NIDDK Guidance Regarding Repository Selection

Introduction

The National Institute of Diabetes and Digestive and Kidney Diseases (NIDDK) supports the sharing of data through
publicly available repositories. NIDDK encourages researchers to consider the NIDDK-specific guidance and expectations
(https://www.niddk.nih.gov/research-funding/research-resources/data-management-sharing/guidance-writing-dms-
plan) and desirable characteristics of data repositories outlined by the National Institutes of Health (NIH) (NOT-OD-21-
016) to select an appropriate repository(ies) for sharing scientific data.

To enable researchers in their repository selection, NIDDK has created the “Considerations When Selecting a
Repository” tool. NIDDK does not endorse any specific repository, and this list should not be considered exhaustive.
Investigators are encouraged to contact their program officer if they are uncertain about the repository selection
process.

Tool Structure

This tool presents researchers with a series of questions. Responses will guide researchers through the tree-like model
to relevant repository selection resources. Questions are outlined in green diamonds. Repository selection guidance is
found in orange text bubbles.

Researchers may need to complete this process for each specific type of scientific data generated. Selected repositories
should be included in the Data Management and Sharing (DMS) Plan in the DMS element section “4. Data Preservation,
Access, and Associated Timelines.”

Data Linkage Across Repositories

When multiple data types are generated for a given sample or linked within a study (e.g., multiple measures of the
same participant or animal), it is important to consider how future users will be able to find and access all the linked
study data. Some repositories assign digital object identifiers (DOIs) or globally unique identifiers (GUIDs) that can be
reported in the associated study metadata to map and link together related data across multiple repositories. These
characteristics should be factored into repository selection.

De-identification and Limits on Data Sharing

Many repositories require data to be de-identified prior to repository submission to protect participant privacy prior to
repository submission. If data cannot be sufficiently de-identified, the choice of repository may be limited. While
researchers are expected to maximize scientific data sharing, there may be factors that limit sharing of some data.
Researchers should consult justifiable limitations to sharing and their project officers on such limitations.
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After initial repository selection, investigators should confirm repository eligibility criteria and data requirements
(e.g., data access type, preservation duration, storage capacity, possible data linkage strategies, acceptable file format)

Content last updated on March 15, 2023


https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/generalist-repositories
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/generalist-repositories
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/generalist-repositories
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://repository.niddk.nih.gov/home/
https://repository.niddk.nih.gov/home/
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data

Example Use Case 1: Companion experiments with
different data

A study is proposed to generate the following scientific data:
1. Genotype data generated by sequencing human biospecimen from a clinical study.
2. High-throughput functional screening in the zebrafish model organism, including images.

Questions to address prior to using the Considerations When Selecting a Repository tool:
* Does the study include any human data (including cell lines)?
o Yes, foritem 1. Ensure de-identification or any limitations on use have been addressed
o No, foritem 2.
* Does the study include data that needs to be linked or cross-referenced within the study data?
o No. Items 1 and 2 are not linked, and we expect all data from item 2 to be in a single repository.

Using the Considerations When Selecting a Repository tool:
* For the data outlined in item 1 above:
Does the Funding Opportunity Announcement (FOA) specify a required repository? — No
Is there a model organism—specific repository that can be used? — No
Is there a disease-specific or organ-specific repository that can be used? — No

Are there existing data type- or method-specific repositories? — Yes, this study generates Omics data.
Searching “genotype” in the NIH-supported Scientific Data Repositories table returns database of
Genotypes and Phenotypes (dbGaP). Checking the repository website confirms that dbGaP will accept
the genotyping data.

* For the data outlined in item 2 above:
o Does the FOA specify a required repository? — No

o Isthere a model organism-specific repository that can be used? — Yes, searching “zebrafish” in the NIH-
supported Scientific Data Repositories table returns the Zebrafish Information Network (ZFIN) .
Checking the repository website confirms that ZFIN will accept the phenotype data generated by the
functional screen and associated images.
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Please note that when searching the NIH-supported Scientific Data Repositories:

* Researchers should search using keywords in the “Repository Description” text entry box (red arrow in image)
rather than the funding agency in the “Institute or Center” dropdown menu (orange arrow in image) to find
potential repositories (blue arrow in image).

* Researchers are encouraged to consider repositories from all NIH resources (orange arrow in image) rather
than filtering to just “NIDDK” when selecting repositories.

