiltrating
C04.557.470.615.275.625....cccueiiiiiiiiieeeee e Paget's Disease, Mammary

C04.557.470.615.305....cccccuiieeieieecieee e Carcinoma, Lobular



2016 MeSH Tree Hierarchy

Tree location

C04.557.470.615.315.....coiiiiiiiiiieeecee e Carcinoma, Medullary
C04.557.470.615.660.........cceeiiuiiiaiiieeieeeeiieeene Paget Disease, Extramammary
C04.557.470.615.670.....ccceveeeieeeeeieeeiee e e Papilloma, Intraductal
CO04.557.470.625....cccceeeeiiieeeiie e Neoplasms, Fibroepithelial
C04.557.470.625.050.......ccccoimmiriiiiiiienieieeenns Adenofibroma
C04.557.470.625.050.500.........ccuerueeeieaieiieiieieerieienas Cystadenofibroma
C04.557.470.625.150.......cccciviieiiiiieieeeeceeeee Brenner Tumor
C04.557.470.625.350......c.ccceiiiiiiiiiiiiciieeeee Fibroadenoma
CO04.557.470.660.......cccceeevireearireeaieeeeiieeenns Neoplasms, Mesothelial
C04.557.470.660.200.........cccccviiiiiiiiiiiiciie e Adenomatoid Tumor
C04.557.470.660.510.......cccciiiieiiiieieeeceeee Mesothelioma
C04.557.470.660.510.515......ccueiieieiieeeiie e Mesothelioma, Cystic
CO04.557.470.670.....ccccveeeirieeeiieeeeieee e Neoplasms, Neuroepithelial
C04.557.470.670.355....ccceiieiiiiieiee e Ganglioneuroma
C04.557.470.670.380.......cccoirmeriierieienieieeeenns Glioma
C04.557.470.670.380.080.........ccueiuemeeieaieiieiieiierieeanas Astrocytoma
C04.557.470.670.380.080.335.......ccoceverereiraieniesierieeeieees Glioblastoma
C04.557.470.670.380.290.........ccueieeeeieaieiieiieiee e Ependymoma
C04.557.470.670.380.290.390......cc0ceivreriiiiiieiie e Glioma, Subependymal
C04.557.470.670.380.350......cc0cceeeeeieaierieiieieenieeenas Ganglioglioma
C04.557.470.670.380.400........ccccemiverriiieriiieneceene Gliosarcoma
C04.557.470.670.380.515......ccuiieieieeaieiie e Medulloblastoma
C04.557.470.670.380.590.......ccccuemriiieiiiieiienieenieens Oligodendroglioma
C04.557.470.670.380.795......ccucieieieeaieiie e Optic Nerve Glioma
C04.557.470.670.580......cccceiriiiiiiiiiiie e Neurocytoma
C04.557.470.670.590......ccccceiiiiiiiiiiiiciie e Neuroectodermal Tumors, Primitive
C04.557.470.670.590.500.........ccemmerrrrieriirierieieieinas Medulloblastoma
C04.557.470.670.590.650......cccccvmmrreerreerrenrnnnrnnnnnnnnnnns Neuroectodermal Tumors, Primitive, Peripheral
C04.557.470.670.590.650.550..........ccemverirnieniiniericieienes Neuroblastoma
C04.557.470.670.590.650.550.150........eeeeiiuieeeiiiieeiiieeeiieaene Esthesioneuroblastoma, Olfactory
C04.557.470.670.590.650.550.300.......cccuuermrrriieieeaiieniieeieenes Ganglioneuroblastoma
C04.557.470.670.657 ..o Pinealoma
C04.557.470.670.725.......ccoiiiiiiieeceeeeeeee Retinoblastoma
C04.557.470.700.....ccccueeaiieeeaiee e Neoplasms, Squamous Cell
C04.557.470.700.040.......cccomiimiriieiieneneeeeenns Acanthoma
C04.557.470.700.360.......c.ceeeaiereeiiieeeiiee e Carcinoma, Papillary
C04.557.470.700.400......c.c.cceemieeeearieeeiieee e Carcinoma, Squamous Cell
C04.557.470.700.400.130......ccccreiiiiiiiiiieiie e Bowen's Disease
C04.557.470.700.450........cccoviveiiiieieeeeceeee Carcinoma, Verrucous
C04.557.470.700.450.500........ccc0eiiiiimiiiiiiiiiiiieeee Buschke-Lowenstein Tumor

C04.557.470.700.600.........ccceirimiiiricircee Papilloma
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C04.557.470.700.600.610......cc.ccvevernrrieriiricrierieieias Papilloma, Inverted
CO4.557.475. ..o Neoplasms, Gonadal Tissue
C04.557.475.395.......cciiiiiieeeeeeeeee e Gonadoblastoma
C04.557.475.750....ccocioiiiiiiiiiiiiieee Sex Cord-Gonadal Stromal Tumors
C04.557.475.750.656........ccoveveirieeeirieeeeeee Granulosa Cell Tumor
C04.557.475.750.751 oo Luteoma
C04.557.475.750.847.....oooiiiiiiieiii e Sertoli-Leydig Cell Tumor
C04.557.475.750.847.249......ccoiiiiiiiit e Leydig Cell Tumor
C04.557.475.750.847.500.........cccemerirneriirierieiieieins Sertoli Cell Tumor
C04.557.475.750.875....ccviiiiiieieeeese e Thecoma
CO04.557.580....cccccuieeiiiieeiiieeeiiee e Neoplasms, Nerve Tissue
C04.557.580.520....ccccuveeiiiiiaaiiieeiiee e Meningioma
C04.557.580.600.......cccceemirreeaiireeiieeeiiieeens Nerve Sheath Neoplasms
C04.557.580.600.580.......cccceuerueieieiaieaienieieeeenes Neurofibroma
C04.557.580.600.580.585........ccccuveveiriiieriice e Neurofibroma, Plexiform
C04.557.580.600.580.590........ccc0ceuiimiiiiiiiiiiiieine Neurofibromatoses
C04.557.580.600.580.590.650........ccccevveiriiieiririierieen. Neurofibromatosis 1
C04.557.580.600.580.590.655..........cceruemeeeaienienieieeeeienes Neurofibromatosis 2
C04.557.580.600.580.795........ccoveveiriiieiiieee e Neurofibrosarcoma
C04.557.580.600.610.....c.ccceurruriiieiaierienieieeeenes Neuroma
C04.557.580.600.610.595........cccciiiiiriiieiciee e Neurilemmoma
C04.557.580.600.610.595.610.......ccciuerieerenienieiieieeeeiene Neuroma, Acoustic
C04.557.580.600.610.595.610.500........ccccevvmerrirneriiieeieenn Neurofibromatosis 2
C04.557.580.600.625..........ccoviiiiiiiiiiiciieeees Neurothekeoma
C04.557.580.625........cocoveiieeeeeeeeee Neuroectodermal Tumors
C04.557.580.625.200.........cceemuiieaiiieeeiiee e Craniopharyngioma
C04.557.580.625.600........c.ccccmiuereeiiieeiiieeeiineeenns Neoplasms, Neuroepithelial
C04.557.580.625.600.355........cceiiiiiiiiiiieeiiiee e Ganglioneuroma
C04.557.580.625.600.380........c.cc0erveurrirrirriirierieieiniens Glioma
C04.557.580.625.600.380.080..........ccueruemeeieaieniesirieeeeienns Astrocytoma
C04.557.580.625.600.380.080.335.......c0ccvemeimriiniirierieieinianns Glioblastoma
C04.557.580.625.600.380.290........c0ccuemueeeneaieaienieieceeienes Ependymoma
C04.557.580.625.600.380.290.390.......c0ccveumeirrieriirieieieieeanns Glioma, Subependymal
C04.557.580.625.600.380.350........ccccuemueeeienienienieieeeeienes Ganglioglioma
C04.557.580.625.600.380.400..........cccervemirnienienierieenienens Gliosarcoma
C04.557.580.625.600.380.515.......ccuciueieieeaieaienieieeeeiene Medulloblastoma
C04.557.580.625.600.380.590..........ccereriernienienierieeeienes Oligodendroglioma
C04.557.580.625.600.380.795.......ccuciuerieeeneaieaienieieeeenenes Optic Nerve Glioma
C04.557.580.625.600.580........cccemreereiiiiiiiiiieeninens Neurocytoma
C04.557.580.625.600.590........ccc0ceiuiimiiniiiiiiiiieiene Neuroectodermal Tumors, Primitive

C04.557.580.625.600.590.500.........cccocumviririiriiriccin, Medulloblastoma
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C04.557.580.625.600.590.650.........ccceivreeriirreeiiieeeiiieaens Neuroectodermal Tumors, Primitive, Peripheral
C04.557.580.625.600.590.650.550.........ccueerrerierieririieieiaeanns Neuroblastoma
C04.557.580.625.600.590.650.550.150.......c0ceivimimieiiiiiieiieesieene Esthesioneuroblastoma, Olfactory
C04.557.580.625.600.590.650.550.300........cccemurreenieaeaiieaeniieaanes Ganglioneuroblastoma
C04.557.580.625.600.657.........ccoevveurerriiriirierieiieieias Pinealoma
C04.557.580.625.600.725.........cceieeeeiaieiiiieie e Retinoblastoma
C04.557.580.625.630.......cccccviieeiiiieirieieieeee Neuroectodermal Tumor, Melanotic
C04.557.580.625.650........cccccuviiiiiiiiiiiciiieees Neuroendocrine Tumors
C04.557.580.625.650.025.........ccocoveurierririirieieieiee Adenoma, Acidophil
C04.557.580.625.650.075.......c.cceiieeeenienieie e Adenoma, Basophil
C04.557.580.625.650.095......c..cceeiieeeiiiieeciiee e Adenoma, Chromophobe
C04.557.580.625.650.135......ccociuiieieeinieiieie e Apudoma
C04.557.580.625.650.200.........cccceeverriiieriiiereeeeee Carcinoid Tumor
C04.557.580.625.650.200.500.........cceeiueeeiiiiaeniiie e Malignant Carcinoid Syndrome
C04.557.580.625.650.200.500.205.........cccevveeriiiiieieiee e Carcinoid Heart Disease
C04.557.580.625.650.240........cccvmmrreerrenrienrinnnnnnnnnnnnnns Carcinoma, Neuroendocrine
C04.557.580.625.650.240.315.....cccueeiiiiiiiiiieiieeieeee Carcinoma, Medullary
C04.557.580.625.650.240.325........c.coeiieeeieeieaieiieieeeeienes Carcinoma, Merkel Cell
C04.557.580.625.650.510......cc0ccvereurirrierierierieiieieias Melanoma
C04.557.580.625.650.510.385......cccciiiiiiiiiieiiieic Hutchinson's Melanotic Freckle
C04.557.580.625.650.510.515......cccceiiiiiiiiiieeceeee e, Melanoma, Amelanotic
C04.557.580.625.650.510.525......cccevvveereeerierrneriinrienniennnnns Melanoma, Experimental
C04.557.580.625.650.595.........ccccviveiriiieiciee e Neurilemmoma
C04.557.580.625.650.595.610.......cccciuerieeeeaieaienieieeeeiene Neuroma, Acoustic
C04.557.580.625.650.700........cccueiriemeiiiieiiiiieesieens Paraganglioma
C04.557.580.625.650.700.705........cceeiiieeiiiiieeiiiee e Paraganglioma, Extra-Adrenal
C04.557.580.625.650.700.705.220.......c0ccuemeurrirriirierieieinianens Carotid Body Tumor
C04.557.580.625.650.700.705.340......cc0coueeeerierieiienieieeaeanns Glomus Jugulare Tumor
C04.557.580.625.650.700.705.360.......ccccceruririieniieaiieniieeieenns Glomus Tympanicum Tumor
C04.557.580.625.650.700.725.......c.ueeiiiieeiiiiie e Pheochromocytoma
CO04.557.595....cccccieeeciee e Neoplasms, Plasma Cell
C04.557.595.500......ccccumueriiiiieiaiaiaieaieens Multiple Myeloma
C04.557.595.500.500........ccccveieeriiieirinieieeene Leukemia, Plasma Cell
C04.557.595.600.....ccccueemiiiieiiiireiieee e Plasmacytoma
C04.557.595.925.......ciiiiiiiiiee e Waldenstrom Macroglobulinemia
CO04.557.645.....ccooeeeeeeeeeeee Neoplasms, Vascular Tissue
C04.557.645.100.......cccoiiiiiiiieiieiieeieea Angiofibroma
CO04.557.645.115..eciiiiieeeeee e Angiokeratoma
C04.557.645.350.......cccciviiiiieiieeeieeee Glomus Tumor
C04.557.645.375....ccciieeiieeee e Hemangioma

C04.557.645.375.185.....coiiiiiiiiiieiieee e Central Nervous System Venous Angioma
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C04.557.645.375.370.....cccciiiiiiiieiieeee e Hemangioendothelioma
C04.557.645.375.370.380....cccueeiiiieieiiieeeiiee e Hemangioendothelioma, Epithelioid
C04.557.645.375.380.....cccuiiiiiiiiiiiiiiie e Hemangioma, Capillary
C04.557.645.375.380.370....ccccueeieiieeeeiee e Hemangioblastoma
C04.557.645.375.385.....ccceiiiiiiiieiieee e Hemangioma, Cavernous
C04.557.645.375.385.500......cccciiiueriaiieeiiiee e Hemangioma, Cavernous, Central Nervous System
C04.557.645.375.617.c.ooiiiiiiiiiieieee e Kasabach-Merritt Syndrome
C04.557.645.375.850....cccccuieiiiiieiiiee e Sturge-Weber Syndrome
C04.557.645.380......ccccmiiiiiiiieiiiiieeieene Hemangiopericytoma
C04.557.645.390....cccccueeiiiiieiiieeieee e Hemangiosarcoma
C04.557.645.520......ccccuiiiiiiiiiiiiiieeieen Meningioma
C04.557.645.750....ccccceeeiiiiieaiiee e Sarcoma, Kaposi
C04.557.665.......cceeieiiieiiee e Nevi and Melanomas
C04.557.665.510...ccccciiiiiiiiiiiiciieeeeee Melanoma
C04.557.665.510.385.......cccovieiiiicireeeeceeee Hutchinson's Melanotic Freckle
C04.557.665.510.515......ccciiiiiiiiiicceeee Melanoma, Amelanotic
C04.557.665.510.525......cccvieeiiieeeiee e Melanoma, Experimental
C04.557.665.560......c.ccerreriiiiieiaiaiaieaieens Nevus
C04.557.665.560.260.........ccccvirriiiiiiiieiiieieee Dysplastic Nevus Syndrome
C04.557.665.560.580.......cccceuirueieieiaieiieniesieeenes Nevus, Halo
C04.557.665.560.590........ccccvvieiiiiieiiiieceeee, Nevus, Intradermal
C04.557.665.560.615......c.cccvuiieiieieieieseeie e Nevus, Pigmented
C04.557.665.560.615.530.......cccuiirieieiiiiiiienieenieens Mongolian Spot
C04.557.665.560.615.550.......c0ccuemeeeeieaieiieiieiienieienas Nevus, Blue
C04.557.665.560.615.585.......c.ccveveuriiniirierierieieieias Nevus of Ota
C04.557.665.560.615.625........c.ccueieeeeiaieiiiieieiieenae Nevus, Spindle Cell
C04.557.665.560.615.625.585..........cceeveurierienieiieiicieienns Nevus, Epithelioid and Spindle Cell
C04.557.665.560.700........cccccviiiiiiiiiiieiieeiees Nevus, Sebaceous of Jadassohn
C04.557.895......cccieiiiiiiieeeee Odontogenic Tumors
C04.557.695.065........cccoeiiiiiiiiiiiiieeee Ameloblastoma
C04.557.695.210......ccciiiiiiieeceee e Cementoma
C04.557.695.605.....cccuiieiiiieiiieeieee e Odontogenic Cyst, Calcifying
C04.557.695.607....c..ceiviiiiiiiieiieeeeeea Odontogenic Tumor, Squamous
C04.557.695.610...c.cceeueeiiiiiieieieieiaiesiens Odontoma
CO04.588....cceiiiiiiiiiiieiieee e Neoplasms by Site

C04.588.033....ccciiiieeiiiee e Abdominal Neoplasms
C04.588.033.513....cccciieeeieeeee e Peritoneal Neoplasms
C04.588.033.731.eeeiiiieeieeeeee e Retroperitoneal Neoplasms
C04.588.033.740....ccceiiiiiiiiiieieeeeseean Sister Mary Joseph's Nodule
C04.588.083....cccciiieiiiieeiee e Anal Gland Neoplasms

C04.588.149.....cccciieeeeeeeeeee e Bone Neoplasms
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C04.588.149.030......ccciriieirieeeceeee e Adamantinoma
C04.588.149.276....cccceeeeeieeeiee e Femoral Neoplasms

C04.588.149.7210 .oooeeeeeee e Skull Neoplasms
C04.588.149.721.450....ccccueieiiieeieeeee e Jaw Neoplasms
C04.588.149.721.450.583.......c.ueveeeieeeeiee e Mandibular Neoplasms
C04.588.149.721.450.607 ....ceiueieiiiiee e Maxillary Neoplasms
C04.588.149.721.450.692......c.ceeveeieeeeiee e Palatal Neoplasms
C04.588.149.721.600......cccveeiiiieeiiiee e Nose Neoplasms
C04.588.149.721.656.....cccvveeereieeeieee e s Orbital Neoplasms
C04.588.149.721.828....ccccueiieiieeiee e Skull Base Neoplasms
C04.588.149.828......cceveeiiieeeieeeeeee e Spinal Neoplasms
CO04.588.180....ccccuieeeiiiieeiieeeiee e Breast Neoplasms
C04.588.180.260......cccveeeiurieearireeaieeeeiieeens Breast Neoplasms, Male
C04.588.180.390......cccevveeeeeeeeeeeeeeeeeeeeeeeeeeeens Carcinoma, Ductal, Breast
C04.588.180.483......cceiiiiieiiiieieeeeseeein Hereditary Breast and Ovarian Cancer Syndrome
C04.588.180.576....ccccvveeaiiieeiiieeiiee e Inflammatory Breast Neoplasms
C04.588.180.682......cccvveeiieeeiieeeeieee e Unilateral Breast Neoplasms
C04.588.180.788....ccccvieeaiiieeaiee e Triple Negative Breast Neoplasms
C04.588.274 ..o Digestive System Neoplasms
C04.588.274.120....ccccceeeaiiieeiee e Biliary Tract Neoplasms
C04.588.274.120.250.....cccuveeeieieeeieee e e e Bile Duct Neoplasms
C04.588.274.120.250.250......cueeeeiieeeeiee e Common Bile Duct Neoplasms
C04.588.274.120.407 ...oeeiiieeeeee e Gallbladder Neoplasms
CO04.588.274.476.....ccceeeeieeiieeee e Gastrointestinal Neoplasms
C04.588.274.476.205......ccovveeeeeeeeee e Esophageal Neoplasms
C04.588.274.476.411 ...eoeiiiiieeeee e Intestinal Neoplasms
C04.588.274.476.411.184 ... Cecal Neoplasms
C04.588.274.476.411.184.290......c.eeeiiiiieiiie e Appendiceal Neoplasms
C04.588.274.476.411.307 ..ooeeveeeeeeee e Colorectal Neoplasms
C04.588.274.476.411.307.089....ccuiiiiiiiieiiie e Adenomatous Polyposis Coli
C04.588.274.476.411.307.089.393......cciiiiiiiiiiienie e Gardner Syndrome
C04.588.274.476.411.307.180...ccccveeeiiieeeeiiee e Colonic Neoplasms
C04.588.274.476.411.307.180.800.......ccceeerrrriieiieiieesieeieene Sigmoid Neoplasms
C04.588.274.476.411.307.190.....ccuieieiiieeeiie e Colorectal Neoplasms, Hereditary Nonpolyposis
C04.588.274.476.411.307.790......ccueeeeeeeeeiee e Rectal Neoplasms
C04.588.274.476.411.307.790.040.......coeiieeieeaiiiieeieeaeaeae Anus Neoplasms
C04.588.274.476.411.307.790.040.040.....c..coveviirinrineieceseene Anal Gland Neoplasms
C04.588.274.476.411.445....c.coiiiieieeeeeee e Duodenal Neoplasms
C04.588.274.476.411.501....ccciieeiieee e lleal Neoplasms
C04.588.274.476.411.523....cciiiiiiiieeeee e Jejunal Neoplasms

C04.588.274.476.767 ....occceeeeeeee e Stomach Neoplasms
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C04.588.274.623.....cccveeeeeeeeeee e Liver Neoplasms
C04.588.274.623.040......c.ccciiieicieeeeeece e Adenoma, Liver Cell
C04.588.274.623.160......ccceeeerireeeieeeeiieeesiieeenns Carcinoma, Hepatocellular
C04.588.274.623.460.........ceeeiiiiaiiieeieeeeee e Liver Neoplasms, Experimental
C04.588.274.761....oeeeeeeeeeeeeeee e Pancreatic Neoplasms
C04.588.274.761.249.....coooiiiiiieeeee e Adenoma, Islet Cell
C04.588.274.761.249.500.........ccemuerirrieriirierierieieias Insulinoma
C04.588.274.761.500........cccoevveeeeeeeeeeeeeeeeeeeeeeeenne Carcinoma, Islet Cell
C04.588.274.761.500.124.....cccviiiiiiiieeieeee e Gastrinoma
C04.588.274.761.500.249........oooiiiiiiiieeeee e Glucagonoma
C04.588.274.761.500.500........ccccevverriiieriiiene e Somatostatinoma
C04.588.274.761.500.750......cccieeeieienieiieieseerieenas Vipoma
C04.588.274.761.750.......cccooiieiiieeieeeeeeee Carcinoma, Pancreatic Ductal
C04.588.274.780....cccccueeeaiieeeiie e Peritoneal Neoplasms
C04.588.322....ccccviieeeiieeeeee e Endocrine Gland Neoplasms
C04.588.322.078....cccceeeeaiieeeiee e Adrenal Gland Neoplasms
C04.588.322.078.265......c.cceeeerieeeeieeeeeiee e Adrenal Cortex Neoplasms
C04.588.322.078.265.500........ccc0eeviiiiiiiiiiiiiieeene Adrenocortical Adenoma
C04.588.322.078.265.750........ccceieeeiiiieieciee e Adrenocortical Carcinoma
C04.588.322.400.....ccccuueeauiieeaiiee e Multiple Endocrine Neoplasia
C04.588.322.400.500.........cceemiuereeiiieeeiieeesineeenns Multiple Endocrine Neoplasia Type 1
C04.588.322.400.505......cccvieiiiiieiiiee e Multiple Endocrine Neoplasia Type 2a
C04.588.322.400.510....ccccvvieeiiieeiiiee e Multiple Endocrine Neoplasia Type 2b
C04.588.322.455....cciiieiieeeee e Ovarian Neoplasms
C04.588.322.455.398........ccovieiiieeeeeeee e Granulosa Cell Tumor
C04.588.322.455.431 ..ooeiiiieiieeee e Hereditary Breast and Ovarian Cancer Syndrome
C04.588.322.455.464........cooviveciiie Luteoma

C04.588.322.455.531 ....ceiiuiiieiiieeee e Meigs Syndrome
C04.588.322.455.648......cceoeiiiiiieiiee e Sertoli-Leydig Cell Tumor
C04.588.322.455.765.....c.ccveieeieieeeieaeeie e Thecoma
C04.588.322.475....cccccvieeeeeeeeeceee e Pancreatic Neoplasms
C04.588.322.475.249.....c.ociiiieeeeee e Adenoma, Islet Cell
C04.588.322.475.249.500.........ccemuerirniiriirierieieien Insulinoma
C04.588.322.475.500.......cccceeeeeeeeeeeeeeeeeeeeeeeeeeeenne Carcinoma, Islet Cell
C04.588.322.475.500.124.......cooviiiiiieieeeee e Gastrinoma
C04.588.322.475.500.249.......c.cooiiiiiiiiieeeeiee e Glucagonoma
C04.588.322.475.500.500........ccccveverririerieiene e Somatostatinoma
C04.588.322.475.500.750......cccieieeeeieeiesiieieieesieienas Vipoma
C04.588.322.475.750.......ccccovieiiieieieeeeeeeee Carcinoma, Pancreatic Ductal
C04.588.322.490.....cccuueeaiieeiiiee e Paraneoplastic Endocrine Syndromes

C04.588.322.525......cceiiiiiiiiiee e Parathyroid Neoplasms
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C04.588.322.609.......cccuiiiiiiiieiieieeseeaine Pituitary Neoplasms
C04.588.322.609.145.....cciiiiiiiieeee e ACTH-Secreting Pituitary Adenoma
C04.588.322.609.145.500.......ccccuemriemeiiiieiiinieenieens Nelson Syndrome
C04.588.322.609.292........ueiiiiiiiieiiee e Growth Hormone-Secreting Pituitary Adenoma
C04.588.322.609.792.......cceoiieiiiieeieeeeeee Prolactinoma
C04.588.322.762....cccceeeeeieeeiee e Testicular Neoplasms
C04.588.322.762.500.........cceiriiiiiiiiaiienieeieeae Sertoli-Leydig Cell Tumor
C04.588.322.762.500.249........c.cceiiiieiiaeiit e Leydig Cell Tumor
C04.588.322.762.500.500.........cc0erverrirrieriirierieieininas Sertoli Cell Tumor
C04.588.322.894 ... Thyroid Neoplasms
C04.588.322.894.800..........cccemmeriierrieienieieeeenns Thyroid Nodule

CO04.588.364 ... Eye Neoplasms
C04.588.364.235.......cccviiiiiiiieiie e Conjunctival Neoplasms
CO04.588.364.447 ..o Intraocular Lymphoma
C04.588.364.659.....cccccuieiiiiieiiiieeeieee e Orbital Neoplasms
C04.588.364.738....cccciieeiiieeiiee e Paraneoplastic Syndromes, Ocular
C04.588.364.818....ccccvieeeiieeeiieeeeieee e Retinal Neoplasms
C04.588.364.818.760........cccceuviiiiiiiiiiiciieeiees Retinoblastoma
C04.588.364.978.....cccvveeeiiieeeiee e Uveal Neoplasms
C04.588.364.978.223.......c.eeiieiiiieiee e Choroid Neoplasms
C04.588.364.978.400........c.cceemiuereeiieeeeiieeesinneenne Iris Neoplasms
CO04.588.443.....cciiiieeeeee e Head and Neck Neoplasms
C04.588.443.353....ccccvieeeceieeeeee e Esophageal Neoplasms
C04.588.443.392....ccciiieiiieiee e Facial Neoplasms
C04.588.443.392.500......c.ccemmiiiiiiiiaiienie e Eyelid Neoplasms
C04.588.443.591 ....coiiiieiiieee e Mouth Neoplasms
C04.588.443.591.402......cceoiiiiiiieiiieie e Gingival Neoplasms
C04.588.443.591.545.......ccviiiiieeece e Leukoplakia, Oral
C04.588.443.591.545.500.........ccemverrrnierierierieieeieinns Leukoplakia, Hairy
C04.588.443.591.550....ccccuuieiiiiieiiiee e Lip Neoplasms
C04.588.443.591.692.....ccccevveiiiieeeieee e Palatal Neoplasms
C04.588.443.591.824.....cueiiiiiiieeeeee e Salivary Gland Neoplasms
C04.588.443.591.824.695......cc.cceiiiieeeeiee e Parotid Neoplasms
C04.588.443.591.824.882......c..uoeiiiiiiiiiieeeiee e Sublingual Gland Neoplasms
C04.588.443.591.824.885......c.c.cevieieeeeiie e Submandibular Gland Neoplasms
C04.588.443.591.925....ccciiiiiiiieiee e Tongue Neoplasms
C04.588.443.665.......ccccueeiuiiiiieiieiieeneeaiene Otorhinolaryngologic Neoplasms
C04.588.443.665.312....cccuiiiiiiiiieiiee e Ear Neoplasms
C04.588.443.665.481.....cccueveiiiiiiieiiieiee e Laryngeal Neoplasms
C04.588.443.665.650.........cceemueiraiiiieeieeeeiee e Nose Neoplasms

C04.588.443.665.650.693......c..cceeiieeeiiiieeiiieeeiiiee s Paranasal Sinus Neoplasms
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C04.588.443.665.650.693.575.....cccceiiiiiiiiiieiieeeee Maxillary Sinus Neoplasms
C04.588.443.665.710....ccccuvieiiiieiiee e Pharyngeal Neoplasms
C04.588.443.665.710.485.......ccccviiiiiiiiiiiiiie e Hypopharyngeal Neoplasms
C04.588.443.665.710.650......c.cceriiieriiiieeiiiee e Nasopharyngeal Neoplasms
C04.588.443.665.710.684........ccveirieiiiiiiiiie e Oropharyngeal Neoplasms
C04.588.443.665.710.684.800.........ccemiueeeiiiieeiiiieeiiieaens Tonsillar Neoplasms
C04.588.443.680.......cccuiemuiiiiieiiiiieenieeaiene Parathyroid Neoplasms
C04.588.443.915....cciiiiiiiiieeee e Thyroid Neoplasms
C04.588.443.915.800.......cccceimririierrienienieieeeenns Thyroid Nodule
C04.588.443.925.....ccciiiiiieeeie e Tracheal Neoplasms
C04.588.448......cccoeeiiiiiiiieeeeee Hematologic Neoplasms
C04.588.448.200.......ccceemiieiaaiieeiiiee e Bone Marrow Neoplasms
C04.588.531....ceiiiiiiieiiee e Mammary Neoplasms, Animal
C04.588.531.500....ccccuueeaiieeiiiieeiieee e Mammary Neoplasms, Experimental
C04.588.614 ..ot Nervous System Neoplasms
C04.588.614.250....ccccuveeiiiiieiiiie e Central Nervous System Neoplasms
C04.588.614.250.195....ccccviieeiieeeeieee e Brain Neoplasms
C04.588.614.250.195.205....cccueiiiiieieeiee e Cerebral Ventricle Neoplasms
C04.588.614.250.195.205.200........0cceeirreeiiireesiieeenireaeenns Choroid Plexus Neoplasms
C04.588.614.250.195.205.200.500........0ccveeereereriereerieiaiaeanas Papilloma, Choroid Plexus
C04.588.614.250.195.411..ooeoieieicee e Infratentorial Neoplasms
C04.588.614.250.195.411.100......ccueeeeiieeaeiiee e Brain Stem Neoplasms
C04.588.614.250.195.411.211.eceeciieiecee e Cerebellar Neoplasms
C04.588.614.250.195.648........c.coueieieeieiiiieeieieenas Neurocytoma
C04.588.614.250.195.766.......c.ccveverirriiriirierieieieinas Pinealoma
C04.588.614.250.195.885.....ccueiiiiiieiiieee e Supratentorial Neoplasms
C04.588.614.250.195.885.500........cccceivreeririeeiiireeiiieaeenns Hypothalamic Neoplasms
C04.588.614.250.195.885.500.299.......c0ciueerieeieniirieieieiaeanias Pallister-Hall Syndrome
C04.588.614.250.195.885.500.600.......cc0ceruvrrrieniieiiieriieeieenns Pituitary Neoplasms
C04.588.614.250.387 ....cceuvveeiiiiieeiiee e Central Nervous System Cysts
C04.588.614.250.387.100......ccccveirieiieiiiieiie e Arachnoid Cysts
C04.588.614.250.387.200.........cceieeeeieaierienieieerieeenas Colloid Cysts
C04.588.614.250.580......cccceiuviiiiiiiiiiieiieeieeae Meningeal Neoplasms
C04.588.614.250.580.150....c.cueeeiiieeeeiieeeeiiee e Meningeal Carcinomatosis
C04.588.614.250.580.500.........cc0eeveurrirriereirierieieininas Meningioma
C04.588.614.250.803......c.ueveeiiiieeiieee e Spinal Cord Neoplasms
C04.588.614.250.803.342......c.uovveiieeeeiee e Epidural Neoplasms
C04.588.614.300.....ccccueeaiiiieaiieeeiieee e Cranial Nerve Neoplasms
C04.588.614.300.015......ccceiiiieiiieeeieeeece e Neuroma, Acoustic
C04.588.614.300.600.........ceeemueieaiiiieaiieeeeiieeenne Optic Nerve Neoplasms

C04.588.614.300.600.600.........cccemiueeeeiiieeriireeiieeens Optic Nerve Glioma
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C04.588.614.550......ccccmiiiiiiiieiiiiieeieeeine Paraneoplastic Syndromes, Nervous System
C04.588.614.550.112....coiiiiiiiiiiieeee e Anti-N-Methyl-D-Aspartate Receptor Encephalitis
C04.588.614.550.225......ccciiiiiiiieiiiiie e Lambert-Eaton Myasthenic Syndrome
C04.588.614.550.450.......ccceiiuiiiieiaieieie e Limbic Encephalitis
C04.588.614.550.550......ccccemmiiiiiiiiiie e Myelitis, Transverse
C04.588.614.550.600.........cceemuereaiiieeaieeeeiieeene Opsoclonus-Myoclonus Syndrome
C04.588.614.550.650......c..ccciviiiiiiiiiiieiieeieee Paraneoplastic Cerebellar Degeneration
C04.588.614.550.700......ccucueeiieieeiiieeeiiee e Paraneoplastic Polyneuropathy
C04.588.614.596......ccccceeiiiiieaniieeeieee e Peripheral Nervous System Neoplasms
C04.588.614.596.240.........cceeiiuiriiiiiieeiiee e Cranial Nerve Neoplasms
C04.588.614.596.240.015.......ccccviiiiiiiieiciee e, Neuroma, Acoustic
C04.588.614.596.240.240.........ccviiieriiiieeeiee e Optic Nerve Neoplasms
C04.588.614.596.240.240.500..........cccerveririeniiiericieienns Optic Nerve Glioma
C04.588.699.....ccccuiiiiiiiieiieeeee e Pelvic Neoplasms
C04.588.805.....ccccuiieeiiiieeiiieeeieee e Skin Neoplasms
C04.588.805.040.......ccccuiiiiiiiiiiiiiiieeee Acanthoma
C04.588.805.578....ccccvveeiiiiieeiieeeeieee e Sebaceous Gland Neoplasms
C04.588.805.578.500.........cceemuireeiiieeeiiee e Muir-Torre Syndrome
C04.588.805.776....ccccvveeeirieeeiieeeeieee e Sweat Gland Neoplasms
C04.588.839....cccciiiiiiiiieeiiee e Soft Tissue Neoplasms
C04.588.839.500.......cccceeiiiiieaiireeiieee e Muscle Neoplasms
C04.588.839.750....ccccuveeaiiieeiiiieeiieee e Vascular Neoplasms
C04.588.842......ccvvveeiiieeiieeeee e Splenic Neoplasms
C04.588.894.....cciiiiiiieeieee e Thoracic Neoplasms
C04.588.894.309.....ccccuiieiiiiieeiiieeeiee e Heart Neoplasms
C04.588.894.309.500......c.cceemuireeiiieeeiieee e Carney Complex
C04.588.894.479....cccccvveeeiieeeee e Mediastinal Neoplasms

C04.588.894.797 ....oeiieeeeeeee e Respiratory Tract Neoplasms
C04.588.894.797.520......cccceiiiiiieiiiaie e Lung Neoplasms
C04.588.894.797.520.109....ccccueiiiiiieeeiee e Bronchial Neoplasms
C04.588.894.797.520.109.220......ccceiieeiiiiiieiie e Carcinoma, Bronchogenic
C04.588.894.797.520.109.220.249........oeiiiiiieiiiiieaiee e Carcinoma, Non-Small-Cell Lung
C04.588.894.797.520.109.220.624.......ccceveiviiieiiiiiee e Small Cell Lung Carcinoma
C04.588.894.797.520.237.....cccuiieieieeeieeie e Multiple Pulmonary Nodules
C04.588.894.797.520.734 ......oooieiiiiiiiieee e Pancoast Syndrome
C04.588.894.797.520.867 ....cccuveeeiieeeeieee e Pulmonary Blastoma
C04.588.894.797.520.933......ccoiiiiiieieeeiieiee e Pulmonary Sclerosing Hemangioma
C04.588.894.797.640......cccoeeiiiiaiiieeee e Pleural Neoplasms
C04.588.894.797.640.700.......ccccemirieieiiiieiieiieesieens Pleural Effusion, Malignant
C04.588.894.797.640.800........cccuumrrmerreernenrrnnrnnnnnnnnnnns Solitary Fibrous Tumor, Pleural

C04.588.894.797.760......ccccceeeeieeerieeeiieee e Tracheal Neoplasms



2016 MeSH Tree Hierarchy

Tree location

C04.588.894.949.......ccciiiiiiiiiiieieeeee Thymus Neoplasms
C04.588.894.949.500........ccciiueriiieiaieaieiieieeeenes Thymoma
C04.588.945......cccuiiiiiiiieee Urogenital Neoplasms
C04.588.945.418....cccciiieiiieeie e Genital Neoplasms, Female
C04.588.945.418.365.....ccccvveeiiieeeieee e s Fallopian Tube Neoplasms
C04.588.945.418.948.........oviiiiiiiiiie e Uterine Neoplasms
C04.588.945.418.948.585.......c..ceviiieeeeiie e Endometrial Neoplasms
C04.588.945.418.948.585.124......ccuoiiiiiiiiiiiiccee Carcinoma, Endometrioid
C04.588.945.418.948.850......c..ccceiueeeeiiieeeiieeeiieaeens Uterine Cervical Neoplasms
C04.588.945.418.955.....cceiiiiiiiiiiee e Vaginal Neoplasms
C04.588.945.418.968........c.cceeevuvieeiieeeeiieee e Vulvar Neoplasms
C04.588.945.440.......cccoeeiiiieiiiieiee e Genital Neoplasms, Male
C04.588.945.440.715....cccccvieeeiee e Penile Neoplasms
C04.588.945.440.770....cccccveeiiiieiiee e Prostatic Neoplasms
C04.588.945.440.770.500.......c..cceemieeeeiiieesiieeesieeeens Prostatic Neoplasms, Castration-Resistant
C04.588.945.440.915....ccciiiiiiiieiee e Testicular Neoplasms
C04.588.945.440.915.500.......ccccuimmiiieiiiieiienieenieens Sertoli-Leydig Cell Tumor
C04.588.945.440.915.500.249.......ccueiuiiieeiieecece e Leydig Cell Tumor
C04.588.945.440.915.500.500.........ccemremirrieniinierieinienes Sertoli Cell Tumor
C04.588.945.947 ... Urologic Neoplasms
C04.588.945.947.535.....ccciiiiiiiiiieiee e Kidney Neoplasms
C04.588.945.947.535.160......ccccuummreeerieerieniinnrnnnnnnnnnnns Carcinoma, Renal Cell
C04.588.945.947.535.585.......c.cceiveriinieniinieieieee Wilms Tumor
C04.588.945.947.535.585.220........cceiiiiieiiiiie e Denys-Drash Syndrome
C04.588.945.947.535.585.950.........ccemremriiriieniinierieeeieens WAGR Syndrome
C04.588.945.947.535.790....ccccueiiiiieiiiiee e Nephroma, Mesoblastic
C04.588.945.947.940.......cccoeeiiieeeiee e Ureteral Neoplasms
C04.588.945.947.945........oiiiiiiieeee e Urethral Neoplasms
C04.588.945.947.960........cccciuiiiiiiiiiieneeeen Urinary Bladder Neoplasms
C04.588.945.956......cccveeiiiieeiiieeieee e Venereal Tumors, Veterinary
CO4.619...iiiicieeceeecee e Neoplasms, Experimental
C04.619.045......cooeeeeeeeeeeeeeeeaas Carcinoma 256, Walker

C04.619.124 ..o Carcinoma, Brown-Pearce
C04.619.169....cccoviiiieeeeeeeeeeeeeeeaas Carcinoma, Ehrlich Tumor

C04.619.214 ..o Carcinoma, Krebs 2
C04.619.230....ccceeiieeeeeeeeeeeeeeeeeeeeeaas Carcinoma, Lewis Lung
CO04.619.531...eiiicieeecee e Leukemia, Experimental
C04.619.531.216...cccueeieiiiiieeieeeeeee e Avian Leukosis
C04.619.531.594.....coviiiiiiiicieiieeees Leukemia L1210
C04.619.531.602......cceeiiiiiiiieieieieiesieens Leukemia L5178

C04.619.531.782.....cccoiiiiiiiiiiics Leukemia P388
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CO04.619.540.....ccccciiiiiiieeee e Liver Neoplasms, Experimental
C04.619.590....cccciiiiiiiiieiiieeeeee e Mammary Neoplasms, Experimental
C04.619.600......ccccumeeiiieeeireeeieee e Melanoma, Experimental
CO04.619.857...cciiiiiiieiiieeeeeee e Sarcoma, Experimental
C04.619.857.573.....cccciieiieeceeeee e Sarcoma 37
C04.619.857.656......cccueeieriiieieieieiiaieaieens Sarcoma 180
C04.619.857.800.......cccccveceirieeiieeeseeeene Sarcoma, Avian
C04.619.857.822.......cciiiiiiiiieiiiiee Sarcoma, Yoshida
CO4.626......cccveeeeiieeciiee e Neoplasms, Hormone-Dependent
CO4.657 ..o Neoplasms, Multiple Primary
C04.651.435.....coiiiiiiiiiiiieee e Hamartoma Syndrome, Multiple
C04.651.435.500.....cccccceeiiiiiaiiiieeiieee e Proteus Syndrome
C04.651.600......cccceeeirieeeiieeaiee e Multiple Endocrine Neoplasia
C04.651.600.500.......ccceemiiieeiiiieeiiiee e Multiple Endocrine Neoplasia Type 1
C04.651.600.505......ccccceeiiiieeeiieeeeieee e Multiple Endocrine Neoplasia Type 2a
C04.651.600.510....cceivieeiiiieiiiie e Multiple Endocrine Neoplasia Type 2b
C04.651.800......ccciriieiiieierieie e Tuberous Sclerosis
CO4.666.......ccoeeeeeeeeeeeeeeeeeaians Neoplasms, Post-Traumatic
CO4.682.....cccveeeeeieeeeee e Neoplasms, Radiation-Induced
C04.682.512.....coiiiiiiiiiiiciceee Leukemia, Radiation-Induced
CO04.692.....c..oiiiiiiiieieeee e Neoplasms, Second Primary