NIH-supported Scientific Data Repositories* m-
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ZFIN serves as the zebrafish model organism database. It aims to: a) be the
community database resource for the laboratory use of zebrafish, b) develop
. and support integrated zebrafish genetic, genomic and developmental
The Zebrafish Model Organism -~ ~ R How to submit data to
NHGRI information, c) maintain the definitive reference data sets of zebrafish research Yes Yes
Database (ZFIN) ) ) ZFIN
information, d) to link this information extensively to corresponding data in other
model organism and human databases, e) facilitate the use of zebrafish as a

model for human biology, and f) serve the needs of the research community.
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Example Use Case 2: Multifaceted experiment

A study is proposed to generate the following scientific data:
1.  Single nucleotide polymorphisms (SNPs) from genomics analysis of participant blood.
2. Metabolomics from participant stool samples.
3.  Peptides from participant stool samples.

Questions to address prior to using the Considerations When Selecting a Repository tool:
* Does the study include any human data (including cell lines)?
o Yes, foritems 1, 2, and 3. Ensure de-identification or any limitations on use have been addressed.
* Does the study include data that needs to be linked or cross-referenced within the study data?
o Yes. Data coming from items 1, 2, and 3 should be linked. Look for repositories that issue IDs (such as DOI
or GUIDs) to link the data from the same participant.
Using the Considerations When Selecting a Repository tool:
* Forthe data outlined in items 1-3 above:
o Does the Funding Opportunity Announcement (FOA) specify a required repository? — No
o Isthere a model organism—specific repository that can be used? — No
o lIsthere a disease-specific or organ-specific repository that can be used? — No
o

Are there existing data type- or method-specific repositories? — Yes, each of the scientific data described
in items 1-3 are types of “Omics” data.

* Forthe data outlined in item 1 above:

o What omic type? SNP (genomics). Searching “SNP” in NIH-supported Scientific Data Repositories returns
Single Nucleotide Polymorphism Database (dbSNP). Checking the repository website confirms that dbSNP
will accept the human genotyping data in .vcf format.

* Forthe data outlined in item 2 above:

o What omic type? Metabolomic. Searching “Metabolomic” in NIH-supported Scientific Data Repositories
returns the Metabolomics Workbench . Checking the repository website confirms that the
Metabolomics Workbench will accept the quantified metabolite concentrations in .csv format and raw
mass spectrometry data in .mzML format.

* For the data outlined in item 3 above:

o What omic type? Peptide (proteomics). Searching “peptide” in NIH-supported Scientific Data Repositories
returns PeptideAtlas 2. Raw files and metadata will be submitted to PRIDE/ProteomeXchange, which will
then pass through to PeptideAtlas, as indicated on the website.



https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://www.ncbi.nlm.nih.gov/snp/
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
https://www.metabolomicsworkbench.org/
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
http://www.peptideatlas.org/


<<

  /ASCII85EncodePages false

  /AllowTransparency false

  /AutoPositionEPSFiles true

  /AutoRotatePages /All

  /Binding /Left

  /CalGrayProfile (Gray Gamma 2.2)

  /CalRGBProfile (sRGB IEC61966-2.1)

  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)

  /sRGBProfile (sRGB IEC61966-2.1)

  /CannotEmbedFontPolicy /Warning

  /CompatibilityLevel 1.6

  /CompressObjects /All

  /CompressPages true

  /ConvertImagesToIndexed true

  /PassThroughJPEGImages true

  /CreateJobTicket false

  /DefaultRenderingIntent /Default

  /DetectBlends true

  /DetectCurves 0.1000

  /ColorConversionStrategy /LeaveColorUnchanged

  /DoThumbnails false

  /EmbedAllFonts true

  /EmbedOpenType false

  /ParseICCProfilesInComments true

  /EmbedJobOptions false

  /DSCReportingLevel 0

  /EmitDSCWarnings false

  /EndPage -1

  /ImageMemory 1048576

  /LockDistillerParams false

  /MaxSubsetPct 100

  /Optimize true

  /OPM 1

  /ParseDSCComments true

  /ParseDSCCommentsForDocInfo true

  /PreserveCopyPage true

  /PreserveDICMYKValues true

  /PreserveEPSInfo false

  /PreserveFlatness true

  /PreserveHalftoneInfo false

  /PreserveOPIComments false

  /PreserveOverprintSettings true

  /StartPage 1

  /SubsetFonts true

  /TransferFunctionInfo /Apply

  /UCRandBGInfo /Remove

  /UsePrologue false

  /ColorSettingsFile ()

  /AlwaysEmbed [ true

  ]

  /NeverEmbed [ true

  ]