CO4.697 ... Neoplastic Processes
CO04.697.045......cccieeeeeeeee e Anaplasia

C04.697.098.....ccciiiieiiie e Carcinogenesis
C04.697.098.500........cccceemiriieaiireeiieeeeiieeens Cell Transformation, Neoplastic
C04.697.098.500.110....ccueeurruiieicieeeieeeeie e Blast Crisis
C04.697.098.500.160........ccoveieeririeirieieieeeene Cell Transformation, Viral
C04.697.098.875....ccciiieeiiieeiiee e Cocarcinogenesis
CO04.697.645......cccoveeeeeeeeeeeee e Neoplasm Invasiveness
C04.697.645.500........cccceiiiiiiiiiiiiiieiieeee Leukemic Infiltration
CO04.697.650......cccumeeiiieeeciieeeiee e Neoplasm Metastasis
C04.697.650.560.........cceemiiiiaiiiiieiiiee e Lymphatic Metastasis
C04.697.650.695......cccveeiiiieeeieeeeiee e Neoplasm Micrometastasis
C04.697.650.830....ccccuveeaiiiieiiiieeiieee e Neoplasm Seeding
C04.697.650.895.......ccccviiiiiiiieieiieeeee Neoplasms, Unknown Primary
C04.697.650.900........ccceemiiiieiieeeaieee e Neoplastic Cells, Circulating
CO04.697.655.....cccciieecieeeceee e Neoplasm Recurrence, Local
CO04.697.670....cccccieeaiiiieiiieeeee e Neoplasm Regression, Spontaneous
CO04.697.700......cccieeiiieeeiieeeeieee e Neoplasm, Residual

CO4.700....ccc e Neoplastic Syndromes, Hereditary

C04.700.100......cccueeireeieeiiieeie e Adenomatous Polyposis Coli
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C04.700.100.392......cceiiiiiiiiiieiie e Gardner Syndrome

CO04.700.175. .o Basal Cell Nevus Syndrome
C04.700.212.....eiieeeeeee e Birt-Hogg-Dube Syndrome
C04.700.250....cccccteeeeeiiee e Colorectal Neoplasms, Hereditary Nonpolyposis
C04.700.250.500......ccccmiiiiiiiieiieeieeieeeiene Lynch Syndrome Il
C04.700.250.500.500......cuceeeiiereeiiieeeiiee e Muir-Torre Syndrome
C04.700.305......ccceeieeeiee e Dysplastic Nevus Syndrome
C04.700.330..cceeeieeeeeiiee e Exostoses, Multiple Hereditary
C04.700.435.....coiiiiiiieiieeiee e Hamartoma Syndrome, Multiple
CO04.700.517 oo Hereditary Breast and Ovarian Cancer Syndrome
C04.700.600.......ccccemriiiiiiiieiie e Li-Fraumeni Syndrome
C04.700.630....ccciieeeeiiieeeieeeeeee e Multiple Endocrine Neoplasia
C04.700.630.500.......ccceeiirieeaiireenieeeeiieeens Multiple Endocrine Neoplasia Type 1
C04.700.630.505....ccccueeeiiieeiiiee e Multiple Endocrine Neoplasia Type 2a
C04.700.630.510...ccccciieeeiieeeiee e Multiple Endocrine Neoplasia Type 2b
C04.700.632......cccuieiiiiiiiiieieceee Tuberous Sclerosis
C04.700.635......cccoieiiiiieeeeeeee e Wilms Tumor
C04.700.635.220....ccccveeeaiiieeaiiee e Denys-Drash Syndrome
C04.700.635.950......ccccuiiiiiiiiieiieiieeieeeine WAGR Syndrome
C04.700.645......ccciiiiiiiiie Neurofibromatoses
C04.700.645.650........ccccveieiriieeieeieseeee Neurofibromatosis 1
C04.700.645.655........cccoiiiiiiiiiiieeee Neurofibromatosis 2
C04.700.705......ccieeiieeieiiieee e Peutz-Jeghers Syndrome

CO4.730. e Paraneoplastic Syndromes

CO04.730.713 e Paraneoplastic Endocrine Syndromes
CO04.730.713.317 e ACTH Syndrome, Ectopic
C04.730.713.988.....c.ceeiiiiiiiiiiee e Zollinger-Ellison Syndrome
C04.730.856....cccccueeeeiiieeiieeeeee e Paraneoplastic Syndromes, Nervous System
C04.730.856.112...ccceceieeeciee e Anti-N-Methyl-D-Aspartate Receptor Encephalitis
C04.730.856.225.....cccuiieeiieeeee e Lambert-Eaton Myasthenic Syndrome
C04.730.856.437 ....oeecieeeecee e Limbic Encephalitis
C04.730.856.543.......cooeeeeeeeeeeeeeeeeea Myelitis, Transverse
C04.730.856.596.......cccviemiiiiiieiiiiieeiieaine Opsoclonus-Myoclonus Syndrome
C04.730.856.650.....ccccueeeiiieaiiiieeiiiee e Paraneoplastic Cerebellar Degeneration
C04.730.856.700.......cccmeimeiiiieiieeieeieeaiene Paraneoplastic Polyneuropathy
C04.730.900.....ccccueeeeiiieeeiee e Paraneoplastic Syndromes, Ocular
CO4.834......coiiiieieiee e Precancerous Conditions
C04.834.020....cccciuieeeiiiieiiie e Aberrant Crypt Foci
C04.834.288......ccceeeiiieieiiiee e Erythroplasia
C04.834.450.....ccccoeeeeeeeeeeeeeeeeeeeaaens Keratosis, Actinic

C04.834.512..ccciiieeeeeeeeeeee e Leukoplakia
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C04.834.512.513 i Leukoplakia, Oral
C04.834.512.513.500......c.ccciirieiiieiaieaenie e Leukoplakia, Hairy
C04.834.567......cccveiiiiiiiiiieeeeeeee e Lymphomatoid Granulomatosis
C04.834.770......cccoiiiiiiiiiiieiieeeee Preleukemia
C04.834.818.....coiiieeiiiiieeiieee e Uterine Cervical Dysplasia
C04.834.818.249....ccciiiiieeiieeee e Atypical Squamous Cells of the Cervix
C04.834.818.500.......cccceeiirieeeiiieeiieee e Squamous Intraepithelial Lesions of the Cervix
C04.834.867....ccccuiieeiieeaiieeeee e Xeroderma Pigmentosum
C04.850....c..ciiiiiiiieiieiieeee e Pregnancy Complications, Neoplastic
C04.850.908.....cccuieiiiiieeiee e Trophoblastic Neoplasms
C04.850.908.208........cccoveeerieeeenieeeeeeeee Choriocarcinoma
C04.850.908.208.438..........eeeeiiiiieiiieeeiee e Choriocarcinoma, Non-gestational
C04.850.908.208.875.....cccvvveeriieeeiiee e e Trophoblastic Tumor, Placental Site
C04.850.908.416....ccccuveeaiiieeiiieecieee e Gestational Trophoblastic Disease
C04.850.908.416.750.......ccccrirrerereriienienieieeeenns Hydatidiform Mole
C04.850.908.416.750.500.........ccuerueeereaierieiieieeieeeanas Hydatidiform Mole, Invasive
CO5..oee e Musculoskeletal Diseases

CO5.116. e Bone Diseases
C05.116.070.....coiieeiieeieeiieee e Bone Cysts
C05.116.070.265.....ccceeeeaiiieeiee e Bone Cysts, Aneurysmal
C05.116.099....cccciiieeiiieeeee e Bone Diseases, Developmental
C05.116.099.052....ccmiiieiiiieiiie e Acro-Osteolysis
C05.116.099.052.400.........ccemriiiiiiiiiiienieeieene Hajdu-Cheney Syndrome
C05.116.099.105....cciiiieeiiieeeeee e Basal Cell Nevus Syndrome
C05.116.099.343......cooviiiiiirieieeeereeees Dwarfism
C05.116.099.343.110....cceiuiiieiiiieeceee e Achondroplasia
C05.116.099.343.110.500......c.0ceeeiieeeeiieeesiieeeeieee s Thanatophoric Dysplasia
C05.116.099.343.250......ccuceieiiiiieiiiee e Cockayne Syndrome
C05.116.099.343.347 .....ooiiiiiiiiieeiie e Congenital Hypothyroidism
C05.116.099.343.445.......ociiiiiieeee e Dwarfism, Pituitary
C05.116.099.343.679.....cccuiiiiiiiiieiieeee e Laron Syndrome
C05.116.099.343.796.......ccueiuiiiieieieiese e Mulibrey Nanism
C05.116.099.343.957.....coiiiiiiiiiieie e Weill-Marchesani Syndrome
C05.116.099.370....cccciieeaiieeiiee e Dysostoses
C05.116.099.370.237....eeiieiieiieeieesiie e Craniofacial Dysostosis
C05.116.099.370.231.427 ...coeieeieeeeeeee e Hallermann's Syndrome
C05.116.099.370.231.480......ccccveiiieieiiiieiieeieeniens Hypertelorism
C05.116.099.370.231.576....ccccueeeiiieeeeiie e Mandibulofacial Dysostosis
C05.116.099.370.231.576.410.....ccceiiieiiiiiiiecieeee e Goldenhar Syndrome
C05.116.099.370.380....cccuvveeaiieeeiiiee e Focal Dermal Hypoplasia

C05.116.099.370.535.....cccvvieeiieeeieee e Klippel-Feil Syndrome
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C05.116.099.370.652......ccceiiiiiiiieiieiiee e Orofaciodigital Syndromes
C05.116.099.370.797 ...ooeiieeeiieeeeee e Rubinstein-Taybi Syndrome
C05.116.099.370.894......cceviiiiiiieiieeiee e Synostosis
C05.116.099.370.894.115....coiiiiiiieieeee e Antley-Bixler Syndrome Phenotype
C05.116.099.370.894.232.......cccviiiiiiiiiiieiie e Craniosynostoses
C05.116.099.370.894.232.015....ccciiiiiiiieiiiee e Acrocephalosyndactylia
C05.116.099.370.894.819......cceiviriiiirircie e Syndactyly
C05.116.099.370.894.819.100......ceeeeeiiieeeiiiie e Acrocephalosyndactylia
C05.116.099.370.894.819.756......cceeiiiiiiiiiieiieeieeee Poland Syndrome
C05.116.099.386......cceveererieieieieiiaiiaieaieens Funnel Chest
C05.116.099.492.......coiiiiiiiiiieiiieeeee Gigantism
C05.116.099.655.....ccciiieiiiieiiee e Leg Length Inequality
C05.116.099.674......ooeiiiiiiiiieieeeeeee Marfan Syndrome
C05.116.099.708....cccciiieiiiieeiee e Osteochondrodysplasias
C05.116.099.708.017 ....oeeieiieeeeeeeeeee e Achondroplasia
C05.116.099.708.017.500......c.ueeeeiieeeiiieeeiiee e Thanatophoric Dysplasia
C05.116.099.708.025......cceviiiiiiiieiieeie e Acquired Hyperostosis Syndrome
C05.116.099.708.180....ccccuveeeaiiieeaieee e Camurati-Engelmann Syndrome
C05.116.099.708.195......cceiiiiiiiieie e Chondrodysplasia Punctata
C05.116.099.708.195.200........ueeeeiieeeeiieee e Chondrodysplasia Punctata, Rhizomelic
C05.116.099.708.207......cceveiiriiiieiieeiie e Cleidocranial Dysplasia
C05.116.099.708.327 ....ceiiiieeeiieeeieee e Ellis-Van Creveld Syndrome
C05.116.099.708.338.......ccoerriieieieireeeece e Enchondromatosis
C05.116.099.708.375....ccciiiieiiiieiieee e Fibrous Dysplasia of Bone
C05.116.099.708.375.199......ccueiiiiiiirierie e Cherubism
C05.116.099.708.375.372...ccciueiiiiiieeeee e Fibrous Dysplasia, Monostotic
C05.116.099.708.375.381 .....eeieiieiiieieeeieeee e Fibrous Dysplasia, Polyostotic
C05.116.099.708.479....ccciiiiiiiieiee e Hyperostosis, Cortical, Congenital
C05.116.099.708.486.........ccevuveiiieiieiiieiieeieeae Hyperostosis Frontalis Interna
C05.116.099.708.534......coiiiiiiiiiiiiiiec e Kashin-Beck Disease
C05.116.099.708.582......ccceeiiiiiiieiiiiie e Langer-Giedion Syndrome
C05.116.099.708.670......ccceeeiiiiiiiiiieiiciei e Osteochondroma
C05.116.099.708.670.615......ccceerviieeieeeeeee e Osteochondromatosis
C05.116.099.708.670.615.325.......ceiiiiiiiieiiie e Exostoses, Multiple Hereditary
C05.116.099.708.685.........coeiiiiiiieiieiiie e Osteogenesis Imperfecta
C05.116.099.708.702......ccceeeiiiiiiiiieeieree e Osteosclerosis
C05.116.099.708.702.593........ccoovvieeeieieeeeee e Melorheostosis
C05.116.099.708.702.678.....ccueeeeiieeeeieeeeieee e Osteopetrosis
C05.116.099.708.702.685......c.ueeveeieeeeiiee e Osteopoikilosis
C05.116.099.708.779....cciiiiieeiieeeee e Pycnodysostosis

C05.116.099.708.857......cceviiiiiieeiieeiee e Short Rib-Polydactyly Syndrome
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C05.116.099.708.928.........ooeeevieeeiriee e Slipped Capital Femoral Epiphyses
C05.116.099.736....cceivieeaiiiieaiee e Osteolysis, Essential
C05.116.099.739......occiiiiiiieeeee e Pectus Carinatum
C05.116.099.742......coeiiiiiiieeeeeeeene Platybasia
C05.116.099.750.....c.cceimiiiiiiiieieeeeseeeine Proteus Syndrome

CO5.116. 132, Bone Diseases, Endocrine
C05.116.132.082......coiiiiiiiiiiiieie e Acromegaly
C05.116.132.256....ccccveeeeiiieeeiee e Congenital Hypothyroidism
C05.116.132.358....c..ceiiiiiiiiiiieie e Dwarfism, Pituitary
CO05.116.132.479. ..o Gigantism
C05.116.132.684.......oeiieiiiiiiieeceeee Osteitis Fibrosa Cystica
CO5.116.165....ccoeeeeeeeeeeeeeeeeeeaes Bone Diseases, Infectious
C05.116.165.495.......ooiiiiiiiieeeeeee e Osteomyelitis
C05.116.165.495.249.......ociiiiiiiieece e Mastoiditis
C05.116.165.495.500........ccrimmemrirerrirnienieieeeenns Petrositis
C05.116.165.495.750.......cceiiieicieeeeaeee e Pott Puffy Tumor
C05.116.165.595.......cciiiiiiceceeeeee e Periostitis
CO05.116.165.762......cueeueeieieieieieeeieeeiens Spondylitis
C05.116.165.762.301.....cooevireiriicieeese e Discitis
C05.116.165.886........ccoevvveeeeeeeeeeeeeeeeeeeeeeanns Tuberculosis, Osteoarticular
C05.116.165.886.722.....cccevveeeeeeeeeriee e Tuberculosis, Spinal
CO5.116.198....ccoeeeeeeeeeeeeeeaae Bone Diseases, Metabolic
C05.116.198.247 ... Bone Demineralization, Pathologic
C05.116.198.247.400.......cceeeiiiieiiie e Decalcification, Pathologic
C05.116.198.371..coeeeeieeecee e Mucolipidoses
C05.116.198.579....ceiiiiieiieeeiee e Osteoporosis
C05.116.198.579.304......cceiiiiiiieeiieeee e Female Athlete Triad Syndrome
C05.116.198.579.610....ccciuviieiiiiieiiiee e Osteoporosis, Postmenopausal
C05.116.198.709....c.ceiiiiiiiiieeee e Pseudohypoparathyroidism
C05.116.198.709.628..........oeeeiiiiieiiiie e Pseudopseudohypoparathyroidism
CO05.116.198.816......coevueriiiirieieieicieereeiens Rickets
C05.116.198.816.640........ccceviviiiiiiiiiiciieees Osteomalacia
C05.116.198.816.750......cceeeiireiiieiieeiee e Renal Osteodystrophy
C05.116.198.816.875....cccuiiieiiiieeiieeeee e Rickets, Hypophosphatemic
C05.116.198.816.875.500.......c..cccemueeeeiiieeeiieeesiieeens Familial Hypophosphatemic Rickets
CO05.116.214 ..o Bone Malalignment
C05.116.214.500.......ccccoviiiieeeeeeeeeeee Bone Anteversion
C05.116.214.500.500.......ccceiieriiieieieieaie e Coxa Vara
C05.116.214.750.......cciiieiiieeceeeeeee Bone Retroversion
C05.116.214.750.500.......ccceireeiiieeeieaeeie e Coxa Valga

CO05.116.231 e Bone Neoplasms
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C05.116.231.030......cccviieeeiieeeeeeee e Adamantinoma
C05.116.231.343....coieeeeee e Femoral Neoplasms
C05.116.231.754 ..o Skull Neoplasms
C05.116.231.754.450.....cccevieiiiieiee e Jaw Neoplasms
C05.116.231.754.450.583.......c.eeveeeieeeeiee e Mandibular Neoplasms
C05.116.231.754.450.607 ....ceiueeeiiiieeeiee e Maxillary Neoplasms
C05.116.231.754.450.692.......c..oeveeieeeeciee e Palatal Neoplasms
C05.116.231.754.600......ccceeeiiiiiaiiieeeiee e Nose Neoplasms
C05.116.231.754.659....ccccviieeiieeeeee e Orbital Neoplasms
C05.116.231.754.829....ccciiiiiiieeee e Skull Base Neoplasms
C05.116.231.828....ccccvieeeiieeeeee e Spinal Neoplasms

CO05.116.264 ... Bone Resorption
CO05.116.264.143......coviiiiriieeeeee Ainhum
C05.116.264.150.......cccciiiiiiiiiicieeeee Alveolar Bone Loss
C05.116.264.579...cccuveiiiiiiiiiec e Osteolysis
C05.116.264.579.052....cccueiiiiiiieiiee e Acro-Osteolysis
C05.116.264.579.052.400........cccuemirieieiiiieiienieeieens Hajdu-Cheney Syndrome
C05.116.264.579.704.....cceiiiiieeeee e Osteolysis, Essential
CO05.116.327 ... Coxa Valga

C05.116.397 ..o Eosinophilic Granuloma

CO05.116.425....ccc e Epiphyses, Slipped
C05.116.425.500.....cccuueeaiiieeiiie e Slipped Capital Femoral Epiphyses
CO05.116.482.....coiiieeiiieeieee e Genu Valgum

CO5.116.511 i Genu Varum
C05.116.540......ccciiiiiiieiieee e Hyperostosis
C05.116.540.310...cccuviiiiiiiiiiieiiceeeeee Exostoses
C05.116.540.310.500......ccceeireiriiiiiaiie e Exostoses, Multiple Hereditary
C05.116.540.310.600.......cccoiririiieieiesenieieeeenes Heel Spur
C05.116.540.310.800......ccceeiireiiieiiiieiie e Osteophyte
C05.116.540.400......cccueeeiiiieeiiieeieee e Hyperostosis, Cortical, Congenital
C05.116.540.410....ccccciieeeiiieeeceee e Hyperostosis, Diffuse Idiopathic Skeletal
C05.116.540.420....ccccuveeiiieeiiie e Hyperostosis Frontalis Interna
C05.116.540.600........ccceemiiiiieiiiiieeieeaiene Hyperostosis, Sternocostoclavicular
C05.116.680.......ccveeeneeieeieiieeieeee e Osteitis
C05.116.692......cccviiiiicceeee e Osteitis Deformans

CO5.116.725. ... Osteoarthropathy, Primary Hypertrophic
CO05.116.758.....coiieeiieieeecee e Osteoarthropathy, Secondary Hypertrophic
CO5.116.79 e Osteochondritis
C05.116.791.668.......ccoeeveerieeceeeeeeee Osteochondritis Dissecans
CO05.116.821 ... Osteochondrosis

C05.116.821.500......ccccuieiirieeeiieeeeieee e Spinal Osteochondrosis
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C05.116.821.500.500........ccoveierriiieirieieieeeene Scheuermann Disease
C05.116.852......cciiiiiiiiciieiecee Osteonecrosis

C05.116.852.087 ....ccccveeeeceie e Bisphosphonate-Associated Osteonecrosis of the Jaw
C05.116.852.175....coeiiiiiiiecceeeeee Femur Head Necrosis
C05.116.852.175.570.....ccceiiiiiiieeiie e Legg-Calve-Perthes Disease
C05.116.900.....cccceeeeiiiieeiie e Spinal Diseases
C05.116.900.153......oveiiiiiiiiiiee e Intervertebral Disc Degeneration
C05.116.900.307 ....ceeiiieeaiiieeaiiee e Intervertebral Disc Displacement
C05.116.900.480.......cccmieiiiiiieiieiieeieeeiene Ossification of Posterior Longitudinal Ligament
C05.116.900.540......cceeeieiiieeieieeeieeeens Platybasia
C05.116.900.596.......cccveerieiiiieiieiieeieeeine Posterior Cervical Sympathetic Syndrome
C05.116.900.800......ccuveeairieeaiiieeaieee e Spinal Curvatures
C05.116.900.800.500........c.coimmerererrirnierieieeeenns Kyphosis
C05.116.900.800.500.500........ccc0eruremriniiiiiiiiieciene Scheuermann Disease
C05.116.900.800.750.......cccrirreriieriienienieieeeenns Lordosis
C05.116.900.800.875.....coccveueieicieeeiesieeee e Scoliosis
C05.116.900.801....ceeviiieeiiieeeiiee e Spinal Neoplasms
C05.116.900.808......cueveeaiiieeaiiie e Spinal Osteochondrosis
C05.116.900.808.500........cccoveerrrieeeirenieieeene Scheuermann Disease
C05.116.900.815....cciiiiieiiiieeeiee e Spinal Osteophytosis
C05.116.900.815.651....ccccviieeiiieecieee e Hyperostosis, Diffuse Idiopathic Skeletal
C05.116.900.825.....ccciiieiiiieeiiieeeee e Spinal Stenosis
C05.116.900.853......c.ccerirriirieieieiiieareerenes Spondylitis
C05.116.900.853.500.......cc0ceuirurieieneaieaienieieeieenes Discitis
C05.116.900.853.625.........ceeiiviiiieiieiiee e Spondylarthritis
C05.116.900.853.625.399......ccuciiieieienieiieie e Osteoarthritis, Spine
C05.116.900.853.625.800......c.ccccemueeeeiirieeiiieeesiieeeens Spondylarthropathies
C05.116.900.853.625.800.424...........coueieeieieieieieeeeienes Arthritis, Psoriatic
C05.116.900.853.625.800.837.......ccvevverereirrieaieieerieeeieees Arthritis, Reactive
C05.116.900.853.625.800.850........c.ccueruemeeieaieaieieeieeeeienns Spondylitis, Ankylosing
C05.116.900.853.850......c.cc0ceemvereeirieeeiieeesineeenns Tuberculosis, Spinal
C05.116.900.938......coeeueeieiiiieieieieeeie e Spondylosis
C05.116.900.938.500.........ccemuveirieiiieaiierieeeieeae Spondylolysis
C05.116.900.938.500.500........0ccuervemeereaierierierierieeanas Spondylolisthesis
CO05.182...ciieiieeee e Cartilage Diseases
C05.182.100......cccieiiiiiiiiiieieeeeee Chondromalacia Patellae
C05.182.310.....ciiieeieeiee e Laryngomalacia
C05.182.520......cccieiiiiiiiiiieiceeeee Osteochondritis
C05.182.525......cciiieiieeeee e Pectus Carinatum

C05.182.531 ... Polychondritis, Relapsing

C05.182.790.....ccciteeieieiee e Tietze's Syndrome



2016 MeSH Tree Hierarchy

Tree location

C05.182.895......cccuiieiiiiee e Tracheobronchomalacia
C05.182.895.249.......ccoiiiiiiiiiiie Bronchomalacia
C05.182.895.500.......cccceveeerieeiieeeeseeeee Tracheomalacia

C05.321 .o Fasciitis
C05.321.550.....cccceeieieieeiiieee e Fasciitis, Necrotizing
C05.321.600......cccceeiiiiiiiiiiciie e Fasciitis, Plantar
C05.330...ceieiiieieeee e Foot Deformities
C05.330.448......cceiieeeieieieeeeeee e Flatfoot
C05.330.488....ccccvieeeciieeeiee e Foot Deformities, Acquired
C05.330.488.099......c.ceiiiiriiiiieieieeaieaiees Bunion, Tailor's
C05.330.488.200......cccccuieieiiiieiieiieeneeeiene Equinus Deformity
C05.330.488.300......cceeeiereiieieiaiaiaieeieens Hallux Limitus
C05.330.488.310.....ccummieriiriirieieieieiareeieens Hallux Rigidus
C05.330.495....cciiiieiiieee e Foot Deformities, Congenital
C05.330.495.150......cueeriiriirieieieiiiareeeeees Clubfoot
C05.330.610....cueeeieneeieeieie e Hallux Valgus
C05.330.612....ceeiiieiiicc e Hallux Varus
C05.330.615....cieiiiieeeiiee e Hammer Toe Syndrome
C05.360......cccriiieieieieeee e Foot Diseases
C05.360.350......cccceemiiiiiiiiieiiceeeeee Fasciitis, Plantar
C05.360.400......cccuieeiiieeeiiieeeiiee e Heel Spur
C05.360.500.....cccumeeeiiieeaiieeiiee e Metatarsalgia
C05.360.750......ccceeiiieieiiieeee e Posterior Tibial Tendon Dysfunction
C05.390....cciiiiiiiiieiee e Hand Deformities
C05.390.110.uueeeciieeeeiiee e Hand Deformities, Acquired
C05.390.408.....ccciiieiiiieeiie e Hand Deformities, Congenital
C05.500......ccciiieiiieeeeee e Jaw Diseases
C05.500.086.....cccvveeeiiieeaiiieeiiiee e Bisphosphonate-Associated Osteonecrosis of the Jaw
C05.500.174 ..o Cherubism
C05.500.368......cceeveeeeeeeeeeeeeeeeeeeeeeaes Granuloma, Giant Cell
C05.500.460.......ccoeveeriiiiniriee e Jaw Abnormalities
C05.500.460.185......cceeriirieieieieieieaieeieens Cleft Palate
C05.500.460.457 .....ooeviiiiiiiieieeeeee Micrognathism
C05.500.460.606.........ceeemiuieeaiiiieaiiiee e Pierre Robin Syndrome
C05.500.460.655.......ccccueemiiiiieiieiieeieeene Prognathism
C05.500.460.827 ....cceiveeeaiiieaiiee e Retrognathia
C05.500.470.....ccccieiiiiieiiieeeeeeesee e Jaw Cysts
C05.500.470.660......ccceeemiieeaiiiieeiiiee e Nonodontogenic Cysts
C05.500.470.690.......cccomiimiiiiieiiieieieeeiene Odontogenic Cysts
C05.500.470.690.150....ccccuveeeiieieeiiiee e Basal Cell Nevus Syndrome

C05.500.470.690.310.....cccuieireiiieiieeiee e Dentigerous Cyst
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C05.500.470.690.605.........c.ccivimiieiiiiiie e Odontogenic Cyst, Calcifying
C05.500.470.690.790.......cceiuiriiiiieeaieaeeie e Periodontal Cyst
C05.500.470.690.790.820.........cceverrirrieriirierieieininas Radicular Cyst
C05.500.480.......ccueeemeaieaieieeieieeeeeeeas Jaw, Edentulous
C05.500.480.450.......ccccuiimiiiiieiiiieeneeeien Jaw, Edentulous, Partially
C05.500.499....ccciiiiiiiiie e Jaw Neoplasms
C05.500.499.583.....cccviieiiiiieeiee e Mandibular Neoplasms
C05.500.499.607....ceiiiieeiiiieiiiee e Maxillary Neoplasms
C05.500.499.692......ccuveeiiiieeeiiee e Palatal Neoplasms
C05.500.607......cccuieiiiiiiiiiieiiieee e Mandibular Diseases
C05.500.607.221......occviiieeiiieeeeeee e Craniomandibular Disorders
C05.500.607.221.897 ....ceiieiieiiiieeeee e Temporomandibular Joint Disorders
C05.500.607.221.897.897 ......eoeiiriiiiiiieiieeeie e Temporomandibular Joint Dysfunction Syndrome
C05.500.607.442.........ooeiiiiaiiieeieeeee e Mandibular Neoplasms
C05.500.607.655.......cccoviimiiiiieiieiieeieeaine Prognathism
C05.500.693.....ccciiieeiiieeieeeee e Maxillary Diseases
C05.500.693.528.......cccoviimiiiiiieieiee e Maxillary Neoplasms
C05.550....ccciiiiiiiiiiie e Joint Diseases
C05.550.069......cccceemiiiiiiiiieieiee Ankylosis
C05.550.069.680......ccceeemiuriieiiiereiiiee e Spondylitis, Ankylosing
C05.550.091....cviiiiiiiie e Arthralgia
C05.550.091.700......cceeeeieiirieeieieeaieaieens Shoulder Pain

C05.550. 114 ...cviiiieiieeeeeee e Arthritis
C05.550.114.015...cccoeeeieeeeeeeeeeeeeeee Arthritis, Experimental
C05.550.114.099......ccciiiiiiiceceee e Arthritis, Infectious
C05.550.114.099.500.......ccceiiueieieiaiesienieieeeenes Arthritis, Reactive
C05.550.114.122......ociiiiieeeeee e Arthritis, Juvenile
C05.550.114.145. ..ot Arthritis, Psoriatic
C05.550.114.154 ..o Arthritis, Rheumatoid
C05.550.114.154.219....ciiiiiieiieeee e Caplan Syndrome
C05.550.114.154.389.....ccciiiiiiiiiiiiceee e Felty Syndrome
C05.550.114.154.683.....coccuieiiieiiieeiece e Rheumatoid Nodule
C05.550.114.154.728......occviieieeeeeeeeee Rheumatoid Vasculitis
CO05.550. 114154774 ..o Sjogren's Syndrome
C05.550.114.154.870......ccciiiiiiiieeieeeeceee Still's Disease, Adult-Onset
C05.550.114.264.......oooiiiiiiiiiieee Chondrocalcinosis
C05.550.114.423......cooiiiiiiiieeeeeeees Gout
C05.550.114.423.410.....ccciiiiieieeceee e Arthritis, Gouty
C05.550.114.606........c.coveceereeeeieeeseene Osteoarthritis
C05.550.114.606.400........cceerueieiaiaieaesieieeeenes Osteoarthritis, Hip

C05.550.114.606.500.........cccemiuereeirieeeiieeeeiieeenns Osteoarthritis, Knee
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C05.550.114.606.750......cccceemirireeiieeeeiieeesineeenns Osteoarthritis, Spine
C05.550.114.678.....ccoeeeeiiiiieieieieeeiesiene Periarthritis
C05.550.114.843......occviieiieeeeee e Rheumatic Fever
C05.550.114.843.566.......ccceuerueicienieieaieaieieeeenes Rheumatic Nodule
C05.550.114.843.823.....ccceiiiiiiiieieeee e Wissler's Syndrome
C05.550.114.854.....coeeueeiiiieeieieeeieeees Sacroiliitis
C05.550.114.865.......cciviiieiiiieiieeieeiee e Spondylarthritis
C05.550.114.865.399......ccovviiiiieiieeeeeeeeeeeeeeeeeee Osteoarthritis, Spine
C05.550.114.865.800......ccccceemiuereeirieeeiieeesineeenns Spondylarthropathies
C05.550.114.865.800.424.........ccoeieeiiiaiiiiieeeiene Arthritis, Psoriatic
C05.550.114.865.800.637......ccccveverirriiriiiierierieieias Arthritis, Reactive
C05.550.114.865.800.850.........ccuereemeereaierieiieieeiieianas Spondylitis, Ankylosing
C05.550.150.....ccccueeiiieieiiiiee e Arthrogryposis
C05.550.186....ccceveeeeiiieeaiiieecieee e Arthropathy, Neurogenic

C05.550.257 ..o Bursitis
C05.550.251.595......cceiiiiiiieeieieeeieeiene Periarthritis
C05.550.287.....coiiieiiiiieiiiiee e Chondromatosis, Synovial
C05.550.323......cciiiiiiie Contracture
C05.550.323.468.....cccceeeiiieeeiieeeeieee e Hip Contracture
C05.550.323.734 ..o Ischemic Contracture
C05.550.384......cccuiiiiiiieiiiee e Femoracetabular Impingement
C05.550.445.......ccoeiiiiiieeeeeee e Hallux Limitus
C05.550.450......ccccuemiiiieiiiieie e Hallux Rigidus
C05.550.459......ccciiiiiiii Hemarthrosis
C05.550.509......ccceiiiiiiieiiiee e Hydrarthrosis
C05.550.515....ciiiiiieeiiieeee e Joint Deformities, Acquired
C05.550.521 ...t Joint Instability
C05.550.535......ccciiiiiiiiiie Joint Loose Bodies
C05.550.610.....ccciieiiiiiiiiiieie e Metatarsalgia
C05.550.629....cccciiiiiiiiieeiiee e Nail-Patella Syndrome
C05.550.648......ccceeiiiiiiiiieieeeee Osteoarthropathy, Primary Hypertrophic
C05.550.684 ... Osteoarthropathy, Secondary Hypertrophic
C05.550.700......cccceemeeiieiiiieie e Patellofemoral Pain Syndrome
C05.550.840.....ccccuvieeiiiieaiie e Shoulder Impingement Syndrome
C05.550.870.....cccceeiiiiiiiiiieeeeesee e Synovitis
C05.550.870.890.....cccvveeaiiieeiiieeiiee e Synovitis, Pigmented Villonodular
C05.550.905.....cccciieeciiee e Temporomandibular Joint Disorders
C05.550.905.905....ccccuiieiiiieeiiee e Temporomandibular Joint Dysfunction Syndrome
C05.65T .. Muscular Diseases
C05.651.102....ciiiiieeiiiee e Arthrogryposis

C05.651.180.....cccieeiiiieiieiiieie e Compartment Syndromes
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C05.651.180.063.......cccvieieiiiieiie e Anterior Compartment Syndrome
C05.651.180.297 ....ceiiiieeeiieeeee e Intra-Abdominal Hypertension
C05.651.180.531....eviiiieieeeeeee e Ischemic Contracture

C05.651.197 ..o Contracture

C05.651.197.270...cccuviiiiiiiiiieie e Dupuytren Contracture
C05.651.197.468.....ccceveeiiieiiie e Hip Contracture

C05.651.197.734 ..o Ischemic Contracture

C05.651.243... ..o Craniomandibular Disorders

C05.651.243.897 ....cceceieeeee e Temporomandibular Joint Disorders
C05.651.243.897.897 ....ceiiiiieiiieeeee e Temporomandibular Joint Dysfunction Syndrome
C05.651.290......cccieiiiiieiiieee e Eosinophilia-Myalgia Syndrome
C05.651.310.cceeiieieeiieee e Fatigue Syndrome, Chronic
C05.651.324.....cooiiiiiiiiiiiieceee e Fibromyalgia

C05.651.392....cciiiiiiiiiiieeee e Isaacs Syndrome
C05.651.426......cccviiiieiiiiieeeeeee Medial Tibial Stress Syndrome
C05.651.460.....ccccuveieiiiieaiieeeeee e Mitochondrial Myopathies
C05.651.460.620.......cccceeiirieeaiireeiieeeeiieeenns Mitochondrial Encephalomyopathies
C05.651.460.620.520.......ccceiiueiiiiiiieaeiie e MELAS Syndrome
C05.651.460.620.530.......ccccmirmeriieriierienieieeeenns MERRF Syndrome
C05.651.460.700......cccceeeaiiieeaiiie e Ophthalmoplegia, Chronic Progressive External
C05.651.460.700.500.........ccemmirriiiiiaiieiieeieene Kearns-Sayre Syndrome
CO05.651.475....coiiieeeiieeeeeeee e Muscle Cramp

CO05.651.494 ... Muscle Neoplasms
C05.651.504.......coeieiieeieeeeeee e Muscle Rigidity
C05.651.512..ceiiieiiiiieee e Muscle Spasticity

C05.651.515. ..o Muscle Weakness

CO05.651.534....cccciieeeiee e Muscular Disorders, Atrophic
C05.651.534.500.......ccueemiiiiaiiieeiieee e Muscular Dystrophies
C05.651.534.500.074.....cccviiiiiiiiieiieeie e Distal Myopathies
C05.651.534.500.149....cccciiiiiiiieiiee e Glycogen Storage Disease Type VII
C05.651.534.500.280......cccceiuriirieiiiiiienieeieee Muscular Dystrophies, Limb-Girdle
C05.651.534.500.280.500........cceeeiueeeaiiieeniiee e Sarcoglycanopathies
C05.651.534.500.300......ccccemmiirieniieaiieiieeieeae Muscular Dystrophy, Duchenne
C05.651.534.500.350.....ccucueemiereeiiieeeiiee e Muscular Dystrophy, Emery-Dreifuss
C05.651.534.500.400.........ccemmimrieiiiiaiienieeieeae Muscular Dystrophy, Facioscapulohumeral
C05.651.534.500.450......cc.ceiemieiieiiiie e Muscular Dystrophy, Oculopharyngeal
C05.651.534.500.500......c..ccemmimrieiiiaiieiieeieene Myotonic Dystrophy
C05.651.534.750....cccccieeiiiiieaiee e Postpoliomyelitis Syndrome
C05.651.538......ccciiiiiiieereee e Musculoskeletal Pain
C05.651.542....ceoiiieiieieieeeeee Myalgia

C05.651.550......ccccuemiiiiiiiiieiieeeesee e Myofascial Pain Syndromes
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C05.651.550.905.......ccciuiiiiiiiieiieiieeieeeiene Temporomandibular Joint Dysfunction Syndrome
C05.651.575....cciiiieiieeeeeee e Myopathies, Structural, Congenital
C05.651.575.290......ccccviiiiiiiieiieieeceeee Myopathies, Nemaline
C05.651.575.300....ccccueeeaiiiieiiiie e Myopathy, Central Core
C05.651.594 ..o Myositis
C05.651.594.600........ccceemiiiiaiiiiieiieee e Myositis, Inclusion Body
C05.651.594.638.......cccoveiiiiiiieiieiieeieene Myositis Ossificans
C05.651.594.728......coeiiiiiiieeeeeeene Orbital Myositis
C05.651.594.819...ccuviiiiiiiiiieieeeeeee Polymyositis
C05.651.594.819.500.......c.ceteiiiiiaiiieeeiee e Dermatomyositis
C05.651.594.909.......cciiiiiiiiiiieiieieeeeei Pyomyositis
C05.651.662.....cccvvieiiiieeiieeceee e Myotonic Disorders
C05.651.662.500.......ccccueimiiiiiaiiiiiieieeaine Myotonia Congenita
C05.651.662.750.....ccccuveeiiiieaiiiieeiieee e Myotonic Dystrophy
C05.651.707.eiiiieeeeeiee e Paralyses, Familial Periodic
C05.651.701.450....cccccuieeiiieeiiee e Hypokalemic Periodic Paralysis
C05.651.701.600.......cccvieiiiiiieieiieeieeaiene Paralysis, Hyperkalemic Periodic
CO05.651.742....ccoiieiieeeeee e Polymyalgia Rheumatica
C05.651.807.....coiiieeiiiiiiiiiieie e Rhabdomyolysis
C05.651.807.628......c.cceeiiiiiiieieieieaieeiens Myoglobinuria
C05.651.869......cccveiiiiiiiiiieiieeeeee Tendinopathy
C05.651.869.870....ccccuveeiiiieiiiieeiieee e Tenosynovitis
C05.651.869.870.800........c.cceemivereeirieeeiieeeeineeenns Tendon Entrapment
C05.651.869.870.800.200........ccc0eruririiiiiiiriiieciene De Quervain Disease
C05.651.869.870.800.800........cc0uemreerieeiiieiienieenieenns Trigger Finger Disorder
C05.660.......ccciiiiiiiiiiiieiceee Musculoskeletal Abnormalities
C05.660.077.....oiiiiiiiieiiiiiieie e Arthrogryposis
C05.660.142.....cciiiieiiieeieeeee e Campomelic Dysplasia
C05.660.207......cccvieireeeieeeee e Craniofacial Abnormalities
C05.660.207.103....ceiiiieeiiiieeeiiee e 22q11 Deletion Syndrome
C05.660.207.103.500......cc.ccemriirieriieeiee e DiGeorge Syndrome
C05.660.207.207 ....eeeiiieeeiieeeiiee e Cleidocranial Dysplasia
C05.660.207.219...ccuviiiiciiiiiiese e Costello Syndrome
C05.660.207.237...eceiiieeiiieeeeee e Craniofacial Dysostosis
C05.660.207.231.427 ....oooiiiiiiiiieeieeeee e Hallermann's Syndrome
C05.660.207.231.480.....c.cceiuirieicieeaieaieee e Hypertelorism
C05.660.207.231.576.....cccceviiiiiieeiieiiee e Mandibulofacial Dysostosis
C05.660.207.231.576.410....ccccueiiiiieeeieeeeiee e Goldenhar Syndrome
C05.660.207.240......ccccmiiiiiiiieiiieeeseeeine Craniosynostoses
C05.660.207.240.100......cceeeeiieieeiiieeeiiee e Acrocephalosyndactylia