  /AntiAliasColorImages false

  /CropColorImages true

  /ColorImageMinResolution 150

  /ColorImageMinResolutionPolicy /OK

  /DownsampleColorImages true

  /ColorImageDownsampleType /Bicubic

  /ColorImageResolution 300

  /ColorImageDepth -1

  /ColorImageMinDownsampleDepth 1

  /ColorImageDownsampleThreshold 1.50000

  /EncodeColorImages true

  /ColorImageFilter /DCTEncode

  /AutoFilterColorImages true

  /ColorImageAutoFilterStrategy /JPEG

  /ColorACSImageDict <<

    /QFactor 0.40

    /HSamples [1 1 1 1] /VSamples [1 1 1 1]

  >>

  /ColorImageDict <<

    /QFactor 0.76

    /HSamples [2 1 1 2] /VSamples [2 1 1 2]

  >>

  /JPEG2000ColorACSImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 15

  >>

  /JPEG2000ColorImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 15

  >>

  /AntiAliasGrayImages false

  /CropGrayImages true

  /GrayImageMinResolution 150

  /GrayImageMinResolutionPolicy /OK

  /DownsampleGrayImages true

  /GrayImageDownsampleType /Bicubic

  /GrayImageResolution 300

  /GrayImageDepth -1

  /GrayImageMinDownsampleDepth 2

  /GrayImageDownsampleThreshold 1.50000

  /EncodeGrayImages true

  /GrayImageFilter /DCTEncode

  /AutoFilterGrayImages true

  /GrayImageAutoFilterStrategy /JPEG

  /GrayACSImageDict <<

    /QFactor 0.40

    /HSamples [1 1 1 1] /VSamples [1 1 1 1]

  >>

  /GrayImageDict <<

    /QFactor 0.76

    /HSamples [2 1 1 2] /VSamples [2 1 1 2]

  >>

  /JPEG2000GrayACSImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 15

  >>

  /JPEG2000GrayImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 15

  >>

  /AntiAliasMonoImages false

  /CropMonoImages true

  /MonoImageMinResolution 1200

  /MonoImageMinResolutionPolicy /OK

  /DownsampleMonoImages true

  /MonoImageDownsampleType /Bicubic

  /MonoImageResolution 1200

  /MonoImageDepth -1

  /MonoImageDownsampleThreshold 1.50000

  /EncodeMonoImages true

  /MonoImageFilter /CCITTFaxEncode

  /MonoImageDict <<

    /K -1

  >>

  /AllowPSXObjects false

  /CheckCompliance [

    /None

  ]

  /PDFX1aCheck false

  /PDFX3Check false

  /PDFXCompliantPDFOnly false

  /PDFXNoTrimBoxError true

  /PDFXTrimBoxToMediaBoxOffset [

    0.00000

    0.00000

    0.00000

    0.00000

  ]

  /PDFXSetBleedBoxToMediaBox true

  /PDFXBleedBoxToTrimBoxOffset [

    0.00000

    0.00000

    0.00000

    0.00000

  ]

  /PDFXOutputIntentProfile ()

  /PDFXOutputConditionIdentifier ()

  /PDFXOutputCondition ()

  /PDFXRegistryName ()

  /PDFXTrapped /False



  /CreateJDFFile false

  /Description <<





    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e55464e1a65876863768467e5770b548c62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200036002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>

    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc666e901a554652d965874ef6768467e5770b548c52175370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200036002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>

    /CZE <>

    /DAN <>

    /DEU <>

    /ESP <>

    /ETI <>

    /FRA <>







    /HUN <>

    /ITA (Utilizzare queste impostazioni per creare documenti Adobe PDF adatti per visualizzare e stampare documenti aziendali in modo affidabile. I documenti PDF creati possono essere aperti con Acrobat e Adobe Reader 6.0 e versioni successive.)

    /JPN <>

    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020be44c988b2c8c2a40020bb38c11cb97c0020c548c815c801c73cb85c0020bcf4ace00020c778c1c4d558b2940020b3700020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200036002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>

    /LTH <>

    /LVI <>

    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken waarmee zakelijke documenten betrouwbaar kunnen worden weergegeven en afgedrukt. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 6.0 en hoger.)

    /NOR <>

    /POL <>

    /PTB <>





    /SKY <>



    /SUO <>

    /SVE <>

    /TUR <>



    /ENU (Use these settings to create high quality Adobe PDF documents suitable for a delightful viewing experience and printing of business documents.  Created PDF documents can be opened with Acrobat and Adobe Reader 7.0 and later.)

  >>

>> setdistillerparams

<<

  /HWResolution [600 600]

  /PageSize [612.000 792.000]

>> setpagedevice