C05.660.207.325.....c.cceiiieieiiiieiee e Donohue Syndrome
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C05.660.207.410....ccccciieeiiieeeieee e Holoprosencephaly
C05.660.207.525......cccerieieiieieieieiaieaiens LEOPARD Syndrome
C05.660.207.532......cceiiiiiiiiiieiie e Loeys-Dietz Syndrome
C05.660.207.536....ccccvveeaiiieeiiiie e Megalencephaly
C05.660.207.536.500.........cccmverriiiiiiaiieneeeieeae Hemimegalencephaly
C05.660.207.540.......cccouiiiiiiieiiciiieeeee Maxillofacial Abnormalities
C05.660.207.540.229.......ccccoviiiiineieeeeceeee Dentofacial Deformities
C05.660.207.540.460........cceiiueiiieiaieieie e Jaw Abnormalities
C05.660.207.540.460.185.........cceverirririiieieieees Cleft Palate
C05.660.207.540.460.457......ccooieeeiiiaeiiieeeieenae Micrognathism
C05.660.207.540.460.606.........c.ceevveemieiiiieiiiiieeniiens Pierre Robin Syndrome
C05.660.207.540.460.655.........cceieeeeeieiiieieiieanas Prognathism
C05.660.207.540.460.827.......c.ccveverirrieriirienierieieinns Retrognathia
C05.660.207.620....ccccuveeaiieeeaiiieeiieee e Microcephaly
C05.660.207.620.500.........ccemmiriiiiiiaiieiieeieeae Porencephaly
C05.660.207.690.....cccuveeaiiieeaiiie e Noonan Syndrome
C05.660.207.700.......cccomieriiiiieiieeieeieeaiene Orofaciodigital Syndromes
C05.660.207.707 ..eeeeiiieeaiiieeeee e Plagiocephaly
C05.660.207.707.624......cceveiiiiiieiiieie e Plagiocephaly, Nonsynostotic
C05.660.207.720......ceeeeieiiieieieieiaieeieens Platybasia
C05.660.207.850.......cccvieriiiiiieiieiieeieeaiene Rubinstein-Taybi Syndrome
C05.660.207.925.....ccciiieiiiieeiee e Silver-Russell Syndrome
C05.660.386.......ccceevveririeerereeie e Funnel Chest
C05.660.417.....oiiiiiiiiiiiiiiecceeee Gastroschisis
C05.660.449......cccoiiiiiiiiiieeeee e Hip Dislocation, Congenital
C05.660.557 ..o Klippel-Feil Syndrome
C05.660.585......ccceeiiiiiiiiiiee e Limb Deformities, Congenital
C05.660.585.174 ..o Arachnodactyly
C05.660.585.262........ccoeeiiiiiieiiiieeeene Brachydactyly
C05.660.585.350.......ccccuiiiiiiiiiiiiiieiieee Ectromelia
C05.660.585.512...c..cciiiiiiiiiiiieiieieeee Lower Extremity Deformities, Congenital
C05.660.585.512.380.....cccuuvieiiiieeiiiee e e Foot Deformities, Congenital
C05.660.585.512.380.500.........cc0emveurrerrieriirierieieininas Clubfoot
C05.660.585.600........ccemueririeieiaiaiiaieaieens Polydactyly
C05.660.585.600.374......cceeeiiviiiieiieiiie e Pallister-Hall Syndrome
C05.660.585.600.750.......ccceerueirieiaieaienieieeeenes Short Rib-Polydactyly Syndrome
C05.660.585.620.......cccueemmriiiiiiiiiiiieieeaiene Proteus Syndrome
C05.660.585.800........cceeuerrrieieianiaiiaieaieens Syndactyly
C05.660.585.800.100.........ccemmirrieiiieaiienireeieens Acrocephalosyndactylia
C05.660.585.800.756.....cccuvveeiveriaiiieeeiieee e Poland Syndrome

C05.660.585.984.........oooviiiieeeiieeeee e Thanatophoric Dysplasia
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C05.660.585.988........cccueimiiiiiiiiiieeeee Upper Extremity Deformities, Congenital
C05.660.585.988.425.........ccoiiiiiiiiiiiieeiieeeeee e Hand Deformities, Congenital
C05.660.745.......ccoiiieiieeeee e Pectus Carinatum
C05.660.906......ccuveeeiiieeaiieeeieee e Synostosis
C05.660.906.181....c.oeeiiiiiiiiiieree e Antley-Bixler Syndrome Phenotype
C05.660.906.364.........coeeiiiieeaiiieeiieee e Craniosynostoses
C05.660.906.364.100.........cccmuimrieniiiaiieiieeieeas Acrocephalosyndactylia
C05.660.906.819......ceeerieriiiiieieieiaieseins Syndactyly
C05.660.906.819.100......c..ccemreirieriieaieeriee e Acrocephalosyndactylia
C05.660.906.819.756....ccccuvveeiieieeiiiee e Poland Syndrome
C05.799...iiiieiee e Rheumatic Diseases
C05.799.056.......cveeeeeeieiieiieieeieeee e Arthritis, Juvenile

C05.799.114 ..o Arthritis, Rheumatoid
C05.799.114.219 e Caplan Syndrome
C05.799.114.389...ccuviiiiiiiiiee e Felty Syndrome
C05.799.114.683......coeeieeiiiieeieeeeeesiene Rheumatoid Nodule

C05.799. 114728 Rheumatoid Vasculitis

CO5.799. 114774 ..o Sjogren's Syndrome
C05.799.114.870......ocoiriiieeeeee e Still's Disease, Adult-Onset
C05.799.321 .o Fibromyalgia

C05.799.414 ..o Gout
C05.799.414.410.c.coiiiieiiieeeeeeee Arthritis, Gouty
C05.799.440......cccoueiiiiiiiiee e Hyperostosis, Sternocostoclavicular
C05.799.613.....oiiiiiieie e Osteoarthritis
C05.799.613.400.......cccueeeiiieeeiieeeeiee e Osteoarthritis, Hip
C05.799.613.500.......ccccevieeeeeeeeeeeeeeeeeeeeeeeeeens Osteoarthritis, Knee
C05.799.613.750....ccccuieeeciieeeiiee e Osteoarthritis, Spine
C05.799.720....cce e Polymyalgia Rheumatica
C05.799.825......ccciiiiiice e Rheumatic Fever
C05.799.825.566........cceeuereiieieieiaiiaieaieens Rheumatic Nodule
C05.799.825.823......cciiiiiiiiiiiee e Wissler's Syndrome
C05.906.......ccoiiiiiiiiieiiecee Tennis Elbow

COB...vieieeeee e Digestive System Diseases

C06.130. e Biliary Tract Diseases
C06.130.120......ccciiieeieee e Bile Duct Diseases

C06.130.120.120. ... ceeeeeeeeiiiee e Bile Duct Neoplasms
C06.130.120.120.280.....cccuveeeerieeeereee e e e Common Bile Duct Neoplasms
C06.130.120.123.....ccuiieeieeeeeeeee e Biliary Atresia

C06.130.120.127 .ot Choledochal Cyst
C06.130.120.127.500......ccceviiiiiiiiiiieie e Caroli Disease

C06.130.120.135..eeeeeeeeeeceee e Cholestasis
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C06.130.120.135.150....ccccuveeeereee e Cholestasis, Extrahepatic
C06.130.120.135.250....ccccceieieeeeeeeeeeeeeeeeeeeeeeeeee Cholestasis, Intrahepatic
C06.130.120.135.250.125......ccciiiiiieieeiiieee e Alagille Syndrome
C06.130.120.135.250.250......cc0ceueeeieieaieiieiee e rieeenae Liver Cirrhosis, Biliary
C06.130.120.135.812.....coiiiiiieeieeee e Mirizzi Syndrome
C06.130.120.200......ceeueeieieiieieieieeaee e Cholangitis
C06.130.120.200.110..c..eeieeieiieeieeiee e Cholangitis, Sclerosing
C06.130.120.250......cceiiiiiiiiiieiiceieeeeee Common Bile Duct Diseases
C06.130.120.250.098......cc.eveiiiiiieiieeiee e Biliary Dyskinesia
C06.130.120.250.098.800.........ccveeeueereaierierierierieneanas Sphincter of Oddi Dysfunction
C06.130.120.250.174......ooviiiiieeeceeeeeeee Choledocholithiasis
C06.130.120.250.280.....cccueeeeeiieeeaiiee e Common Bile Duct Neoplasms
C06.130.140.....cociviririirieieeee e Bile Reflux

C06.130.320....ceeeeeeeeeiiee e Biliary Tract Neoplasms
C06.130.320.120....ccccveeeeceiieeeeee e Bile Duct Neoplasms
C06.130.320.120.280....ccccueeeeaieeeeaiieeeeiee e Common Bile Duct Neoplasms
C06.130.320.407 ..eeeeeeieeeciee e Gallbladder Neoplasms
C06.130.409.......ciiieieieieieeeeeee e Cholelithiasis
C06.130.409.178...ccuviiiieiiiiiieiee e Cholecystolithiasis
C06.130.409.267 ......ceeerieiiiieieieieeaeeaieens Choledocholithiasis
C06.130.409.633.......ccoeireeereeeeeeeee e Gallstones
C06.130.564......ccceeeiiiiiiiiieceee Gallbladder Diseases
C06.130.564.263.......cccveiieiiiieiieiieesieeane Cholecystitis
C06.130.564.263.249.........coiiiiiiiiiee e Acalculous Cholecystitis
C06.130.564.263.500.........ccemviirieiiiiiiienieeieene Cholecystitis, Acute
C06.130.564.263.500.500.........ceemiueeeaiiieeiiiee e Emphysematous Cholecystitis
C06.130.564.332......cceiiiiiiiiiieiie e Cholecystolithiasis
C06.130.564.332.500.......ccceireeieieeaieieaie e Gallstones
C06.130.564.401....cccociieeeiiee e Gallbladder Neoplasms
C06.130.825....ccciiiieeiiieeeee e Postcholecystectomy Syndrome
CO06.198....ceiiiiiiiieeeeeee e Digestive System Abnormalities
C06.198.050.....cccceveeeeeeeeeeeeeeeeeeeeeeeeaes Anus, Imperforate
C06.198.102.....cciieeiiieeiee e Barrett Esophagus
C06.198.125....ciiieieeiee e Biliary Atresia
C06.198.184......ooiieiiiiieeiee e Choledochal Cyst
C06.198.184.500.......ccccuiiiiiiiiiiiiiieiieeee Caroli Disease
C06.198.257.....oiiieeiiieieeieee e Diaphragmatic Eventration
C06.198.330....cceeiieeeiiieeeiee e Esophageal Atresia
C06.198.439......cciiieiiiiiiiiee e Hirschsprung Disease
C06.198.719.....oiiiiiiiccee Intestinal Atresia

C06.198.859....cccciiieeiiiee e Meckel Diverticulum
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CO06.267 ..o Digestive System Fistula
C06.267.150.......ceueeeeeeieiieeieieeeeeeeiees Biliary Fistula
C06.267.250......cccceeiieiiiiiiieie e Esophageal Fistula
C06.267.250.725....cceiieeeeiieeeeee e Tracheoesophageal Fistula
C06.267.375...c.ceecveeieeeiee e Gastric Fistula
C06.267.550......ccccoeiiiiiiiiiiciieeeeee Intestinal Fistula
C06.267.550.600........ccccriririeieiniiiireaieens Rectal Fistula
C06.267.550.600.650.........cceemuereeiiieeeiieeeeiieeene Rectovaginal Fistula
C0B.267.775...cooeeeeeeiee e Pancreatic Fistula

C06.307T ... Digestive System Neoplasms
C06.301.120.....ceieeieeieeeieee e Biliary Tract Neoplasms
C06.301.120.250....cccceeeeeiiieeeieee e Bile Duct Neoplasms
C06.301.120.250.250......ccuvveeerereeereeeeeieeeeieeeenns Common Bile Duct Neoplasms
C06.301.120.407 ..eeeeiiieeiiee e Gallbladder Neoplasms

C06.301.371 . Gastrointestinal Neoplasms
C06.301.371.205....cciiiieeeieeeeeee e Esophageal Neoplasms
C06.301.371.308......cccvieieeiieeeeeeee e Gastrointestinal Stromal Tumors
C06.301.371.411 oo Intestinal Neoplasms
C06.301.371.411.184....cc e Cecal Neoplasms
C06.301.371.411.184.290......cueeiiiieeeieee e Appendiceal Neoplasms
C06.301.371.411.307 ..oeeeciieeeeee e Colorectal Neoplasms
C06.301.371.411.307.090......cueeiiiieeeeiee e Adenomatous Polyposis Coli
C06.301.371.411.307.090.500......cc0ceiieeririiiieiieeieeseeens Gardner Syndrome
C06.301.371.411.307.180...ccccueeeeiiiee e Colonic Neoplasms
C06.301.371.411.307.180.800......c0ceieeerriiiieiieeieeeeeen Sigmoid Neoplasms
C06.301.371.411.307.190....cccueeeeiiiee e Colorectal Neoplasms, Hereditary Nonpolyposis
C06.301.371.411.307.790.....cccueeeeeeee e Rectal Neoplasms
C06.301.371.411.307.790.040.......ccveiiieceeeceee e Anus Neoplasms
C06.301.371.411.307.790.040.040.......c.ooeeviireeeir e Anal Gland Neoplasms
C06.301.371.411.445. ..., Duodenal Neoplasms
C06.301.371.411.501...cceiiiieeiee e lleal Neoplasms
C06.301.371.411.512. e Immunoproliferative Small Intestinal Disease
C06.301.371.411.523....ciiiiieeeeeeeee e Jejunal Neoplasms
C06.301.371.767 .o Stomach Neoplasms
C06.301.371.883...cciiiiiiiiiiiiiee e Zollinger-Ellison Syndrome
C06.301.623....cceiiieeiiiie e Liver Neoplasms
C06.301.623.040......ccciivieiiieeieeeeeeeee Adenoma, Liver Cell
C06.301.623.160.......ccceeeeeeeeeeeeeeeeeeeeeeeeeeeeeens Carcinoma, Hepatocellular
C06.301.623.460.......cccceeevrieeaiieeeeieee e Liver Neoplasms, Experimental
C06.301.767 ..o Pancreatic Neoplasms

C06.301.761.249....ccccieeeeeeee e Adenoma, Islet Cell
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C06.301.761.249.500........cccoviieiiiieeirieeeceeeee Insulinoma
C06.301.761.500........cccoeeeeeeeeeeieeeeeeeeeeieeeeeans Carcinoma, Islet Cell
C06.301.761.500.124.......ccoiiiiiiieeeeeeeeeeee Gastrinoma
C06.301.761.500.249.......ooiiiiiieiiee e Glucagonoma
C06.301.761.500.500........ccccvmieerieienreeieieeeene Somatostatinoma
C06.301.761.500.750......c.cccrmiierieiaeaieaenie e Vipoma
C06.301.761.750......ccciiieeiiieeeeee e Carcinoma, Pancreatic Ductal
C06.301.780....cceeieeeeeiieeeiee e Peritoneal Neoplasms
C0B.405.......cciieeeeeeeeee e Gastrointestinal Diseases

C06.405. 117 .o Esophageal Diseases
C06.405.117.102...cciieiiiiiiiiicee e Barrett Esophagus

C06.405. 117119 cieiiiee e Deglutition Disorders
C06.405.117.119.500......cceiiiiiiiieiieeiee e Esophageal Motility Disorders
C06.405.117.119.500.204.......cocieieieenieeii e CREST Syndrome
C06.405.117.119.500.432.......cciiiiiiiiiiiiieiee e Esophageal Achalasia
C06.405.117.119.500.450......c.eeeiiiieeeeiieeeiiee e Esophageal Spasm, Diffuse
C06.405.117.119.500.484........ccviiiiiiiiieie e Gastroesophageal Reflux
C06.405.117.119.500.484.500.........ceeeieeeaiiiieaiiiaeeiieaens Laryngopharyngeal Reflux
C06.405.117.119.500.484.500.500.........ccceirreeirireeirireeeiiieaenns Respiratory Aspiration of Gastric Contents
C06.405.117.119.500.742....cccueiiiiiiieieeeee e Plummer-Vinson Syndrome
C06.405.117.136...cccuveceeeiiiiiiecee e Diverticulosis, Esophageal
C06.405.117.240....ccccoieeeiieeie e Esophageal and Gastric Varices
C06.405.117.260.......cccviiieiiiieiie e Esophageal Atresia
C06.405.117.316...cceeeieeeiie e Esophageal Cyst

C06.405.117.367 ...cccueeiicieeeiiee e Esophageal Fistula
C06.405.117.367.725....ccciieeeiieeeee e Tracheoesophageal Fistula
C06.405.117.430....cccccieeeciieeeeee e Esophageal Neoplasms
C06.405.117.468.....ccceeeeiieeeiie e Esophageal Perforation
C06.405.117.468.524.......ooeiiiiiiiieie e Mallory-Weiss Syndrome
C06.405.117.544 ... Esophageal Stenosis
C06.405.117.620.....c.cceiuiiiiiiiieiieiieeseeaine Esophagitis
C06.405.117.620.209....cccueiiiiiiieeiiee e Eosinophilic Esophagitis
C06.405.117.620.420......cccueeeeeeeeeiieeeiieee e Esophagitis, Peptic
C06.405.205......cccooeiiiiiiiiiceeee Gastroenteritis
C06.405.205.099......c.ocuriiriiriiieieiiiiresiees Appendicitis
C06.405.205.200.......ccccuiiiiiiiiiiciieeieeeee Cholera Morbus
C06.405.205.265........cccovuireiriiieieiiiireeiens Colitis
C06.405.205.265.115.....coveiieiieiiieeeiesee e Colitis, Ischemic
C06.405.205.265.173....cccceeeeeeieee e Colitis, Microscopic
C06.405.205.265.173.500......cc0ccuereeeeieaierierieieerieeenas Colitis, Collagenous

C06.405.205.265.173.750......ccciveirieiiiiiieiieeieesiee s Colitis, Lymphocytic
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C06.405.205.265.231......cccviiireeeieceeseeeeee e Colitis, Ulcerative
C06.405.205.265.767 .....coveueeeiieieieeeieaeeie e Proctocolitis
C06.405.205.298.......c.cccvviriiriiieieiiiireenees Diverticulitis
C06.405.205.337...cueeueeieeieiienieieieieeie e Dysentery
C06.405.205.331.312...eciiiiiiiiiieeiie e Dysentery, Amebic
C06.405.205.331.479....cciiiiiieiiieeeee e Dysentery, Bacillary
C06.405.205.462......c.ccvvuvreiriiieieiiiireaienes Enteritis
C06.405.205.462.249.....c.ccviiiiieeecee e Duodenitis
C06.405.205.462.624..........ooeimiriiiiiieeens lleitis
C06.405.205.462.624.500.........cccemeeeeaieiieieiieiieianas Pouchitis
C06.405.205.596........cccoveeirieeieee e Enterocolitis
C06.405.205.596.700.........ceeeiieieeiiieeeiiee e Enterocolitis, Necrotizing
C06.405.205.596.750......ccc0veeerereeiieeeeiieeesineeenns Enterocolitis, Neutropenic
C06.405.205.596.800.........ccccviiiiiiiiiiieiii e Enterocolitis, Pseudomembranous
C06.405.205.663.......cccveeiiiiiieiieiieeieeaine Esophagitis
C06.405.205.663.209......c.ceeiiiiiiieiiiee e Eosinophilic Esophagitis
C06.405.205.663.420......cccc0eemiuireeiiieeeiieeesinneenns Esophagitis, Peptic
C06.405.205.697......cueeueiieiieieieieieiaieeieens Gastritis
C06.405.205.697.394......covvieeiieeeiiee e Gastritis, Atrophic
C06.405.205.697.410....cccciiieiiiieiiee e Gastritis, Hypertrophic
C06.405.205.73 1 ..ooiieiiieiiicee e Inflammatory Bowel Diseases
C06.405.205.731.249....ccviiiiiiieeeeeee e Colitis, Ulcerative
C06.405.205.731.500.......ccccrveeiiieieirieeeceeeee Crohn Disease
C06.405.205.798......coeeieeieiiieieieeeaieeiene Mucositis
C06.405.205.865........ccceruereirieieieiiiaresrenns Proctitis
C06.405.205.865.790......c.ccciuireeieieiaieaienie e Proctocolitis
C06.405.205.932......covimiiriiriiieieiiiareeieees Typhlitis

C06.405.227 ....oeeiieeeeeeeeeeee e Gastrointestinal Hemorrhage
C06.405.227.400........ccoovecireieieeeseeeene Hematemesis
C06.405.227.600......c.ccceeerereieieiaiaieaieins Melena
C06.405.227.700.......cccoeeeiiiiiieiieeieeieeeiene Peptic Ulcer Hemorrhage
C06.405.249.....ccciiiiiieeee e Gastrointestinal Neoplasms
C06.405.249.205.....ccccuieeeiiieeeiee e Esophageal Neoplasms
C06.405.249.308........cccviiiiiiieiciieeeeee Gastrointestinal Stromal Tumors
C06.405.249.411 c.oooeeeeeeeeeee e Intestinal Neoplasms
C06.405.249.411.184 ....coiiiiieiiieee e Cecal Neoplasms
C06.405.249.411.184.290......ccueveeeieeeeieeeeiee e Appendiceal Neoplasms
C06.405.249.411.307 ..eeeiiiieeiiie e Colorectal Neoplasms
C06.405.249.411.307.090.......cccvemreenieiiiieiienieenieens Adenomatous Polyposis Coli
C06.405.249.411.307.090.500........0eeeiieeeeiiiieeiiiee e Gardner Syndrome

C06.405.249.411.307.180...cccccueeeeiieeeecieeeeieee e Colonic Neoplasms
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C06.405.249.411.307.180.800......cc0ceiereririiiieiieeieeseeen Sigmoid Neoplasms
C06.405.249.411.307.190....ccccueeeiiieee e Colorectal Neoplasms, Hereditary Nonpolyposis
C06.405.249.411.307.790.....cccueeeeeieeeeciee e Rectal Neoplasms
C06.405.249.411.307.790.040.......ccueiveiicececieee e Anus Neoplasms
C06.405.249.411.307.790.040.040.......c..oeeiiieeeeire e Anal Gland Neoplasms
C06.405.249.411.445....ccciiiiiiee e Duodenal Neoplasms
C06.405.249.411.507...cceiiiieeeie e lleal Neoplasms
C06.405.249.411.512 e Immunoproliferative Small Intestinal Disease
C06.405.249.411.523....coiiiiiiiiieee e Jejunal Neoplasms
C06.405.249.767 ....ceeeeeiieeeee e Stomach Neoplasms
C06.405.249.883.......ceiiiiieiiiiee e Zollinger-Ellison Syndrome
C06.405.469.......ccooeiiiiiiiiieiieee Intestinal Diseases
C06.405.469.110......ccciiiiiiiiee e Cecal Diseases

C06.405.469.110.207 ....ccvvevieeiiieieieeeeee e Appendicitis

C06.405.469.110.417 c.ooeeeieeeeee e Cecal Neoplasms
C06.405.469.110.417.290....cccueiiiiieieeiee e Appendiceal Neoplasms
C06.405.469.110.708.......ccermirririierieseieeeeenns Typhlitis
C06.405.469.158.......ccccuiiiiiiiiiiciieeee Colonic Diseases
C06.405.469.158.093.......ccuvruiriiriierieseie e Chilaiditi Syndrome
C06.405.469.158.188.....c.ccvviviieicieeiece e Colitis
C06.405.469.158.188.115......ccveiviriiiiiinie e Colitis, Ischemic
C06.405.469.158.188.173....cciveiieiieee e Colitis, Microscopic
C06.405.469.158.188.173.500......ccceiireririiiieiiecieeseen Colitis, Collagenous
C06.405.469.158.188.173.750.......ccueiueieeeeeieaieaie e Colitis, Lymphocytic
C06.405.469.158.188.231......ccvviviiieicieeceeee e Colitis, Ulcerative
C06.405.469.158.188.767......ccueeeeeeeiieieiie e Proctocolitis
C06.405.469.158.272.......ccoeiveeiiieeeeeeeee e Colonic Diseases, Functional
C06.405.469.158.272.217 ..ceviiiiiiiiiiciceeee Colonic Pseudo-Obstruction
C06.405.469.158.272.608........cccvviiieiieiiiiiiiieieeiens Irritable Bowel Syndrome
C06.405.469.158.272.804......c.eeeeiiieieeiieeeeee e Neurogenic Bowel
C06.405.469.158.356......cccuveeerireeirieeeiieeesineeenns Colorectal Neoplasms
C06.405.469.158.356.090........ceeriiueeeiiieeeaiiee e Adenomatous Polyposis Coli
C06.405.469.158.356.090.500........0ccivrermririienireeieeneeenn Gardner Syndrome
C06.405.469.158.356.180....cccueeeeiuieeeeiiieeeiiee e Colonic Neoplasms
C06.405.469.158.356.180.800.........cccveeriririieiieeieeniieene Sigmoid Neoplasms
C06.405.469.158.356.190.....ccueeeiiieeeeiiee e Colorectal Neoplasms, Hereditary Nonpolyposis
C06.405.469.158.587 .......ccvermvieeiieeceeeeeeeee Diverticulosis, Colonic
C06.405.469.158.587.500........c.cceieeueereaierirrieieerieianas Diverticulitis, Colonic
C06.405.469.158.707.....coiviiiiiiieeiieeee e Megacolon
C06.405.469.158.701.439....cciuiiiiiiieeeiee e Hirschsprung Disease

C06.405.469.158.701.591 ....eeieiiiiiiiiiiciiiee e Megacolon, Toxic



2016 MeSH Tree Hierarchy

Tree location

C06.405.469.158.850......cccceiuviiiieiiiiiienieeieeie Sigmoid Diseases
C06.405.469.158.850.790......cc.cieeeeeieaieiieriesie e Proctocolitis
C06.405.469.158.850.850........ccuemrieiiriiiieiiinieesieens Sigmoid Neoplasms
C06.405.469.275.......ocooviiiiiieiiciieeee Duodenal Diseases
C06.405.469.275.270....ccccvveeeieeeeeiee e e e Duodenal Neoplasms
C06.405.469.275.395......ccoiiiiiiiiiieee e Duodenal Obstruction
C06.405.469.275.395.890.......cccveirieiiiiiieiie e Superior Mesenteric Artery Syndrome
C06.405.469.275.600........cccerueieieiaieaienieieeeenes Duodenitis
C06.405.469.275.700......c.ccceieiiieeiieaiieneeieeae Duodenogastric Reflux
C06.405.469.275.800........cceirueieieiaieaieaieieeeenes Peptic Ulcer
C06.405.469.275.800.348.........ccveiveriirieriiieieiee Duodenal Ulcer
C06.405.469.275.800.523.......c0ccueieeeeieaieiieie e Esophagitis, Peptic
C06.405.469.275.800.698.........ceeeiieeeiiieeriieeesieeeens Peptic Ulcer Perforation
C06.405.469.275.800.849........c.cceiieireaieiiiieie e Stomach Ulcer
C06.405.469.275.800.924.........ccoeiiiiiiiiiieiieeieeis Zollinger-Ellison Syndrome
C06.405.469.300......c.cceeierieieieieieieaieeieens Dysentery
C06.405.469.300.312.....ccciiiiiiiiieiieeiee e Dysentery, Amebic
C06.405.469.300.479....ccciiiiiiiiiieiieee e Dysentery, Bacillary
C06.405.469.326........ccvvireiriiieieiiiireeieens Enteritis
C06.405.469.326.750.......ccciiieeieieieieaenie e Duodenitis
C06.405.469.326.875.......cccriirereieriesee e lleitis
C06.405.469.326.875.500.........ccuerueeereaierieiieieerieeanas Pouchitis
C06.405.469.363.......ccoeeveeereeeeieeee e Enterocolitis
C06.405.469.363.700......ccuceeeiieieeiiieeeiiee e Enterocolitis, Necrotizing
C06.405.469.363.750.....ccccvieerieeeeieeeeiieeeeieeeenns Enterocolitis, Neutropenic
C06.405.469.363.800.........cccccviiiiiiiiiiiieiiieiees Enterocolitis, Pseudomembranous
C06.405.469.400.......cccciimiiiiieiiiiieeieeaiene HIV Enteropathy
C06.405.469.420........ccceiiiiiiiiiiiiieeeee lleal Diseases
C06.405.469.420.50....ccccviieeiiee e lleal Neoplasms
C06.405.469.420.520.......ccceiiuiiieiaieieae e lleitis
C06.405.469.420.520.500.........ccerverrrrieriirierieieieinas Pouchitis
C06.405.469.432....cciiieiiiieeiee e Inflammatory Bowel Diseases
C06.405.469.432.249.......cccoviiiiieieeeeee Colitis, Ulcerative
C06.405.469.432.500........cccciviiiiiiiiiiie e Crohn Disease
C06.405.469.445........coooviiiieeeeee e Intestinal Atresia
C06.405.469.452........cccoiiiiiiiiiiie Intestinal Diseases, Parasitic
C06.405.469.452.060........c.coimmirereriierienieieeenns Anisakiasis
C06.405.469.452.146.....c.cceeiiieeeeee e Balantidiasis
C06.405.469.452.250........ccciiiiiiiiiiiie e Blastocystis Infections
C06.405.469.452.269.........coieiiiiiiiiiiie e Cryptosporidiosis

C06.405.469.452.275....ccccvveeeiie e Dientamoebiasis
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C06.405.469.452.396........c.coeiuviiiiiiiiiiee e Dysentery, Amebic
C06.405.469.452.481 .....coooviieiiiieeeee e Giardiasis
C06.405.469.471.....ooeeieiieeeeeeee e Intestinal Fistula
C06.405.469.471.600........ccceireiiieiaieaeie e Rectal Fistula
C06.405.469.471.600.650........ccuemrimmeiiiieiiiiieenieens Rectovaginal Fistula
C06.405.469.491 ....coiiiieiieeeee e Intestinal Neoplasms
C06.405.469.491.184.....cccuviieeieeeeeee e Cecal Neoplasms
C06.405.469.491.184.290......ccueeviiiieeeiiee e Appendiceal Neoplasms
C06.405.469.491.307 ....cceiiieeeieee e Colorectal Neoplasms
C06.405.469.491.307.090......cueeiiiieeeeieee e Adenomatous Polyposis Coli
C06.405.469.491.307.090.500......cc0ccmireririiiienireeieeneeens Gardner Syndrome
C06.405.469.491.307.180....cccuereiiieeeiiee e Colonic Neoplasms
C06.405.469.491.307.180.800......cc0ceivreririiiieiieeieeneeenn Sigmoid Neoplasms
C06.405.469.491.307.190....cccueiieiieee e Colorectal Neoplasms, Hereditary Nonpolyposis
C06.405.469.491.307.790.....cccueeeeiieeeeiee e esieae e Rectal Neoplasms
C06.405.469.491.307.790.040.......cceiueieiieeieieeeeeen Anus Neoplasms
C06.405.469.491.307.790.040.040.......c.covememriririerieieieianns Anal Gland Neoplasms
C06.405.469.491.445........ooiiiiiiieeeeeeee e Duodenal Neoplasms
C06.405.469.491.501....cccciiieeieeeeee e lleal Neoplasms
C06.405.469.491.505....ccccuiiiiiieeieee e Immunoproliferative Small Intestinal Disease
C06.405.469.491.523......ciiiiiiiiiieiie e Jejunal Neoplasms
C06.405.469.531......ooiiiiiiiiieiceeeee Intestinal Obstruction
C06.405.469.531.099......cceiiiiiiiiiiiieiiee e Afferent Loop Syndrome
C06.405.469.531.311...ooiiiiiiiiiiieieee e Duodenal Obstruction
C06.405.469.531.424.........ooveeieeeee e Fecal Impaction
C06.405.469.531.492.......coiiuiiiiieeeese e lleus
C06.405.469.531.492.500........ccccvmverrineeriiiereceeae Intestinal Pseudo-Obstruction
C06.405.469.531.492.500.217 ....ooouviiiiiiiiiiecccee Colonic Pseudo-Obstruction
C06.405.469.531.568........ccovveiiiieeieeeeceee Intestinal Volvulus
C06.405.469.531.577 ...oooiiiieiiieeeee e Intussusception

C06.405.469.557 .......ccovieeiiieeeeee e Intestinal Perforation
C06.405.469.578....ccccvieeiiieeiieeee e Intestinal Polyposis
C06.405.469.578.249......ccceoiiiiiiiiiiiee e Adenomatous Polyposis Coli
C06.405.469.578.249.393......c.uiiiiiiiieiiee e Gardner Syndrome
C06.405.469.578.750......ccccceiiiiiieiieiiee e Peutz-Jeghers Syndrome
C06.405.469.600.........ceeemiiiiaiiiieeiiiee e Jejunal Diseases
C06.405.469.600.523.........cceiiiiiiieiiieiie e Jejunal Neoplasms
C06.405.469.637 ....cceieeeeaiieeeiiee e Malabsorption Syndromes
C06.405.469.637.145......ccceviiiiiiiiiiee e Blind Loop Syndrome
C06.405.469.637.250........ccccviiiiiiiiiiie e Celiac Disease

C06.405.469.637.378.....ccceieiieiiieiieeiee e Collagenous Sprue
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C06.405.469.637.506........c.ccveveeiieeeirieieieeee Lactose Intolerance
C06.405.469.637.832.....ccccuiiuiiiiiieieieae e Short Bowel Syndrome
C06.405.469.637.850......ccccceemirireeiiieeeiieeesineeenns Sprue, Tropical
C06.405.469.637.887......cceveieiiiiiiiiiiic e Steatorrhea
C06.405.469.637.925.....cccevieeiiieeeieee e Whipple Disease
C06.405.469.656........cccoeeviiriiiiiiiieiee Mesenteric Ischemia
C06.405.469.675.......cceoveirieeeeee e Mesenteric Vascular Occlusion
C06.405.469.778....cccceeeeeiieeeiee e Pneumatosis Cystoides Intestinalis
C06.405.469.818......coeiviiiiiiiieiieiieeee Protein-Losing Enteropathies
C06.405.469.860........cccoeeviiiiiiiiiiieiieee Rectal Diseases
C06.405.469.860.107......cccvirvieiiieieceeeeceeee Anus Diseases
C06.405.469.860.101.163....cccueieeiieeeeiieee e Anus Neoplasms
C06.405.469.860.101.163.083.......c.0eeeeiiieeeiiie e eiiee e Anal Gland Neoplasms
C06.405.469.860.101.430......ccueiueeeieieaiesieieieerieeenas Fissure in Ano
C06.405.469.860.101.752......ccueiviririirienierierieeeiea Pruritus Ani
C06.405.469.860.180.....ccuvveeaiiieeiiieeeiieee e Colorectal Neoplasms
C06.405.469.860.180.500.........ccceeueeeeiiieeriireeiieeeens Rectal Neoplasms
C06.405.469.860.180.500.040........c.couerieeeeiienieaieieeeeiene Anus Neoplasms
C06.405.469.860.180.500.040.040........c.ccoememriririerieieinnanns Anal Gland Neoplasms
C06.405.469.860.300.........cccvvirriiniiiaiieiieeiees Fecal Incontinence
C06.405.469.860.401.......ccoervieiiiiieieeeeceeee Hemorrhoids
C06.405.469.860.622........c.coeiueiceecieieiie e Proctitis
C06.405.469.860.622.790.........ccemverrrriirierierierieieias Proctocolitis
C06.405.469.860.752......c.ccuveuiiiiiiieieieaecie e Rectal Fistula
C06.405.469.860.752.650........ccuemriemieiiiieiiinieeniiens Rectovaginal Fistula
C06.405.469.860.800.........cceemuereaiiieeaiieeeeieeeenne Rectal Prolapse
C06.405.469.860.810.......ccccrvieeiiiieirieieieeee Rectocele
C06.405.469.965........cceeeiiiiieiiie e Zollinger-Ellison Syndrome
C06.405.748.......ccvieeeiieeeee e Stomach Diseases
C06.405.748.045......c.oceiiiiiieeeeen Achlorhydria
C06.405.748.142......occvieeeeeeee e Diverticulosis, Stomach
C06.405.748.240......ccceeeeiiieiiieeiee e Duodenogastric Reflux
C06.405.748.240.140.......ccconiiririiieseeeenns Bile Reflux
C06.405.748.280.......occcuiiiiiiiieiiciiieeeee Gastric Antral Vascular Ectasia
C06.405.748.300.......cccccvererieeeieee e Gastric Dilatation
C06.405.748.340.......ocociiiiiiieiiieeee Gastric Outlet Obstruction
C06.405.748.340.690.......ccceiviiiieiiiiiie e Pyloric Stenosis
C06.405.748.340.690.500.........cereiueeeiiiieeniiee e Pyloric Stenosis, Hypertrophic
C06.405.748.398......c.ociriiririeieeeeereerees Gastritis

C06.405.748.398.394 ......oouiiiiiiiecee e Gastritis, Atrophic

C06.405.748.398.410.....ccccuveeeieeeeieee e e Gastritis, Hypertrophic
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C06.405.748.543.....ccceeeeeeeeeeee e Gastroparesis
C06.405.748.586......c.cceeveieiieieieiaiaieaieens Peptic Ulcer
C06.405.748.586.349.......ccccovveiiieeeeeceee Duodenal Ulcer
C06.405.748.586.524.........oooeiiiiiiiieeee e Esophagitis, Peptic
C06.405.748.586.698.........cceeevviieeiiieeeiiee e Peptic Ulcer Perforation
C06.405.748.586.849.......ccciiiiiieiceaeee e Stomach Ulcer
C06.405.748.586.924.........cooiiiiiiieiiiiie e Zollinger-Ellison Syndrome
C06.405.748.630....ccccvveeaiieeaiie e Postgastrectomy Syndromes
C06.405.748.630.310.....cccvieiieiieeiieeiee e Dumping Syndrome
C06.405.748.789....ccoiiieeeieeeeie e Stomach Neoplasms
C06.405.748.824........oooeeeeeeeeee e Stomach Rupture
C06.405.748.895......cceeiiiriiiieieieeeeeeiene Stomach Volvulus
C06.405.748.947 ....coveiiiiiiee e Zollinger-Ellison Syndrome
C06.405.874 ... Tuberculosis, Gastrointestinal
C06.405.937....ooeciieeeeeeeee e Visceral Prolapse
CO06.552.......oiiiiiiiiiiiee Liver Diseases
C06.552.074.....cooiiiiiiiiiiiee e alpha 1-Antitrypsin Deficiency
C06.552.150....ccciieeeeiiiee e Cholestasis, Intrahepatic
C06.552.150.125....c.eveiiiiiiiiiee e Alagille Syndrome
C06.552.150.250.....cccceiieeeeeeeeeeeeeeeeeeeeeeeeees Liver Cirrhosis, Biliary
C06.552.195....ciiiiieiiiiieiee e Drug-Induced Liver Injury
C06.552.195.200....ccccuveeeiiieeaiiee e Drug-Induced Liver Injury, Chronic
C06.552.241 ..o Fatty Liver
C06.552.241.390......ceeerieiiiieieieieesieeiens Fatty Liver, Alcoholic
C06.552.241.519...ccciiiiiiiiiiiee e Non-alcoholic Fatty Liver Disease
C06.552.241.649....cccciiieiiieiieeee e Reye Syndrome
C06.552.270....cccccvieeeciieeeeiee e Focal Nodular Hyperplasia
C06.552.308.....ccciiiieiiieiiieeeee e Hepatic Insufficiency
C06.552.308.500........ccccvevurrieeiiieeeneeeene Liver Failure
C06.552.308.500.177 ...oeeiuiiiaiiiie e End Stage Liver Disease
C06.552.308.500.356......ccc0ceemvereeinrieeeiieeesineeenns Hepatic Encephalopathy
C06.552.308.500.750.......cccmmirueieianeaieaieaiereeeenes Liver Failure, Acute
C06.552.308.500.750.249........cccoviviiinieeeeee e Acute-On-Chronic Liver Failure
C06.552.308.500.750.500........cceremueeeiiiieeiiiie e Massive Hepatic Necrosis
C06.552.347 ..o Budd-Chiari Syndrome
C06.552.360.....ccccuveeeiiieeaiieeiiiee e Hepatic Veno-Occlusive Disease
C06.552.380......ccucriurriiiiiiieieieineniene Hepatitis
C06.552.380.290.....cccuveeiiiiieaiiee e Hepatitis, Alcoholic
C06.552.380.315....cccciieeeciieeeiee e Hepatitis, Animal
C06.552.380.315.430.....ccccuiiuiieieieiaieaie e Hepatitis, Viral, Animal

C06.552.380.315.430.440......cccceveiieeeeiieeeiee e Hepatitis, Infectious Canine
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C06.552.380.315.430.812......ccuciviriiiiriiiieiereeee Rift Valley Fever
C06.552.380.350....ccccuveeeaiiieeaiieeeaiee e Hepatitis, Chronic
C06.552.380.350.050......ccccciemvereeirieeeiieee s Hepatitis, Autoimmune
C06.552.380.350.100.......cccrurrueieieieaieaienieseeeenes Hepatitis B, Chronic
C06.552.380.350.120....ccccuvvieerireeiiieeeiieeeeiene e Hepatitis C, Chronic
C06.552.380.350.220.......ccucmuiieieieiaieaie e Hepatitis D, Chronic
C06.552.380.705....cccccuiieeirieeeiiee e Hepatitis, Viral, Human
C06.552.380.705.422.......ccveuiiieeeeese e Hepatitis A
C06.552.380.705.437 .....cooouvriiireriierese e Hepatitis B
C06.552.380.705.437.100......ccuceeeeeeieaiesieie e Hepatitis B, Chronic
C06.552.380.705.440.......ccccoimmiriiiriineieeeeenns Hepatitis C
C06.552.380.705.440.120......ccucieeeeeeeieeieie e Hepatitis C, Chronic
C06.552.380.705.450.......cccoimmiriiiriirienieieeeenns Hepatitis D
C06.552.380.705.450.100.........ccereeeereaiesieiierierieienas Hepatitis D, Chronic
C06.552.380.705.470.......ccccmimririiarienienieieeeenns Hepatitis E
C06.552.413....ciiiiieeieeeee e Hepatolenticular Degeneration
C06.552.416......cccieiiieiiiiiieeeee e Hepatomegaly
C06.552.455.....ccieeeieeee e Hepatopulmonary Syndrome
C06.552.465......cccveiiiiiiiiieeeeee Hepatorenal Syndrome
CO06.552.494 ... Hypertension, Portal
C06.552.494.414 ...coooiiiiiiiee e Esophageal and Gastric Varices
C06.552.597.....coiiiiiiiiiiiiic Liver Abscess

C06.552.597.517 .....oveiieiieeeeeee e Liver Abscess, Amebic
C06.552.597.758....ccccieeeieeeie e Liver Abscess, Pyogenic
C06.552.630......ccciiiiiiiieieieee e Liver Cirrhosis
C06.552.630.380.....ccccevieeeeeieeeeeeeeeeeeeeeieeeeeees Liver Cirrhosis, Alcoholic
C06.552.630.400.......ccccmiimiiiiieiiiiieeieeaine Liver Cirrhosis, Biliary
C06.552.630.467 ......coovveeeeeeeeeeeeeeeeeeeeea, Liver Cirrhosis, Experimental
C06.552.645.......ccoiiiiieiieeeee Liver Diseases, Alcoholic
C06.552.645.390......cceerierieieieieieiaieaieine Fatty Liver, Alcoholic
C06.552.645.490.......cccceeiiiieeeiieeeeiee e Hepatitis, Alcoholic
C06.552.645.590......ccccvviiieeieeeeeeeeeeeeeeeeeeens Liver Cirrhosis, Alcoholic
C06.552.664.......ccooeveeicieeeeeee Liver Diseases, Parasitic
C06.552.664.272....cccveeeiieeeieeeee e Echinococcosis, Hepatic
C06.552.664.424.........oovveieieeeee Fascioliasis
C06.552.664.642........ccooiiiiiiiiiiieiee Liver Abscess, Amebic
C06.552.697 ....ccccviieeiiiee e Liver Neoplasms
C06.552.697.040.......ccccuiiiiiiiieiiiiieeeee Adenoma, Liver Cell
C06.552.697.160......ccccueeiiiieeeiiieenieee e Carcinoma, Hepatocellular
C06.552.697.580.....cccuveeiiiiiaiiiieeiieee e Liver Neoplasms, Experimental

C06.552.802....cccciiieeiiieeeiee e Peliosis Hepatis
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C06.552.830....cccccuiieeiiiieeiieeeee e Porphyrias, Hepatic
C06.552.830.074 ... Coproporphyria, Hereditary
C06.552.830.150.....c.cccmmiiiiiiiieiieiieeieeeiene Porphyria, Acute Intermittent
C06.552.830.250....ccccvveeeiiieeaiiee e Porphyria Cutanea Tarda
C06.552.830.437 ....oeeeiieeeiee e Porphyria, Hepatoerythropoietic
C06.552.830.625.....cccuvieiiiieiiie e Porphyria, Variegate
C06.552.830.812....cccciieeciiieeeiee e Protoporphyria, Erythropoietic
C06.552.933....ccoiiieeeeeeeeeeeas Tuberculosis, Hepatic
C06.552.970......ccciiiiiiiiiiieeeeee Zellweger Syndrome
C06.689.......oeiiiiiiiiiiee Pancreatic Diseases
C06.689.150......cccueeiueeeieeiiieie e Congenital Hyperinsulinism
C06.689.150.500.......ccccuiiiiiiiiiiiiiiieieeeee Nesidioblastosis
C06.689.202......ccceeeiieeiiiiiiee e Cystic Fibrosis
CO06.689.276.....cccveeeeiiieeeiieeeeee e Exocrine Pancreatic Insufficiency
C06.689.500.......cccemriiieiiiieieeeeseee Pancreatic Cyst
C06.689.500.692.........ceieiiiiiaiiiie e Pancreatic Pseudocyst
C06.689.583.......ccooiveiiee e Pancreatic Fistula
C06.689.667.....cccveeeeiiieaiieeeeee e Pancreatic Neoplasms
C06.689.667.249.......ccooviiiieeeeeeeeee Adenoma, Islet Cell
C06.689.667.249.500........ccceruriiieiaiesienieieeeenes Insulinoma
C06.689.667.500........ccccveverriieeiieieieeeee Carcinoma, Islet Cell
C06.689.667.500.124.........ooiiiiiiiiiiiiiic e Gastrinoma
C06.689.667.500.249........cceiiiiiiiiiiiiie e Glucagonoma
C06.689.667.500.500.........cccccviiiiiiiiiiieiiieiees Somatostatinoma
C06.689.667.500.750........ccrimreriieriirnierieieeeenns Vipoma
C06.689.667.625........ccoeveeeeeeeeeeeeeeeeeeeeeeaas Carcinoma, Pancreatic Ductal
C06.689.750......cccirieiiieeieee e Pancreatitis
C06.689.750.650.......ccceevveeeeeeeeeeeeeeeeeeeieeeeeens Pancreatitis, Acute Necrotizing
C06.689.750.660........ccccveceereeeerieeeeeeee Pancreatitis, Alcoholic
C06.689.750.830.....ccccevveeeeeeeeeeeeeeeeeeeeeieeeeeees Pancreatitis, Chronic
C06.689.750.860........ccccveerreeieieeieseeeee Pancreatitis, Graft
CO06.844.......ooiiiiiiiiiiic Peritoneal Diseases
C06.844.200.......cccemrieieiiiieieeeeseee Chylous Ascites
C06.844.400.......ccueeeiiiieaiieeeiee e Hemoperitoneum
C06.844.460........ccocveiiiiiiieeeeeee Mesenteric Ischemia
C06.844.520.....ccccuuieiiiiieiiieeeee e Mesenteric Lymphadenitis
C06.844.550.......ccccciiiiiiiiieeeeeee Mesenteric Vascular Occlusion
C06.844.600........cccceouiiiiiiieiiiiieeeee Panniculitis, Peritoneal
C06.844.610......ccciiiiiircieieeeeee e Peritoneal Fibrosis
C06.844.620......cccuveeeiiiieaiieeeeee e Peritoneal Neoplasms

C06.844.620.500.......ccccumimiiiiiaiiiiiieieeaiene Mesenteric Cyst
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C06.844.640.......ccovviiiiiiieeeeee Peritonitis
C06.844.640.249.......cccoiiiiiiiiiiiie Peritonitis, Tuberculous
C06.844.640.500........cccceemiiieeaiireeiieee e Subphrenic Abscess
C06.844.670.....ccccuueeeiiiieaiieeeeee e Pneumoperitoneum

CO7 et Stomatognathic Diseases
C07.320...cciiiiiiiiieieee e Jaw Diseases
C07.320.086.....ccccuveeeciiieeieeeeieee e Bisphosphonate-Associated Osteonecrosis of the Jaw
CO07.320. 173 Cherubism

C07.320.397 .. Granuloma, Giant Cell
C07.320.440......cccoiiiiiiiiiiieeeee Jaw Abnormalities
C07.320.440.185......cvviriiiiieeeeeeeees Cleft Palate

C07.320.440.457 ....oeeieeeeeeeee e Micrognathism
C07.320.440.606........cccueemeiiiieiieiiieieeaine Pierre Robin Syndrome
C07.320.440.655.....ccccuiieiiiieeiee e Prognathism

C07.320.440.827 ...ccvveieeeiiiiiee e Retrognathia
C07.320.450.......cceeeeieieieeeeeeeeeees Jaw Cysts
C07.320.450.640.......cccviiiiiiiieiieiieeieeeine Nonodontogenic Cysts
C07.320.450.670....ccccueeeaiiieeaieeeeieee e Odontogenic Cysts
C07.320.450.670.130.....cciuvieiieiieesiieeiee e Basal Cell Nevus Syndrome
C07.320.450.670.275....cccieiieiiiieeiee e Dentigerous Cyst
C07.320.450.670.495......cccoiiiiiiiieiieeee e Odontogenic Cyst, Calcifying
C07.320.450.670.513....ccuviuiiiiiieieecese e Periodontal Cyst
C07.320.450.670.513.811 ..o Radicular Cyst
C07.320.480.......cceeeeaieaieieieeeeeeeeiees Jaw, Edentulous
C07.320.480.450......ccccmiiiiiiiieiieiieeieeaen Jaw, Edentulous, Partially
C07.320.515. i Jaw Neoplasms

C07.320.515.583....ccc e Mandibular Neoplasms
C07.320.515.607 ..eeeiiiiieiiiieeiie e Maxillary Neoplasms
C07.320.515.692....ccccvieeiiieeeeeeeeee e Palatal Neoplasms
C07.320.610.....ccciiiiiiiiiiiiee e Mandibular Diseases
C07.320.610.297 ..o Craniomandibular Disorders
C07.320.610.291.897 ....oeiiiiieiie e Temporomandibular Joint Disorders
C07.320.610.291.897.897 ......oeeiiriiiiiieeiiee e Temporomandibular Joint Dysfunction Syndrome
C07.320.610.583....ccciieeiiiieeiee e Mandibular Neoplasms
C07.320.610.655.......cceviiiiiiiieiieeieeeeeine Prognathism

C07.320.610.827 ...ceeiiieeeiieeeee e Retrognathia
C07.320.660.......cceemrieieiiiieieieesieee Maxillary Diseases
C07.320.660.607....cccciiieaiiieiiiie e Maxillary Neoplasms
C07.320.830....ccccvieeeciiee e Periapical Diseases
C07.320.830.700....cccceeeeeuiieeaiieeeiieee e Periapical Periodontitis

C07.320.830.700.700......cccveeerereeeieeeeiieeeeieneenns Periapical Abscess
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C07.320.830.700.740......ccuveeeieeeeeieee e Periapical Granuloma
C07.320.830.820......cceuerieiiiieieieieiaie e Radicular Cyst
CO7.465.......cciiecieeeee e Mouth Diseases
CO7.465.075....ccoiiieiiiieeieeeee e Behcet Syndrome
CO7.465.094.......ccoiiiiiiiiiiieeee Bell Palsy

CO7.465. 114 ..o Burning Mouth Syndrome
C07.465.130......ccciiiiiieeeeee e Candidiasis, Oral

CO7.465.227 ..ot Dry Socket
CO07.465.284......cccueiiiiiiiiee e Facial Hemiatrophy
C07.465.299......ccciiiiiiiiiiccee Facial Nerve Diseases
C07.465.299.250......ccccuriiriiriiieieiiiireeieees Bell Palsy
C07.465.299.375....cciiiieeiiieeeee e Facial Hemiatrophy
C07.465.299.500.......ccccmiemiiiiieiieiieeneeaiene Facial Nerve Injuries
C07.465.299.625.....ccuiieiiiieiiee e Facial Neuralgia
C07.465.299.625.500.........cceiviirieiiieaiee e Trigeminal Nerve Diseases
C07.465.299.625.500.349......c.uoiiiiiiiiiieee e Trigeminal Nerve Injuries
C07.465.299.625.500.349.500......c.c0cciireriririieiieeieenieeene Lingual Nerve Injuries
C07.465.299.625.500.700........uceriiieeeiiiieeeiiee e Trigeminal Neuralgia
C07.465.299.750.....ccccuieeeiieeeeiieeeeieee e Herpes Zoster Oticus
C07.465.299.800......cccueeaiuiiieaiieeeiieee e Melkersson-Rosenthal Syndrome
C07.465.299.825.......cciviiiiiiiieieeieeee Mobius Syndrome
CO7.465.327 ..ooeeieeeeeeeeeeee e Facial Paralysis
CO7.465.342....ccccieeeieeeeeeeeee e Focal Epithelial Hyperplasia
C07.465.353......cciiiiiiiieieee e Granulomatosis, Orofacial
CO7.465.364 ... Hemifacial Spasm
CO07.465.385.....ccoeeeeeeeeeeeeeeeeaan Leukoedema, Oral
C07.465.397.....ooeiieiiee e Lichen Planus, Oral
CO07.465.409....cccciiiiiiiiieeeeeeee e Lip Diseases
C07.465.409.215......coviiiiiiiieeeeeeees Cheilitis
C07.465.409.225......c.ccviiiiiieieieeaieeens Cleft Lip
CO07.465.409.466........c.cceeevreeeeiieeiieee e Herpes Labialis
C07.465.409.640.......ccoeeiiiiieiiieeiieee e Lip Neoplasms
CO07.465.433.....ciiiiiieeieeeeee e Ludwig's Angina
CO7.465.466......cccceeeeiiieaaiiieeeie e Melkersson-Rosenthal Syndrome
C07.465.525.......ccoiiieiicie e Mouth Abnormalities
CO07.465.525.164 ..o Cleft Lip
C07.465.525.185......cociiiiiirieieeeeereeiees Cleft Palate
C07.465.525.304....ccccviieiieeeiee e Fibromatosis, Gingival
C07.465.525.480.......cccccveceiriiiieeeeeeene Macrostomia
C07.465.525.520.......ccccuiiiiiiiiiiiiiiieieee Microstomia

C07.465.525.955.......coiiiiiiiiieeeeee Velopharyngeal Insufficiency
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C07.465.550......cccciiiiiiiiiiieeeeee Mouth, Edentulous
CO07.465.550.425......c.ocoviiiiiieieieeeeene Jaw, Edentulous
C07.465.550.425.450......ccccceimiiiieiiiiie e Jaw, Edentulous, Partially
CO7.465.565......cccuviiiiieaiieeeee e Mouth Neoplasms
C07.465.565.402.......cccoviiiiiiiieiicieeieee Gingival Neoplasms
CO07.465.565.545......c.ccviiiiiieieieeene Leukoplakia, Oral
C07.465.565.545.500.........cccmmiiriiiiiiiienieeieeae Leukoplakia, Hairy
C07.465.565.550.....ccccuieiiuiiiaiiiieeiiiee e Lip Neoplasms
CO07.465.565.692......cccceeeiviieeeiieeeeieee e Palatal Neoplasms
CO07.465.565.824........coveeiiiieiiie e Salivary Gland Neoplasms
C07.465.565.824.695......c.c.cceeiiriieeiiiee e Parotid Neoplasms
C07.465.565.824.882.........ooviiiiiiiiiieeiiee e Sublingual Gland Neoplasms
C07.465.565.824.885........c.cceeeiviieeiieee e Submandibular Gland Neoplasms
C07.465.565.925.....cceiiiiiiiieiiie e Tongue Neoplasms
C07.465.584.......ccooeieiieieeee Mucositis
CO7.465.604.......ccoceeeieieieeeeeeee Noma
C07.465.614......ociiiciicceeeee e Oral Fistula

CO7.465.614.187 ..o Dental Fistula
C07.465.614.421 ..o Oroantral Fistula
CO07.465.614.655......ccoceiiiiiieieieeeieens Salivary Gland Fistula
CO07.465.625......cccviiiiiiiiiieeeeee Oral Hemorrhage
CO07.465.625.446.........oooeiiiieiiieeiee e Gingival Hemorrhage
C07.465.634.......ccoiiiiiieieeeeeee e Oral Manifestations
CO07.465.654......cccoiiiiiiiiiecee Oral Submucous Fibrosis
CO07.465.672......cccviieiieeeeeeeee Oral Ulcer

CO7.465.714 ..o Periodontal Diseases
C07.465.714.204.......ccviieeieeeeeeeeee Furcation Defects
CO7.465.714.258....cccieeeeeeeeeeee e Gingival Diseases
C07.465.714.258.250......ccccceiiiiiieiiiiie e Gingival Hemorrhage
CO07.465.714.258.409....ccceiiiiiiieiee e Gingival Neoplasms
C07.465.714.258.428.......cceoieiiieiiee e Gingival Overgrowth
C07.465.714.258.428.200.........cceieeeeeaieie e Fibromatosis, Gingival
C07.465.714.258.428.250........cccveiiiiiiiiiiiiieieeins Gingival Hyperplasia
C07.465.714.258.428.260.........cceieeeeeeieiiieeiena Gingival Hypertrophy
CO07.465.714.258.447 ..o Gingival Recession
C07.465.714.258.480.......cccoiieieieeseee e Gingivitis
C07.465.714.258.480.360.........ccoevverrrrieriirierieieieias Gingival Pocket
C07.465.714.258.480.446.........ooveiiiiiiieeeee e Gingivitis, Necrotizing Ulcerative
C07.465.714.258.557 ......occviiieiiiceceeeceee Granuloma, Giant Cell
CO7.465.714.258.771 ..o Pericoronitis

CO7.465.714.282....cccceeeeeeeeee e Peri-Implantitis
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CO7.465.714.306.....ccccuveeeiiieeeiee e Periapical Diseases
C07.465.714.306.700......ccceeeiiiiiaiiiee e Periapical Periodontitis
C07.465.714.306.700.700......c.c0ceeeeueeeeiieeesiieeesieaeens Periapical Abscess
C07.465.714.306.700.740.....cccueeiiiieeeaieeeeiiee e Periapical Granuloma
C07.465.714.306.820......ccccceiiviiiiiiiiiiie e Radicular Cyst
CO7.465.714.354 ... Periodontal Atrophy
C07.465.714.354.500........ccccoviiiiiieeieeeeeeeee Alveolar Bone Loss
CO07.465.714.354.625....ccceiiiiiiieiieeeeeeeee e Gingival Recession
C07.465.714.354.750.......ccccoviiiiiieieeeceeee Periodontal Attachment Loss
CO7.465. 714470 Periodontal Cyst
C07.465.714.533......occiieeeeeeee e Periodontitis
CO07.465.714.533.1671..oeeiiiiieiiieeeee e Aggressive Periodontitis
C07.465.714.533.324......occviiiiiieeeeeeeee Chronic Periodontitis
CO07.465.714.533.487 ....ooiieeiiieee e Periapical Periodontitis
C07.465.714.533.487.700......cccceeeieeeeiieeeeiieeesieee s Periapical Abscess
CO07.465.714.533.487.740......ccceiiiiiiiiee e Periapical Granuloma
C07.465.714.533.650.......ccccoviieiiiiecieeeeceeee Periodontal Abscess
C07.465.714.533.750......cccoviiiiiiiiiiieee e Periodontal Pocket
CO07.465.714.804......c.ocoviiriiiicieiiieeeees Tooth Loss
CO7.465.714.836....ccccuveeaiieeeiieeceee e Tooth Migration
C07.465.714.836.535.......ccocovieeiieeceeeceee Mesial Movement of Teeth
CO7.465.714.898......cooeiiiiiieieeeeene Tooth Mobility
C07.465.780......cccviieiiieiieeeeeee Ranula

CO7.465.815....cciiiiieiiiiee e Salivary Gland Diseases
C07.465.815.355......ccciiiiiiiiceeeeeee e Mikulicz' Disease
C07.465.815.470....ccooiiiiiiiiiiiiciieeeee Parotid Diseases
C07.465.815.470.770....cccccvveeeeeeeeeee e Parotid Neoplasms
C07.465.815.470.800.......ccceeiuiiiieiaieaeie e Parotitis
C07.465.815.470.800.630.......c.cceverrrriiriirierieieieinas Mumps
CO07.465.815.497 ... Salivary Calculi
C07.465.815.497.325....ccciiiiiiieeiieeee e Salivary Duct Calculi
C07.465.815.497.500.......cccceiiuiiiieiaieaeiie e Salivary Gland Calculi
C07.465.815.655.......cccviiiiiiieiieieeseeene Salivary Gland Fistula
CO07.465.815.718....ceiieeeieeee e Salivary Gland Neoplasms
C07.465.815.718.589....ccccuviieiiiieeciee e Parotid Neoplasms
C07.465.815.718.870....cccieiieiiiiieiiee e Sublingual Gland Neoplasms
C07.465.815.718.885....ccccviieeiiieeeeee e Submandibular Gland Neoplasms
CO07.465.815.793. ... Sialadenitis
C07.465.815.793.500.......cccmimmeriierienienieieeeenns Parotitis
C07.465.815.802....ccccuiieiiiieiieeeieee e Sialometaplasia, Necrotizing

CO07.465.815.815....cccciieeeiieeeee e Sialorrhea
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C07.465.815.882......ccceviiieiiiceceeeeeee Submandibular Gland Diseases
C07.465.815.882.500.........ccieiuereeiiieeeieee e Submandibular Gland Neoplasms
C07.465.815.929.......cciiiiiiiciceeeeee Xerostomia
C07.465.815.929.669.........ceieiiiiiiiiiieeiieeeeiee e Sjogren's Syndrome
C07.465.864.......ccooeveieicieeeeeee Stomatitis
C07.465.864.500.........cceemiiiiaiiiieaiiiee e Stevens-Johnson Syndrome
CO07.465.864.750......cccueeiiiieeeiieeeeieee e Stomatitis, Aphthous
C07.465.864.875.......cccveiiiiiieiieieee Stomatitis, Denture
CO07.465.864.937 ....ccccvieeeeeeeeee e Stomatitis, Herpetic
C07.465.864.968........cccoeeiiiiiiiiiiiieieee Vesicular Stomatitis
C07.465.910.....cciiieiiiiieeieee e Tongue Diseases
C07.465.910.280......ceeeeieiiiieieieieieeieeieens Glossalgia
C07.465.910.363......ccciriiiiriiieieieecreeieees Glossitis
C07.465.910.363.447 ....cooiiieiiieeeee e Glossitis, Benign Migratory
CO07.465.910.411 oeeeeiieeeceeeee e Glossoptosis
C07.465.910.460.....cccceveeiiiiieiiiieeiieee e Macroglossia
C07.465.910.708.....c.coeiiiiiiiiiieieeeeseeeie Tongue, Fissured
CO07.465.910.797 .eeeiiieeee e Tongue, Hairy
C07.465.910.874...ccoveiiiiiiieieeeee Tongue Neoplasms
CO7.465.943.....ccoeeeeeeeeeeeae Tuberculosis, Oral
CO7.550...ccceiiiiiiiieieieee e Pharyngeal Diseases
CO7.550.174...oiiiieeeeeeee e Lemierre Syndrome
C07.550.350.....ccccueiiieieiiiieiie e Nasopharyngeal Diseases
C07.550.350.650....ccccuueeiuieeeiiiieeiieee e Nasopharyngeal Neoplasms
C07.550.350.700......ccccmiiieiiiieiieaieeneeeiene Nasopharyngitis
CO7.550.745....ccoiiieiieeee e Pharyngeal Neoplasms
C07.550.745.436.......cccovieiiiiiieiiieeeieene Hypopharyngeal Neoplasms
C07.550.745.650....cccccuueeiiiiieiiieeeee e Nasopharyngeal Neoplasms
C07.550.745.671...cocvveiiiiiiiieeeeeeee Oropharyngeal Neoplasms
C07.550.745.671.800......ccceeeiiiiiaiiiieeiieee e Tonsillar Neoplasms
C07.550.781 .. Pharyngitis
C07.550.781.500.....ccccuueeiiiieiiiee e Nasopharyngitis
C07.550.781.625......cceiiieieiiiieieeieeseean Retropharyngeal Abscess
CO07.550.781.750..c..ceeieiieiiieieieieeaieeiens Tonsillitis
C07.550.781.750.500.......ccccooveierriiieirieieieeeee Peritonsillar Abscess
CO07.550.966......cccuveeeiiieaiieeiee e Velopharyngeal Insufficiency
CO7.650....c.cciiiiiiieieiieee e Stomatognathic System Abnormalities
C07.650.500.......cccoeiiiiiiiiiieicceee Maxillofacial Abnormalities
C07.650.500.229.......ccooviiiiiiieeee e Dentofacial Deformities
C07.650.500.460........ccceeiiiiiiiiiiiieieeee Jaw Abnormalities

C07.650.500.460.185.........c.ccevririiicicceee Cleft Palate
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C07.650.500.460.457......ccceveiriiiieiiiaie e Micrognathism
C07.650.500.460.606.........cceemuereaiiieeaiieeeiiieeenne Pierre Robin Syndrome
C07.650.500.460.655........cccevviiiiiiiiiiieiieeieee Prognathism
C07.650.500.460.827 .....c.ccveiieiiieeeseee e Retrognathia
C07.650.525.......ccoiiiiiiieieee e Mouth Abnormalities
CO07.650.525.164......coceuiiiiiiieieeeaieeees Cleft Lip
C07.650.525.185......coviriiriiriieeiieereeiees Cleft Palate
C07.650.525.304....cccvieeiiiieeee e Fibromatosis, Gingival
C07.650.525.480........ccccveieiriieeiieeeeee Macrostomia
C07.650.525.520.......ccccueiiiiiiiiiiiiieiiee Microstomia
C07.650.525.955.......ccciiiiiiiiieieeeeeee Velopharyngeal Insufficiency
C07.650.800.......ccccemiiiiiiiiieiieiieeee Tooth Abnormalities
C07.650.800.100......ccecererriirieieieiiiareeeenns Anodontia
C07.650.800.250.......ccccuiiiuiiiiiiiiiiiieieeeee Dens in Dente
C07.650.800.255.....cccvveeeiiieeeiiee e Dental Enamel Hypoplasia
C07.650.800.255.500.........ceeemiereeiiieeeiiee e Amelogenesis Imperfecta
C07.650.800.260.......cccueemmiiiiieiieiiienieaiene Dentin Dysplasia
C07.650.800.270....ccccveeeaiiieeaiiie e Dentinogenesis Imperfecta
C07.650.800.320......ccemmiiriirieieieiiiareerenns Diastema
C07.650.800.370.....cceeuerierieiiieieiaieaieaeeens Fused Teeth
C07.650.800.600........cccueemriiriaiiiiiiienieeaiens Odontodysplasia
C07.650.800.850.....cccuuveeauiieeaiieeeiieee e Tooth, Supernumerary
CO7.B78..eeeeeeeeeeeeeee e Temporomandibular Joint Disorders
CO7.678.949.....ccciiiiieeee e Temporomandibular Joint Dysfunction Syndrome
CO7.793... e Tooth Diseases
CO07.793.099....ccueiieeeeee e Bruxism
C07.793.099.500.......cccueeeiireeeiireeeieee e Sleep Bruxism
CO7.793.208....cceiiiieeiieeeee e Dental Deposits
C07.793.208.250.......ccerveeirieeeieeee e Dental Calculus
CO07.793.208.377 .ot Dental Plaque
C07.793.208.688.......cccveeieiiiieiieiieeieeen Smear Layer

CO7.793.2270 . Dental Leakage

CO7.793.237 .o Dental Pulp Diseases
CO07.793.237.252....ccoieeeeeeee e Dental Pulp Calcification
CO7.793.237.283....cc e Dental Pulp Exposure
CO07.793.237.315. e Dental Pulp Necrosis
C07.793.237.378...cceeieieiiiee e Dentin, Secondary
CO07.793.237.820....c.cceeeeieiiieeieieeeiesiene Pulpitis

C07.793.237.910 ..o Tooth, Nonvital
CO7.793.266.....cccveeeeiiieeeiieeeee e Dentin Sensitivity

CO07.793.330..ccee e Fluorosis, Dental
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CO7.793.348......ociieiicee e Focal Infection, Dental
CO7.793.422....coiiiiiieeeee e Hypercementosis

CO7.793.494 ... Malocclusion
CO07.793.494.293......ooeeeeeeeeeeeeeeee Dental Occlusion, Traumatic
C07.793.494.610...ccccueiiiiiiiiieeeeeeeene Malocclusion, Angle Class |
CO07.793.494.630....cccccieeaiiieeeiie e Malocclusion, Angle Class Il
C07.793.494.630.500........cccoimmiriieriinenieieeeenns Overbite
CO07.793.494.650......ccceeeiiiiieaiee e Malocclusion, Angle Class Il
CO07.793.494.825......c.occiviiiiieeeaees Open Bite

CO7.793.597 ..ot Mouth, Edentulous
C07.793.597.425.......ccoiiiiieeeeeeee e Jaw, Edentulous
CO07.793.597.425.450......c.ccccoiiiiiieie e Jaw, Edentulous, Partially
CO07.793.700......ccciiieiiiee e Tooth Abnormalities
C07.793.700.100......ceeueeieeiirieieieieeeie e Anodontia
C07.793.700.250.......ccerieeirieeieeeeeeeeee Dens in Dente
C07.793.700.255....ccc e Dental Enamel Hypoplasia
C07.793.700.255.500......c..ccemreiiieiiieeiie e Amelogenesis Imperfecta
C07.793.700.260.....ccceeeeaiieeaiiee e Dentin Dysplasia
C07.793.700.270...ccueeieieiiiiiiesieeeeesiee e Dentinogenesis Imperfecta
CO07.793.700.320......cueeueeieeiirieieieiee e Diastema
CO07.793.700.370.....ccvieriiiirieieieieesieevees Fused Teeth
C07.793.700.600.......ccueeeaiieeaiie e Odontodysplasia
C07.793.700.850......ccccviiiiiiiieiieiieeieeaiene Tooth, Supernumerary
CO7.793.710 e Tooth Ankylosis
CO07.793.720.....c.occieieeiec e Tooth Demineralization
C07.793.720.210...ccceeeiiiiiiiecceeeeee Dental Caries
C07.793.720.210.220......ccciiieeiieeeeceeeeee e Dental Fissures
C07.793.720.210.650.......cceiuiieeieiciesecie e Root Caries
CO7.793.735...ccoeeieeeeee e Tooth Discoloration
CO7.793.790....cc i Tooth Eruption, Ectopic
CO7.793.818...c.vciicieee e Tooth Wear

C07.793.818.124 ... Tooth Abrasion
CO07.793.818.249......coiiiiiiiiieeeeee Tooth Attrition
C07.793.818.500.......ccccuiiiiiiiiiciiieseeeee Tooth Erosion
CO7.793.846.....ccccvveeeeiieeecieeeee e Tooth, Impacted
CO07.793.850....cccciieeeiiiieeiiee e Tooth Injuries
C07.793.850.725......occoiieeeiiieeeeee e Tooth Avulsion
C07.793.850.750......cccocuiiiiiiiieiciieeeeee Tooth Fractures
C07.793.850.750.300......cc.cceiureirieiiieaiie e Cracked Tooth Syndrome
CO07.793.870.....ccicieiiiiiiiieiceeee Tooth Loss

CO7.793.907...oii e Tooth Resorption
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CO07.793.901.653....ccccieeeeciee e Root Resorption
CO7.793.915. . Tooth, Unerupted
C07.793.929......ccciiiiiiei e Toothache

CO8..iiiee e Respiratory Tract Diseases

CO08.127 .. Bronchial Diseases
C08.127.108......eeeeeeeeieeieee e Asthma

C08.127.108.054 ... Asthma, Aspirin-Induced
C08.127.108.110.ccccceeeeeeeeeeeeeeeeeeeeeeeeeeee Asthma, Exercise-Induced
C08.127.108.495.....ccciieeecee e Asthma, Occupational
C08.127.108.880.......cccuiiiiiiiieiciieeieee Status Asthmaticus
C08.127.196......occiieieeice e Bronchial Fistula

CO08.127.210 e Bronchial Hyperreactivity
CO08.127.265....ccccceeeeeeiieeeeee e Bronchial Neoplasms
CO08.127.321 .t Bronchial Spasm
C08.127.384 ... Bronchiectasis
C08.127.384.500......cccueeaiieaiiie e Kartagener Syndrome
C08.127.446.......ccoeoveieeieeeee e Bronchitis
CO08.127.446.135.....ccueeeeeiieeeeeeeieeene Bronchiolitis
C08.127.446.135.140......ccciiiiiiieecceeceee Bronchiolitis Obliterans
C08.127.446.135.140.200......cceeeriiieeeeieee e Cryptogenic Organizing Pneumonia
C08.127.446.135.321....oviiieeieeeeee e Bronchiolitis, Viral
C08.127.446.567 .......oevviiiiiieiiieeee Bronchitis, Chronic
C08.127.480......ccceeiiieieiiiiee e Bronchogenic Cyst
C08.127.509....cce i Bronchopneumonia
CO08.127.719 e Tracheobronchomalacia
C08.127.719.500.......cccciiiiiiiieiciieeceeeee Bronchomalacia
C08.127.930.....ceeiteeeieeeiee e Tracheobronchomegaly
C08.200....ccceeeeeeiiee e Ciliary Motility Disorders
C08.200.531 ... Kartagener Syndrome
C08.280....cce e Granuloma, Respiratory Tract
C08.280.400......ccceemreeieiiiieie e Granuloma, Laryngeal
C08.360....ccceieeeeeiiieeiiiee e Laryngeal Diseases
C08.360.232.....cciieeiiieieeieee e Granuloma, Laryngeal
C08.360.313...ccieieeeeeieee e Laryngeal Edema
C08.360.369......cccueeiuiieieiiieeie e Laryngeal Neoplasms
C08.360.424......iieeeieeeeee e Laryngeal Nerve Injuries
C08.360.424.500.......ccccuiimiiiiieiiiiieeieeaine Recurrent Laryngeal Nerve Injuries
C08.360.535.....ccciiieeiiieeieee e Laryngitis
C08.360.535.365......c.cccuriirierieicieiiiaresiees Croup
C08.360.549.....ccciiiiiiiieiieeee e Laryngocele

C08.360.563......ccceeeivieiieiieee e Laryngomalacia
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C08.360.577.....eiiieeiiieiei e Laryngopharyngeal Reflux

C08.360.591 ... Laryngostenosis
C08.360.840......ccceeiiiiieiiiieie e Supraglottitis
C08.360.860......ccuveeeiieeaiiieaiiee e Tuberculosis, Laryngeal
C08.360.895......cccieiieiieeiieee e Vocal Cord Dysfunction
C08.360.895.500.......ucueeauiieeaiiieaiieee e Laryngismus

C08.360.931.....eiiieeiiieiee e Vocal Cord Paralysis
C08.360.940......ccccoeiiiiiiiiieieeiee Voice Disorders
C08.360.940.160......coccerrriirieieieiiiareerenes Aphonia
C08.360.940.325......cceerieiiiieieieieiaieeiene Dysphonia
C08.360.940.490.......ccceoviieiriieieeeseeee Hoarseness

C08.381 ... Lung Diseases

C08.381.074 ..o Acute Chest Syndrome

C08.381.112. i alpha 1-Antitrypsin Deficiency
C08.381.150.....cceieeiieeieeiiieee e Cystic Adenomatoid Malformation of Lung, Congenital
C08.381.187 .. Cystic Fibrosis
C08.381.348.....coiiieiieieeicee e Hemoptysis

C08.381.385....ccciiieeeiiiee e Hepatopulmonary Syndrome

C08.381.423... .o Hypertension, Pulmonary

C08.381.423.694 ... Persistent Fetal Circulation Syndrome
C08.381.423.847 ...ccuveieeeiiiee e Familial Primary Pulmonary Hypertension
C08.381.450....cccciieeeiiiieiiee e Lung Abscess
C08.381.472....eiiieeiieieeeee e Lung Diseases, Fungal
C08.381.472.350....ccccueeeaieeeiiiee e Blastomycosis
C08.381.472.700.......ccciiiiiiiieieeieeiee e Pneumonia, Pneumocystis
C08.381.472.850....ccccuueeaiiiieaiiieeaieee e Pulmonary Aspergillosis
C08.381.472.850.500.........ccemmeriieiiiiiiieiieeieeas Aspergillosis, Allergic Bronchopulmonary
C08.381.472.850.750....ccccuueeeiieieeiieee e Invasive Pulmonary Aspergillosis
C08.381.483... .o Lung Diseases, Interstitial

C08.381.483.125....cc i Alveolitis, Extrinsic Allergic
C08.381.483.125.125....ci i Bird Fancier's Lung
C08.381.483.125.365....ccccuuiieiiiieeiieee e Farmer's Lung
C08.381.483.125.682.......ccccovveeiiieeeceeeeceee Silo Filler's Disease
C08.381.483.125.841....coiiiiiiiiieeeee e Trichosporonosis
C08.381.483.156.......ccccrveeerieeereee e Anti-Glomerular Basement Membrane Disease
C08.381.483.375...ccciiiieeeiieeeeee e Histiocytosis, Langerhans-Cell
C08.381.483.375.500......ccccceemiireeiiieeciieee e Eosinophilic Granuloma
C08.381.483.487 ....oeeiieeeieeeee e Idiopathic Interstitial Pneumonias
C08.381.483.487.249......cceiiiiiieieee e Cryptogenic Organizing Pneumonia
C08.381.483.487.500......c.cueeiuiieeiiiieeiiee e Idiopathic Pulmonary Fibrosis

C08.381.483.581....cccciieeeiiie e Pneumoconiosis
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C08.381.483.581.062.......ccccovveeeireeeeireeeeceeee Anthracosis
C08.381.483.581.062.500........cc0ervrimiiiiiiiiiiiiecine Anthracosilicosis
C08.381.483.581.125......cccviiiiiciieeeceeeece e Asbestosis
C08.381.483.581.225.......ccuiiiieeieieeiese e Berylliosis
C08.381.483.581.275.....cciiiiiiiiiieieeee e Byssinosis
C08.381.483.581.300......cuuueeaiireaiiieeeiee e Caplan Syndrome
C08.381.483.581.750.......ccemimrereieriienienieieeeenns Siderosis
C08.381.483.581.760......c.ccerueieieieeeieaieeie e Silicosis
C08.381.483.581.760.125.......ccoeiiieiicecicceee e Anthracosilicosis
C08.381.483.581.760.750......cccceeeeeieaieiieiieieerieenas Silicotuberculosis
C08.381.483.675......cccviieeeerieeceeee e Radiation Pneumonitis
C08.381.483.725....ccooeeeeeeeeeeeeeeeeeeeaa Sarcoidosis, Pulmonary
C08.381.483.950......ccccviiiiiiiieiieiieeeeaine Granulomatosis with Polyangiitis
C08.381.495....cciiieeiieeeeee e Lung Diseases, Obstructive
C08.381.495.108......coeiriiriirieieieieeareerees Asthma
C08.381.495.146......coeeiieiiiieieieesiesiene Bronchitis
C08.381.495.146.135.......cciriiireiciercese s Bronchiolitis
C08.381.495.146.135.140......ccueieieeeeaieiie e Bronchiolitis Obliterans
C08.381.495.146.135.140.200......cc.ceiererriiiieiieeieeeeen Cryptogenic Organizing Pneumonia
C08.381.495.146.135.327...eeieeeicieieeieeie e Bronchiolitis, Viral
C08.381.495.146.567 .......cceoveeiieeceeeeceee Bronchitis, Chronic
C08.381.495.389....cccccvieeieeeeeeeeeeeeeeeeeeeeen Pulmonary Disease, Chronic Obstructive
C08.381.495.389.500.......cccccvmerririeirieieineeene Bronchitis, Chronic
C08.381.495.389.750....ccccuueeeiiiiieiiiee e Pulmonary Emphysema
C08.381.517 i Lung Diseases, Parasitic
C08.381.517.314 ..o Echinococcosis, Pulmonary
C08.381.520.....cccieeiiieieiiiieie e Lung Injury
C08.381.520.500......cceeruererieieieiaiiaieaieens Acute Lung Injury
C08.381.520.687....ceeeirieiiiiiieieeeeseean Meconium Aspiration Syndrome
C08.381.520.702.......cciiiiiiiiiieicceeeee Pneumoconiosis
C08.381.520.702.062.........cccoveeerrieeeireeeeceeee Anthracosis
C08.381.520.702.062.500........ccc0eriuieiiiniiiiiiiiieiene Anthracosilicosis
C08.381.520.702.125.......cceiiieeeieeeeeeeeee e Asbestosis
C08.381.520.702.225......c.cceiiiicieeeieee e Berylliosis
C08.381.520.702.275......ccceiiiieieeiie e Byssinosis
C08.381.520.702.300....ccccueeeeaiereeaiieeeiiee e Caplan Syndrome
C08.381.520.702.750.......ccccmimrereieriiesienieeeeeenns Siderosis
C08.381.520.702.760......c.ccceuereeieieeaieaieeie e Silicosis
C08.381.520.702.760.125.......ccoeiieeeirieeeceee e Anthracosilicosis
C08.381.520.702.760.750......ccceeeeeeieaiesieieieerieeenas Silicotuberculosis

C08.381.520.734....cc e Radiation Pneumonitis
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C08.381.520.750......ccciviiiiiiiieiieiieeseeaine Ventilator-Induced Lung Injury
C08.381.520.750.500......ccuueeeiiereeiiiee e Bronchopulmonary Dysplasia
C08.381.520.750.750.......ccccrveeeiiiieireeeeaeeee Pneumonia, Ventilator-Associated
C08.381.540....cccccuiieiiiiieeiieeeee e Lung Neoplasms
C08.381.540.140....ccceiiiiiiiiiieie e Carcinoma, Bronchogenic
C08.381.540.140.500.......ccceveeeeeeiieeeeeeeeeeeeeeeeeeee Carcinoma, Non-Small-Cell Lung
C08.381.540.140.750......cccuieiiiiieeiieeiee e Small Cell Lung Carcinoma
C08.381.540.148.....ccciiieeiieeiie e Multiple Pulmonary Nodules
C08.381.540.734....coviiieiiiieeeeeeee Pancoast Syndrome
C08.381.540.867....ccccveeeaiiieeiiiieeeee e Pulmonary Sclerosing Hemangioma
C08.381.570.....ciiieeiiieieiiiiee e Lung, Hyperlucent
C08.381.600........ccoeeeeeeeeeeeeeeeeeeeeeeeevieenes Plasma Cell Granuloma, Pulmonary
C08.381.677 ... Pneumonia

C08.381.677.127 . Bronchopneumonia
CO08.381.677.473....ce e Pleuropneumonia
C08.381.677.529....ccciiiieiiiieiiee e Pneumonia, Aspiration
C08.381.677.529.612....ccccviieeiiieeeiiee e Pneumonia, Lipid
C08.381.677.540......cccciiiiiiiieiciieee Pneumonia, Bacterial
C08.381.677.540.249......cceoiiiiiiiiiiiee e Chlamydial Pneumonia
C08.381.677.540.500.........cceemiiiaiiiieeiiee e Pneumonia, Mycoplasma
C08.381.677.540.530......cccciviiiiiieeireeeeceeee Pneumonia of Calves, Enzootic
C08.381.677.540.540........coeeiiiiiiiiieeiee e Pneumonia of Swine, Mycoplasmal
C08.381.677.540.550........cccoviiiiiieiieieceeeee Pneumonia, Pneumococcal
C08.381.677.540.600.........cccccviriiiiiiiiieiiieiees Pneumonia, Rickettsial
C08.381.677.540.620........cccciviiiiiiiiiiieiieeieee Pneumonia, Staphylococcal
C08.381.677.675....ccciieeeaiiieeiie e Pneumonia, Pneumocystis
C08.381.677.800.......cccccvecerreeeeiieeeseeeee Pneumonia, Ventilator-Associated
C08.381.677.807....ceeeviiiiiiieiiceeeeee Pneumonia, Viral
C08.381.719....eiieeieee e Pulmonary Alveolar Proteinosis
C08.381.730. e eeeeieieeeiiee e Pulmonary Atelectasis
C08.381.730.542......ooeiiiiiiiiieceeeeee Middle Lobe Syndrome
CO08.381.742....cceiieiieeee e Pulmonary Edema
C08.381.746......ooieeieieieiiiee e Pulmonary Embolism
C08.381.746.500.......cceeeiiiiieiiieeieee e Pulmonary Infarction
C08.3